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mi <Find Compounds Menu> (JE 1) , #TF <Find by
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Qualitative Compound Report
Data File South Platte River.d Sample Name
Sample Type Sample Position P1-C6
Instrument Name Instrument 1 User Name
Acq Method Multiresidue_Pestticides.m Acquired Time  §/10/2009 7:09:22 PM
IRM Calibration Status DA Method Chlorine Alter Automated.m
Comment
Compound Table
G Dift
C i Label RT Mass Formula MFG Formula (ppm) DB Formula DB Diff (ppm)
Cpd 464: Lamotrigine| 13.641 255, Lamotrigine _) COH7 A2 N5 C9 H7 CI2 N5 0.54 COH7 CI2Z NS 0.54
Cpd 499: Ketamine| 13.858 237.0923| Ketamine CI3HI6CNO CI13HI6ANO -0.89 CI3HI6CONO -0.89
Cpd 637: COHIOQO N| 15.265 167.0502 CIHIOCIN CIHIOCN -0.39] COHIOAN
Cpd 640: C1I3H20CINO| 15.266 2411233 C13H20CNO CI3H20dNO 0.33 Ci3H2dNO

Cpd 735: C19 H27 A N6 02 S 16,37 438.1611) CI9H2Z7 N6 O2S CI9H27ANB02S -1.36 CI9H27 N6 02 S
Cpd 775: C14 H34 CI2 N10 02|  16.768 444.2245 C14 H34 02 N10 02 C14 H34 Cl2 N1D 02 -0.5 C14 H34 42 N10 02
Cpd 889: C1I8H29O N203S| 18.264 388.1583 CIBH2CIN203S CIBH29CIN203 S 1.18 CI8H29CIN203 S

Cpd 1015: Losartan| 19.635 422.1629| Losartan C2HBAN6O CRHBANGO L7 C22H23AN6O -1.7
Cpd 1137: C18 H29 N2 06| 21,105 436,1439 CIBH2QCON20O6S CIBH29CIN206S -0.9 CI8H29CIN206S

&l
Cpd 1159: C28 H41 N4 02| 21.311 500.2929 C28 H41CI N4 02 28 H41 A N4 02 ~2.1 C28 H41 CIN4 02
Cpd 1194: C18 H33 €I N2 04 2164 376.2118 CIBH33CINZ 04 CI8H33AN204 291 CIBH33CIN204
B 6 TR EEEEREERNEKF—FEAER R E [3].
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EX 20 1M RENSFH, §151MBFEAENES, ERGIME
FEREEFHRASTF, XCLBTREMETREHIE.
fign, B 8 ABEBFGNEN, B ZERRERR, ENRE
BfiE) 18.3 min SAMBEFYE, 232 m/z H 389.1626 HIRF
UAFHM m/z A 201.0466 HWERBET. ZARERHE. Bl
ERRMERBEFRA, ERXAESTERETREBLAMNET
BABRAEFHHESUDEZEN. FRENBNETER
EREREAHERATHRASENERERIEERMUMINER
RaH.
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FiF Agilent 6200 %515 6500 %% TOF 3 Q-TOF HBHEE
LC/MS, KL 5.0 R MassHunter €L, BiESTER
ERERTENFEHFAEES 12 MSRFHLEYH MS #
. INMERTNEE AR EEEHEHEN R TR AR
EHELER. INATEIRSIAKTE. BEFER Worklist
Automation EIR{ERE F BEILIEIT, REHITAL aC £E.
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