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A

fie 2

M (R RO B, IR T u g &R . T bA
{# F§ VoaDemoBatches SCAF 3 rh AL B H SR 58 X B8 45 5] . 155 W1 1
(FE4TD .

ok

1 RRERIHERIRR B R
FEARGRIH,  RRe A S i A SR DU B AT ASC 8 A 1l 0 43 et 0 e B 7 72
2 REEBER

TERG ], RS A RUACE S FIRE S AL S8 . E e X2 B A = DA
M BE S H B Microsoft Excel,

3 AL

ARG, BEREEAEYEIhEE, T e 5B AR A 4
A 1]

4 “EERENEEHE”

FEARGRI R, SR AR PR R B AR s w1 BV S D REd At AL ER K
iR,

5 “E MRS

TEARZ S, 188K T iR — N NS AR AR i 15 757k, el 2F it
4 SRIGTE Microsoft Excel A& 2 I He 4R 45 .
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R

Epeis

/,

TIXEEZR 3] L Hi

1

Bl PRoKs TS SO S 1 B 151 PC

FLERIREZRD], 7 B DU A PSR R 1 2 5 PC 1) MassHunter
B H %

* VoaDemo

+ VoaSampleData

XN A 47 F VoaDemoBatches SC4:-3edv, w8 R4 —FhfE 05 %
A e g B B R PC:

« MassHunter [ Ik 5L 22372

© GC/MS {5 BAFM (G1701-60172) w32

TENI IR %% MassHunter BFIS, XA BEE BRI EHIEIEH PC.
#r MassHunter Bt H 3¢
(MassHunter/Data/QuantExamples/MS/VoaDemoBatches), UL#fiilfitit
B AR B,

WAL PC L, wEH &) AR P2 —7E PC 223X
B, SR K 44 N VoaDemo 1 VoaSampleData 130 1 32 M 22 34 47 B
H i3] MassHunter Data H3%, #li1 /MassHunter/GCMS/1/Data.

RELZEL.

& HOREAEANER A B s R AT T WA, F P R A2 R TR
XU T HBAL T LU B

* MassHunter 2 35 g %

+ GC/MS #f#15 E USB (G1701-60172)

i&FF GC/MSD fJ MassHunter £ & S HEhEIER



FHAFITIX LS 2 Al

P EAEE, WAEEXEETEREAR. e RaHb

BRI
AEHEALIE DVD IR R B Tt TR ME

ERAEREE R EHEIRBOTEN LR ABMATIHITRE

R EE
BB USB 35 OFHRIIB R TIRME.

EMARRE R EFBEYOTEN LR AB AT HITRE.
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40T B.09.00 & diLH P ST A1 Quant-My-Way FH P T B2 £3t 52 T Bl b o
“ozin” P FUESMWZEELT Quantitative Analysis B.08.00 Hr ik fr A 1 S,
T EAETAL T35 T . Quant-My-Way Fi 7 #iiil BB — N4 Hsh e,
THAED IR RMIIGEX GmAESERes) d. @l Lkt g i -
G SR EIARER / A Quant-My-Way F /1 T 5 1 B AT .

K ARTZR SRR LT A . B, AR a4 Quant-My-Way I
FI AT S A A X RP R, JF DU e BRI P IR
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WNASEE 3
THEH TSI Z A 4

1 WNREMPEREEEHHZE 9
f£55 1. g —HER IERES 10
115 2. B B s m s ik 13
1155 3. tE iR P R BN A EEF 18
1B55 4. VIR IE /IR 31
1155 5. K Fb e mimme ik 37
1155 6. KT ik 30 SIM 7k 42
B% SIM 3% 43
MFLE] SIM 4 43
—R—MLEY 43
M SIM J732: 43
M7 43

2 REEEER 44

fES5 1. At R 45 R 45

B4 2. HEEH iR 49

£55 3. ViRt 24 56

%4 BE “hEMER” GhrwE 58
1145 5. K5 R 7 H B Excel 64

3 WA 65

EF 1 RENEYHRE D 66
1% 2. Bon “lLaVme” @HralE 76

5977B %% MSD #2{EFAf



4 BREMEEHEE 79
fE45 1. KA = RE 80
1155 2. e EmiHE 85
1145 3. WEHHE 87

5 FHREERSE 90

55 1. PR 5k 91
fE5% 2. Ak 96
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1 AREMEEBIRREN G A

1 MR ER T BIRZ EFNE A

f£55 1. Gl — MR IERES 10

255 2. ¥R IEL & m a7 13

1% 3 EEHERPRBEN GRS T 18
f£45 4. Wi IER 2k 31

1155 5. B S ma) ik 37

55 6. KR T iy SIM JTiE - 42

% SIM 7% 43

TEMRZR 2, RS e AR AR R s G i e | 7k, MassHunter 443
MrEdESCiE, SR E IR 1D S80L R HALEE SR & 4 7. H
FRES T EMEE PRI DL AR I TR], o X e S 70 5 B VA VI 4G
o KA Y 5 7 V280 B BT 75 AR 1]

BRULTTVESN, FeAb Tyt n] O RS0 B e Bk, B rikon 1Tk
G o PO ARAE ] MassHunter SR BII R 2 HThfE. Am i g
JriEgmiR s S BIAREE T SIM E B k. Skbr b, RXAMRTVERT UL R
By SIM Tk, BERAE R AR RE R BRI MERE 2 A SIM Tk
IR .
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1 ARENFTEBIEREHTTE
5 1. QI —RIER R

1155 1. G g —HERS IEAE

SERRAAE SIS, SR8 FH S Hir S DU ARAT A A 2E B Hi B e B T v

1 RsEREDT
a fliF MS & &4 £ 1 B bR 4T JF MassHunter 5 &34 X B30 H T
MSD - PURRAT Ectf 73 IR o
b fikEREME, BOHETHEMER TAETBRITH / XHABFNA
BRI/ REeEE R TA BR. BT AL B
B

| Samgle ] Coltraton 200ngrul - ] SapleType cair - Compound [ - @ o @II[D_J]L‘ Hilreel
Samcle
| @ | ¥ Mame. DuaFide | Troe |Level  Acq DuteTume
* Eabbron 0ngy [EEEER C¥ |41 |usSagn s
Cabbeation 150ng\l | Cal 1500 | Cal L 1353004 115 PM
Cabbranon 1ng | CH_T00 | G |13 135704 1 16
L Cal 0500 | Cal L4 [ 1353014 116 PM
Cabbranon gl | Col 2300 [Ca (18 (138500117 P
TH/ XA B hiftE
— sith: ()
| ssxmeeum
)
nkormaton = % Callbrgion Curme - =
AR R g AR DAL L2 dAh D FilAe d RiEE e -| g -| wege| -| ™0 [ac]eo]
T L § s
0% os-
o0 2 or
os- os-
o 0s.
12 04
o 03
0% 03
0. a1
os. v
025, o
[N o2
03 43
03 Q4
025 254
03 26
015 27
01 gt
Dee. 28
S 5% T 0% 67 6B 03 0% 04 08 65 0% 06 0 7 0% 3 oF 03 0% B I I T TR T R T R )
Concerymon
Mosted Cakbranon J00ng & Samples. (% o]
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1

NRERIFRBIER BRI
£5 1. QI —RIER R

) B 5 A A P ) Bt S AT AR B
a IEFEICH > FTEHLALIE.

b i FH SR N 51 R ) S RS A BB SO B 3. Rl
C: > MassHunter > GCMS > 1 > Data > VoaDemo.

Syt At A B4 N S04 44 VoaDemoBatch, 4R )5 #diFTFF .

B New Batch =
Look in: | VoaDemo - O ¥ e E-
T Name : Date modified Type
kel J Cal_020.D 1/28/2014 4:04 PM File folder
RecentPlaces 1) 41 pso.p 1/28/2014 404 PM File folder
! J Cal 100.D 1/28/2014 4:04 PM File folder
; Cal 150.D 1/28/2014 4:04 PM File folder
Desktop J Cal_200.D 1/28/2014 4:04 PM File folder
Libraries
A
Computer
@ 4 | m k
File nama: VoaDemoBatch| - Open
MNetwork
Files of type: [ Batch Files (* batch.bin) ~| [ Cancel |
Help
["| Enable Audit Trail

i&FF GC/MSD fJ MassHunter £ & S HEhEIER

1|
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1

NRENITEBIR R EH 7774
5 1. QI —RIER R

4 OyUEHEAL PR SO . ST OB S AR SO, T DL A2 R B
BEIIINPTAA S 3T HoR B, DROAREAS ) A X 2SO R A AL I
2k, PTUATE R R O BeE, SRR R T 1 RE AR N B st

AbFE.

Batch Folder:

B8

C:\MassHunter\GCMS\IN...

File name
Cal_p20.D
Cal_050.D
Cal_100.D
Cal_150.D
Cal_200.D

Sample name
Calibration 20ng-
Calibration 50ngA
Calibration 100ng,
Calibration 150ng,
Calibration 200ng.

4 I 3

[ Browse to Copy Samples. .. ]
| Trensiate MSWS Samples... |

[ Selectar | [ ok

) [Comes ]

5 MEALACER. ARR. Biocrh. M. G AR HEARERKE E B R
FEHLAL TR AR+

: File Edit View Analyze Method Update Report Tools Help

i O & | 53| (= AnalyzeBatch ~| @  Layout (i EF BB [E [Al %] Restore Defaul
Batch Table

i& AT GC/MSD #J MassHunter E2 T4 KI5F

! Sample: i| | v| E | Sample Type:l <Al Al
Sample
@ | v Name DataFile | Type |Level|  Acq DateTime
Calibration 200ng/ul | 00101001.0 | Cal L1 | 1/252014 11.54 AM
Calibration 150ng/ul | 00201002.0 | Cal L2 [1/25/2014 11:55 AM
Calibration 100ng/ul | 00301003.0 | Cal L3 | 14252014 11:55 AM
Calibration 50ng/ul | 00401004.0 | Cal L4 [1/25/2014 11:56 AM
Calibration 20ng/ul | 00501005.0 | Cal L5 | 1/25/2014 11:56 AM

12



1 AREHFFWBIEREH X
15 2. BRIEASYRINEG X

55 2. BB E YIS I 2] 7k

AV FH IR PP 7 2R S R IR i AL S G e o A SR A A AR5 ] 97
ke (n NIST 50 Wiley) , 82 mT LU AT B A A2 AR R B #TE 75
T, RS KR VORHZ IR AL I FE R, (HA L BRI S

1 ST > i > ARENTIEERRMBIERTES X,

¢ File Edit View Analyze
iD= Bl GE A
BachTable |
Sample: ﬂ Calibration 2

n % Name
4 Calibration 200

Calibration 15

i & W

Calibration 10

Calibration 50n|

Calibration 20n|

2 0T EAE A AT R R
) 8 B EAE P FROAE i e S, R

ﬁﬁﬁ CAL_200.

New

Cpen

Append

Edit F10
Validate

Save

Save As...

Exit F11
Method Setup Tasks

Manual Setup Tasks

Cutlier Setup Tasks

Advanced Tasks

Copy Calibration Levels To...

Average Calibration Replicates...

Create Levels from Calibration Samples
Import Calibration Levels from File...
Setup Reference Library...

Setup Reference Pattern Library...

»
»

3

r v v ¥

% Agilent MassHunter Quantitative Analysis (for GCMS) - VoaDemo - VoaDemoBatch.batch.bin
Method | Update Report Tools Help

New Method from Acquired SIM Data...

New Method from Acquired Scan Data...

New Method from Acquired Scan Data with Library Search...
New Method frem Acquired Chromatographic Data...

MNew Methed using Manual Setup

New Methed from File...

%
1%

HIRANTEE R NISTOS 1 2

2N, AR)E AT X HLERATH

M, BB AU R R B AR IE A A 40 LA R AR 5C A s ) 08k S A

1& AT GC/MSD #J MassHunter E& %9

uun_,\j:ElrL_.‘
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1

NRERIERBIERR BRI
15 2. BRIEASYRINEG X

4 WANEMOAEMELSHREES . X8, BRITENEMEEYTR
E2MNEMEF. WHE MassHunter I-AZ T KB T4, © Bk

AR E 1 1
5 Bl RUEREmATSETIEHE.

Mew Method from Acquired Scan Data with Library Search
Librany Path:
C:\Database NIST05a.L

Sample Path:

Mumber of Qualifiers to add:
2 =

-

(-5

C:\MassHunter\GCMS\1\Data\VoaDemo'\Cal_200.D

[Mvanced... ] [ 0K

] [ Cancel

i&FF GC/MSD fJ MassHunter £ & S HEhEIER
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1 ARERIFHEBEERREMNHE
15 2. BRIEASYRINEG X

6 FRVERE DU PTA R IR B S HOR B B 5 (.
7 TERERUATUR L, K RT BEOXNEFRE N 400.

UEECT R, SRR B S B> ol A g AR
W EBEAT 7M. DRI ERATTEE D th S AR B R S A

FERXRIEOL T, SR RT & CUOR/NA 108 100 RERRGI H 74 M4, X
MFRTTAMERZ 1. WG AT K E] 400, RRGIH L&)
HOERE I 1) 38, X FTFE S RZIE AL S SR

Scan Analysis Parameters @
Deconvolution | Library Search | Library RT Match | Compound Idertification |
Resolution:
RT window size factor: 400
Peal filter:
Excluded m/z: 28
example: 28,971,145
SNR threshold: 0
Extraction window:
Left m/z delta: 0.3
Right m/z delta: 07
m/z delta units: AMU -
Component shape:
[7] Use base peak shape
Sharpness threshold: 25 %
Reset || Defat || oKk || Cancel

i& T GC/MSD i MassHunter & & 9t EIsE 15



1

NRERIERBIERR BRI
15 2. BRIEASYRINEG X

DTS B EHE .
Scan Analysis Parameters @

| Deconvolution I Library Search I Library RT Match | Compound |dentification L
Max compounds per component: 1
Mir match factor: 70
Min ions in component spectrum: 4
Identical hit threshaold: 3
Man relative score drop: 10 A
Target RT match tolerance: 01 min

[ Resst || Defat || ok || cancel |

9 RRE KM ARERHIEER REIREBIRIE 7 RHE, R 27

SEURIEES .
Mew Method from Acquired Scan Data with Library Search @

Library Path:

C:\Databass\NISTD5a L
Sample Path:

C:\MassHunter\GCMS\1\Data\VoaDsmo'\Cal_200.D
Mumber of Qualifiers to add:

2 =

[M\ranced...] l 0K l [ Cancel

i&FF GC/MSD fJ MassHunter £ & S HEhEIER

8 {EAYNRRIEIR L, KR/ EEFESN 70, AR5 BiERMAE
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NREITEBIR R EH 7774
155 2. BREXERMEIS %

10 BB iid. MassHunter B RHELEH N\ IE 4 BT 25U FIRS TE AL 6,
SEAE TS SRR T SRR 28 VI P S oroke IF FbRAk & ISTD, A B ik ]
(RT) 57

VoaDemoBatch batch.bin o a2 =
EHE R Restore Default Layout
- X
<All> ~ = | Compound: [@] = |[®] | Reset Table View
—
| DetaFile | Type [ Levl [ Acq MethodFile | Acg. Date-Time K
| cal 200D [ | | [ H
5 Scan Type MZ CAs# Match F: RT
lore- 1] Sean Target 50.1] 74873 0.3
ome- 1] Scan Target 35.3] 74825 1572
ro- 1| Scan Target 621 75-01-4 2040
1] Scan Target 41.1] 75058 2678
& 1] Scan Target 64.1] 75003 2772
Zhiori 1| Scan Target 819 75-08-2 9}‘; 4585
7 1] Scan Target 5.1 5225
fide 1] Scan Target 753] 75150 5595
-dichl 1| Scan Target 61.0| 75-35-4 9814 7.380 4
T — - %
B % | Mex®of pancs:2 <l alf o
2000
10
08
07
06
05
0.4
03
02
0.1
S S ot e s s s L 1 g, g g, P P s, s e, 0
7488 6 7 & § N o2 3o 5 15 17 18 15 2 21 22 2 22 25 25 27 2B H 0 3 2

Acquisition Time (min)

iE g EBAE LS L

o1 ois 02 02 03 o03% 04 o0i 05 obs o0& o0f5 07 of5 o0z o0& 03 0¥

X 1852 Y 150989.337 38 Compounds (38 total) 2 1STD (2 totsl)

i&E AT GC/MSD /Y MassHunter EE ST FEIER 17



1 AREHFFWBIEREH X
£5% 3. ERERTPRENAVMELET

£55 3. IR P R ENGYIE & T

FEARAES T, ok

T B MassHunter IR E 4 X HE 1 B 1 1513

WAL EYEISTD R %R, Ntk &Y1EE
BoE & E T AEEET

KA R a1, A S AR B AR E 1ISTD
HEERTRCE ISTD

BRI .

WERIEHZ.

Laaifﬁﬂ-j(ﬂﬁilﬁﬁ MERF R EMERE O AERER
W,

EMBEEDR b, EFESEXUERE > ZAKE.

KRR TERMAE. AR EERRPIIELEY (WA
IRV o NIST KR 1 40 MEEY, Wi DRFK
=¥

Agilent MassHunter Quantitative Analysis (for GCMS) - VoaDemo - VoaDemoBatch.batch.bin
: File Edit View Analyze Method Update Report Tools Hel
0 & || Ba | (F AnalyzeBatch -| @ | Layout:
Method Table

H Al Restore Default Layout

: Time Segment: 4 <All> ~| = | Compound: [@] v [®] Reset Table View
Sample
Name | Detafile | Type | Level | Acq MethodFile | Acq. Date-Time
» i Cal 2000 [Cal 200.D | | [ [
Quantifier
Name TS Scan Type MZ CAS# Match Factor RT

Methane, chioro- 1 Sean Target 50.1| 74-87-3 98.8 0938

[ Methane. bromo- 1] Scan Target 95.9] 74-83-9 99.0 1.672
Ethene, chloro- 1 Scan Target 621] 75-01-4 9838 2040
Acetonitrile 1] Sean Target 41.1] 75-05-8 993 2678

| Ethyl Chleride 1] Scan Target €4.1] 75-00-3 98.1 2772
Methylene Chiori 1] Sean Target 8339] 75-09-2 986 4595

| Compound_7 1| Scan Target 581 5.225
Carbon disulfide 1 Scan Target 75| 75-15-0 995 5595
Ethene, 1,1-dichl_ 1] Sean Target 61.0] 75-35-4 984 7380

[ Methane, brome. 1] Scan Target 127.9] 74-97-5 97.1 7.894
Ethane, 1,1-dichl 1] Sean Target 631] 75-34-3 571 85686

| Ethene. 1.2-dichl.. 1] Scan Target 61.0] 156-59-2 99.5 9479
Tr 1] Scan Target 829)67-66-3 992 10.126
Ethane, 12-dichl_ 1] Sean Target 621 107-06-2 947 10833

[ Ethane. 11T 1] Scan Target 96.9] 71-55-6 983 12024
Carbon Tetrachl_ 1] Sean Target 116.9] 56-23-5 978 12398

| 2.3-Butanedione 1| Scan Target 43.1] 431-03-8 979 12,684
Methane, brome. 1] Scan Target 823|75-274 97.0 13.099

2 RikEREHERFEZ E—MRE.

i&FF GC/MSD &Y MassHunter E 8 S iz &I 18



1 ARENFTEBIERENT7E
£5% 3. ERERTPRENAVMELET

3 KESREA)E. X,
LR EMIERE .

BREIFERESXE. FEk. #REREN

nalyze Batch - @ | Layout B3 ([ [ B8 [ 2] Restore Defaui Layout
- X |Mathod Teble -
||| Time Segment: 4= <Al = = Compounct [ =[] | Feset Tale view
||| someie =
[ it Filn Trpe Lovel | feq Mathed Fite | fcq Dute-Tirs |
» [Cal 2000 [Cab | I [ I ] q
Crortsher
e bt Sean Tupe L Cass
Mathane, chiom 1| Sean Targmt 801] Tag7a
Mthane, brome- 1] Sean Target 959 Te.8.0
Eihene. chiore- 7| Scan Target 21| 75014
| cemnrie 1] Sean Tarpet 41.1] 75059
Ettrgl Chionde: 1] Sean Targel BT 003
. Mthylene Chion._ 1] Sean Target £39] T8-08.2
Compound T 1 Sean Targat 581
& HET Target 755| 75150
Ethene 11-chehl 1| Sean Targel E10] 75354 -
Sample Indcemaion -
EEns @ 8 % Mucsofpanes 2 -l

[« TIC Sean (™ -5 *) Cal_2000

LECIE R IE JE COE CE IE I

e spz:d 0 BSATME 4
-

=10t

o8
oz
oF
o5
e
03
02
o

o

015 03 035

a3 03 04

97 o% o8 0B 63 @

38 Compounds (38 total) 2 15TD (2 total) |

i& AT GC/MSD #J MassHunter E2 T4 KI5F
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1

NRENIFEBIRR EH 777
£5% 3. ERERTPRENAVMELET

4 R AMER TR RS/ eREEEy AL, e esE e

AR REOEE E M. BUAE, “Irikgmias” RN 5 At B i AL A

.

e %
[@le t fAxid 0 == A AME L
[ hremasegram Epecirum
101 101
na. na.
o8 oa.
[ [
o6 o6
LLY LLY
va na
0.3 0.3
02 02
o o
0 . . . 0 . . . . . . . - .
ol 02 03 0. 05 o6 or 08 ] ol 02 o3 04 05 o6 o7 08 (]
32 Compounds (39 total) 215TD (2 totsl)

FEREESXED, EHAFEREES > EMEFRE, UMEIIA R

IEA=EVE = E

Method Tasks

- X

| New / Open Method

| Method Setup Tasks

Compound Setup
JiC Retention Time Setup
2 ISTD Setup
7% Concentration Setup

£ Qualifier Setup

PO el P
+ Calibration Curve Setup

& Globals Setup

|Setup Qualifien

i&FF GC/MSD fJ MassHunter £ & S HEhEIER

20



1

& AT GC/MSD B MassHunter 2%

NRERIRBIERREH S A
£5% 3. ERERTPRENAVMELET

6
Hir GE&

WHER, kd TR Cal_200.D. FEBHRHIRG AL H RS E
B BB

(EFEREPN P

SLLZARRRZEROHET. HREREHE DRI EIEE. |

A 11PN 144 » oz B
TBRAEEINERPEFAE L EY), it “EWEE” @HREM.
slyze Batch - | @ | Layout: FE B EB EH Restore Default Layout
= X [Method Table
Z=__Compound: &, =[5 FeseiTobleVien
\ Sample
Name | DamFile | Type [ Level [ Acg.MethodFile | Acq. DateTime |
» [ Cal_200.0 | Cal_200.0 [ [ [ | |
Name J— Scan I Type I Mz [ Uncertainy
B[ Methane, chloro-_| 1] Sean [ Target [ 50.1| Relative
1 Qualifier
MZ | Rel.Resp. | Uncertiny | Area Sum
| 52.1] 37| 200 [
—
Name [ 18 Scan I Type I Mz [ Uncertainyy
Te—y | 1] Sean [ Target [ 95.9| Relative
1- Sample Information
19, | %y | Max# of panes: 2 MER i
+ TIC Scan [~ > ~) Cal_200.D
2 103
2 14
o
12
1
08
06
QES
0z
i 2 3 4 8 & 7 & & 1 1 12 13 14 5 16 17 18 19 20 21 2 23 24 25 % 2
1— Compound Information
bt 1 6] o B (AT )R L
Chromatogram Spectrum
x101 101
084 08
074 o7
064 08
054 05
044 04
034 03
024 0z
014 o1
0 T v v T T T T T v 0 T v v T T
o 02 03 04 05 o0 07 08 09 o1 02 03 04 05

TG, HREGUERR
T MBI ZNECE . BRI EYE, K

TFAFRTBL

W {ELRS AR A FR AR

SeEEEKTEEER, TR REREENBEREK .

PTEEIER
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1

MRERFIBEIEEEF X
1% 3. ERERPEENEYIMELSET

8 HBHEZMLEVMIENET. ZaWRENE T RRERERT, MAE

9

BEFRH NI S TRAMEH 0 E &
BrREEET.

B Leyout BF B3 EE B Restore Default Layout

B, AT LUE B MassHunter Hi%

Method Table
i TimeSegment: 4= <All> ~ = | Compound: [@] Methane, chlor... ~|[®] | Reset Table View
Sample
Name [ pamFile | Type [ Level | Acq. Method File | Acq. Date-Time
| cal_200.0 | Cal_200.D |
Quantifier
TR e | Scan_ | Type. | Mz | L
= 0.938] 1] Sean | Target | 50.1] Relative
| Qualifier
Mz | Rel.Resp. | Uncertainty | Area Sum
- 52.1] 37| 200 [
ler
Name [ rRr ] 15 ] Scan [ Type [ MZ | Uncertainty
El | Methane, brom.. | 1572 1| Sean | Target | 95.9| Relative

FHRBRTEIAINEI G AR, B TXER Sl B IERE & E R &4,
PRI EATTH NN AR E . BT @k U e a1
KT X o 157 R o

shpAkERyE.
EMELETFE |, EHSARER> BAKE.

10 AR dEfTE R 756 H, LEHARM > RT, RKREERTE (RT) 2142

1&E AT GC/MSD # MassHunter E

Vrprici

i Time Segment: 4= | <All> v =, Compound: R Mox; Je Doy
Rl
Sample
Name ‘ Data File | Type REEMaR % Bot date-Time:
[Cal_200.D [ Cal_200D | RRT Max. % Dev.
" Quantifer RT Delta Units
: Name [ rRT [ 715 | s | RTunits [ Uncerainty
Aanl 2l [T 50.1| Relative
- Add/Remove Columns...
Qualifier | Ref. Path
Add Column 3
Relative ISTD Multiplier
3 Remaove Column 4 i
o/ o Resolution Limit
i estore Default Columns
- Quantifier R it Response Check Min,
uto Fit Celumns trl+ :
; Meﬂ”:m Retention Time Window CC 959| - Ml
=} ne, i . ative
= & FilDown Right RT Delta
| Reset Sort R
S Arrange Compounds By 3 Ry
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1 ARENFTEBIERENT7E

£5% 3. ERERTPRENAVMELET

11 Mo fi, FAIENE RT N 2.678 ALEWIZIE. RT N 21.71 1% -D8
1 RT 24 2291 IR -d5 AERMIR IEWEY), Bt iEid kX iy

&), SRJGEH% Delete FKE HMIRR .

Quentiier [ Add/Remove Col
emove Lolumns.,
Name £ rcersmy
[ — RddCation 1169 Relative
Qualifier Remove Column
Mz iy || ey || oo Restore Default Columns
| 2139 731 200 5] Auto Fit Columns Ctrl+U
=
| 1129 323 20.0 @ | Fil Down
Quantifier ———
(=4 Ol
Name | rr | 18| E iz | Uncerainty
= | Benzens, chlor- | 2203 1| Sean poeCompotnceiy * [ 112.1] Relative
Guiclifer ¢ | New Compound
Mz Rel. Resp. Uncertainty | Area| 7o MNew Qualifier
[ 771 802 200 [0 Mew Calibration Level
| 1141 318 200 m
¥ Delete Del
Quantifier
Name ‘ ’T ‘ Ts El Copy Calibration Levels To... iz ‘ Uncertainty
NE [ 24784 1] Sean Average Calibration Replicates... 91.1] Relative
Qualifier Group By Time Segment
Mz | RelResp. | Uncertainty | Area Expand Al
[ 106.2| 273 200] Collapse Al
ntif
Caniiies = | Print... Ctrl+P -
Name [ rm | 15 | E e iz | Uncerainty
=] | p-Bremofluorcbenze... | 26,554 1| Sean &y | Print Preview... 174.1] Relative
H 1

12

il P A R D e 2R R A 5

MassHunter NTCiE R ALEDTE € T HALRF 488 Compound_7. F&AT]

i B K TERE b 3RAS P
a %% Compound_7.
b HHkERERE.

i Analyss (for GEMS] - VoaDeme -
© File Edit View Analyze Method Update Report Tools Help
P G b s LB anshzedsch - g i Leyeur (5B B ED B B

Jatchbin

2 Restore Defsult Layout

Method Table
P TimeSegment: 48 <Al = % | Compound: [#=] Compound 7 =[] Reset Table View
Sample
Narme: Uata File Type Level fcg Method File | Acg. Date-Time |
[ Cal_awoD [ Cal 2000 [ | [
Giuantifier i
Hame AT s Scan Type [ Uncertainty
© | Meshane chior | 0838 1| Sean | Target | 50.1| Relative |
Cuahiher
Hame | 1| Sean Type Mz Uneertainty
» 1| Sean | Target | 58 1| Relative |
Carbon deulice | | Scan [ Target 75| Relalive
Eihene, 1.1-dic Zean | Tanget &1.0| Relative

i&FF GC/MSD fJ MassHunter £ & S HEhEIER
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1

1& A GC/MSD By MassHunter E

NRENIFEBIRR EH 777
25 3. AR ERTREUSMMNELE T

c EHEMIERE NIRRT

b LAY L

BEG AR, RS RIERE.

E 8 M 1 12 13 124 15 16 17 18 19 20 21 2

ISTD

Qualifiers {;5
Spectrum '
0

32

| = AT 4

5238 min

B :@WEEH

+ Sean (5.045-5.517 min, 12 scal
2 w1p3] 411
E 2

2

bl

Auto Scale

X - Auto Scale

¥ - Auto Scale

Fit to Peak

Fit to Peak Height

o | Fit to Lowest Calibration Level
Fit to Highest Calibration Level
Manual ¥ Scale...

ime (min)

4. Clear Manual Integration Ctrl+3

33.{)'
A

7
3

5

44 | ZeroPeak Del
3

2 411 Show Wider RT Range Cirl=W
;

0

Reset RT Range 338

%49 5 51525354555657 5859 6

Acquisition Time (min)

61 | 3% a0 4  Integretion Parameters.. n
Restore Integration Parameters to-Charge (m'z)

\  Search Library.. IR ol |

d BRI R A FE . X ELRATRE F NISTO5 3 7 .
e BHITHUENEERRERE L.
AL AR N TRER, AT AERIER R CRTER) 5 43 m/z

WA H bR, 78 58 m/z A — N ETER TIE. 5 TR BoRik
IERE S R B, R R E B A 1 B B UL R4

Eile  Edt  Noow
] Jﬁmncw

Dl T3 E156.T81
TR ET441
8 manT
7728 61681
7700 674641
G
a8 s 81T
T SEEILII4

(50455570 min, 12 scans) Cal 2000

= |
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7107591477
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1 ARENFTEBIERENT7E
£5% 3. ERERTPRENAVMELET

f CRUCHC R TE 81.63 Fi1 CAS 45 67-64-1 LUAEKE At ]
g KINEERRERE .
h fdiHRLRE -

EMEET R b, EEsAUERS > fALER.

13 ¥ Compound_7 ZFRZSECE SCNAERE, 285K Nl MZ 550 43.7. 5
NE R T 58.1 SLbr AR T

Quantifier

Name RT 5 Scan Type MZ

Y /cetone 5225 1| Sean Target 43.1| Rele
Carbon disulfide 5998 1| Scan Target 75.9| Relz
£t | Ethene, 1.1-dichl_| 7.380 1| Scan Target 61.0[ Rel:
: Qualifier |

14 B ARSI, U5 LT OO R TR
MR T REPIRE R TR AR T

Qualifier Add/Remove Columns...
N Add Colurmn » JArez Sum
Remowve Column ]
Restore Default Columns O
m Auto Fit Columns Ctrl+U
Name = BCan Type MZ
= Methylene E Fill Dawn Target 839
Qualifier Reset Sort
I Arrange Compounds By b Area Sum
E ¢ Mew Compound E
= T MNew Qualifier
[CELTT || o e
Name ew Calibration Level cean T Mz
- p (VNN % | Delete Del Target 431
Carbon dis . . Target 759
Copy Calibration Levels To...
= | Ethene, 1. Ay AL LT LB T Target 51.0
- Average Calibration Replicates...
Qualifier
. Group By Time Segment P
Expand All
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1

NRENIFEBIRR EH 777
£5% 3. ERERTPRENAVMELET

15 i\ 58.1 fEAEMEE T MZ, LUK 24 /F 5 fBxIaRE (= 2.2/9, MAEM
581 5 431 MBS Fu M LA E)) o

Quantifier
MName RT T5 Scan Type MZ u
2678 1| Scan Target 41.1| Relativ
5| Ethyl Chloride 2772 1| Scan Target 64.1| Relativ
Qualifier
MZ Fel. Resp. Uncertainty | Area Sum
[ 661 323 200
| 450 280 200
Quantifier
Name | rm | 15 | Scan | Type MZ | v
B | Methylene Chl.. | 4595 1| Scan | Target 839/ Relativ
Qualifier
MZ Fel. Resp. Uncertainty | Area Sum
[ 450 1756 200
£45 200 [
| Quantifier
Name | rm | 15 | Scan | Type MZ | v
[ Acetone | 5.225| 1] Scan | 431 Relativ
Qualifier
MZ | Rel.Resp. | Uncertainty | Area Sum
gl 58.1] 24] 200
Quantifier
Name RT TS Scan Type Mz U
| Carben disulfid 5.395 1| Scan Target 75.9| Relativ
= | Ethene. 1.1-dic_ 7380 11 Scan Taraet 61.01 Relativ
gk A AR ST A AT R E Tt T
i&FF GC/MSD &Y MassHunter E 8 S iz &I 26



1 AREHFFWBIEREH X
£5% 3. ERERTPRENAVMELET

16 F 7 R BE I [A]
a PEREHRE, RN FERESXEPEFESTEEEES > REH

S Em
B E
= A)
b BliRARURUAEE % RT HFF T HLEY.
B Agilent MassHunter Quantitative Analysis (for GCMS) - VoaDemo - VoaDemoBatch.batch.bin
: File Edit View Analyze Method Update Report Tools Help
i & | By (Z AnalyzeBatch ~| @ { Layout: B B EH A Restore Default Layout
Method Table
i TimeSegment 4 | <All> ~ = | Compound: [@] Chlorobenzen... +|[E]| Reset Table View
Sample
Name | DeaFie | Type | Levd | Aca. Method File | Acq. Date Time
- [ca 200D | Cal_200.0 [ | [ |
Quantifier
Name TS Scan Type RT Left RT Delta | Right RT Delta RT Delta Units
| Methane. chiore- 1| Sean Target 0938 1.000 1.000| Minutes
Methane, broma- 1] Scan Target 1572 1.000 1.000] Minutes
| Ethene. chlore- 1| Sean Target 2.040 1.000 1.000| Minutes
Ethyl Chloride 1] Scan Target 2772 1.000 1.000] Minutes
Methylene Chloride 1| Sean Target 4535 1.000 1.000| Minutes
[ Acetone 1| Scan Target 5225 1.000 1.000| Minutes
Carbon disulfide 1| Sean Target 5.985 1.000 1.000| Minutes
| Ethene, 1,1-dichloro- 1| Scan Target 7.380 1.000 1.000| Minutes
Methane, bromochlo. 1| Sean Target 7894 1.000 1.000| Minutes
| Ethane. 1.1-dichloro- 1| Scan Target 8686 1.000 1.000| Minutes
Ethene, 1.2-dichloro- 1] Sean Targel 5475 1.000 1.000| Minutes
[ Trichloremethane 1| Sean Target 10.126] 1.000 1.000| Minutes
Ethane, 1.2-dichloro- 1] Sean Targel 10.833] 1.000 1.000] Minutes
| Ethane, 1.1.T-trichler 1| Sean Target 12.024] 1.000 1.000| Minutes
Carbon Tetrachloride 1] Sean Targel 12.398] 1.000 1.000] Minutes
_[2.3-Butanedicne 1| Sean Target 12.684] 1.000 1.000| Minutes
Methane, bromodichl 1] Scan Targel 13.095) 1.000 1.000| Minutes
| Propane, 1.2-dichlore- 1| Sean Target 14.321 1.000 1.000| Minutes
1-Propene, 1,3-dichl 1] Scan Target 14.627] 1.000 1.000] Minutes
[ Trichloroethylene 1| Sean Target 15.169) 1.000 1.000| Minutes
Benzene 1] Scan Target 15.580) 1.000 1.000] Minutes
| Methane. dibromochl.. 1| Sean Target 15.863] 1.000 1.000| Minutes
Ethane, 1.1.2-trichlor 1] Scan Target 15.945] 1.000 1.000] Minutes
| Benzene. 1.4-difluore- 1| Sean Target 18.148] 1.000 1.000| Minutes
Methane, tribromo- 1] Scan Target 18.509) 1.000 1.000] Minutes
Methyl Isobutyl Keto... 1| Sean Target 18.864] 1.000 1.000| Minutes
2-Hexanone 1| Scan Target 20.406 1.000 1.000| Minutes
Tetrachloroethylene 1| Sean Target 20742 1.000 1.000| Minutes
| Ethane, 11,22-tetra 1| Scan arget 20778 1.000 1.000| Minutes
Toluene 1| Sean arget 21.900 1.000 1.000| Minutes
_» | Chlorobenzene-d5 1| Scan arget = 22917 1.000 1.000| Minutes
Eenzene, chloro- 1] Sean arget 23038 1.000 1.000| Minutes
Ethylbenzene 1| Sean Target 24784 1.000 1.000| Minutes
p-Bromofluorobenze 1] Sean Targel 26854 1.000 1.000] Minutes
| Styrene 1| Sean Target 27.607 1.000 1.000| Minutes
o-Xylene 1] Sean Targel 27803 1.000 1.000] Minutes
— [eXylene 1| Sean Target 28.442 1.000 1.000| Minutes
Tricyclo[5.2.1.0(1.5]] 1] Scan Targel 28453 1.000 1.000] Minutes

B tE LR, M RT ZRAL BRI RT 224k B B — > 2 40 Bh o6 10 &
M, FZAEEr RT B, WERFE, i E 0K/ RT,
17 RBEINBIRE S ISTD . BB A KAEAT ISTD $8 & 2IMLAY.
a ZFERMEE OB A IRE T . 1-4 ZHERME K -d5 ISTD,
WEAE > FEREFES >ISTDIRELIY M ISTD K E, LHiBEHEK
TRMA.

b X TiX=A>ISTD, #&H ISTD #5182, JHFER, T ZIETEERE
BENISTD. ERRZEEHER 2R KB TR E VB FR.

c X TIX=AISTD, EFHEEPEFEISEE L. XIRER ISTD Hskhrty
THGIRE 1A L I AE 4 € 2 ISTD BIFT A HARL S0 RT HIFRFRA 5.

i&E T GC/MSD #Y MassHunter E & S 724 7& 35 27



1 ARENFTEBIERENT7E
£5% 3. ERERTPRENAVMELET

18 K EKkT. ;REFLE ISTD faE€F| RT JulE AN 0.9 £ 10.2 NI IEALEY. N
M, BRI ML A ISTD &R TR, RGikFETET, ¥
L ISTD BB H T AT ARG . M “m NER” RIS, WikE

M ISTD 19 ISTD L EMBFRELCN < T >.
19 #4 1-4 5% ISTD f5 7€ 2 RT Jul 9 10.8 & 18.5 AL IEAEH)
20 F &K -d5 ISTD 8 2 RT Ju A 18.8 & 29 WL IEHED) .

T 1 o e ILAE A RS SR AR T T A

Agilent MassHunter Quantitative Analysis (for GEMS) - Method - [C:\MassHunter\Methods\voaScan.m]
¢ File Edit View Amalyze Method Update Report Tools Help
P = Gl (E AnalyzeBarch -] @ | Layout B EE EE B Restore Default Layout
Method Table
Time Segment: ¢ | <All> ~| = | Compound: [#] | Chlorobenzen... ~|[®] | Reset Table View
Sample
Name | Demfile | Type [ Level | Acq. Method File | Acq. Date Time
[ | | | | |
Quantifier
Name s Scan Type 1STD Compound Name RT /| ISTDFlag | 1STDConc. | Time Reference Flag
Wethane, chloro- 1] Sean Target Methane, bromochloro- 0938
Wethane, bromo- 1] Sean Target Methane, bromochlorc- 1572
Ethene, chloro- 1] Sean Target Methane, bromochlorc- 2040] [ &
Ethyl Chioride 1] Sean Target Methane, bromochlore- 2712 [ &
Methylene Chloride Scan arget ethane. 595 [ 0
Acetone Scan arget ethane., 25| [ O
Carbon disulfide Scan arget ethane., 95| [ ]
| Ethene. 1.1-dichloro- Scan arget ethane., 30| [ =]
Methane. bromochioro- 1] Scan ISTD <None> 7834] (9] 500000 ]
| Ethane. 1.1-dichioro- Scan arget iethane. bromochloro- 68| || O
[ Ethene, 1.2-dichloro- (Z)- Scan arget iethane, bromochloro- 478
T Scan arget fethane, bromochloro- 10126
" [Ethane, 1.2-dichioro- Scan arget Benzene, 14-difluoro- 10.833]
Ethane, 1,1, 1-trichloro- Scan arget Benzene, 14-difluorc- 204 [ O
Carbon T Scan arget Senzene, 1.4-difluoro- 398 [ 0
Methane, b Scan arget Senzene, 1.4-difluoro- 0% [ O
Propane, 12-dichloro- Scan arget Senzene, 1.4-difluorc- 21 [ [l
1-Propene. 1.3-dichloro-, (E)- Scan arget Senzene, 1.4-difluoro- 627 [ &
Trichloroethylene Scan arget Senzene, 1.4-difluoro- 163 [ 0
Benzene Scan Target Benzene. 1.4-difluoro- 580 [ 0
Wethane, Scan Target Benzene, 1.4-difluoro- 263,
[ Ethane, 1.1.2-trichioro- Scan Target Benzene, 14-difluoro- 825,
Benzene, 14-difluoro- Scan 15TD <None> 128 [v] 50,0000 v
Wethane, iribromo- Scan Target Benzene, 1.4-difluoro- 503 [ O
Wethyl Iscbutyl Ketone 1] Sean Target @ & 18864 [ &
2-Hexznone Scan arget E 408 [ 0
= ean arget C 742 [0 |
| Ethane. 1.1.2.2-strachloro- Scan arget E 778 [ ]
Toluene-DB Scan arget E EEEE =]
Toluene 1] Scan Target C d5 21300 [ &
» [ a5 Scan ISTD <None> 2317 (7]
Benzene, chioro- Scan arget © 23.038
" [Ethylbenzene Scan arget E 24784
D Scan arget Cl 26.654]
Styrene Scan arget @ 27607 [ O
Xylene 1] Sean Target C a5 28453 [ ]
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1 MRERIFEBIERREMHE
£5% 3. ERERTPRENAVMELET

21 FEFE > BRES > ROSHRE. shEHU T, PO astEN Agile2.
KAV T MS-MS i S HAR a5 .t TEATRXS GC/MS #. Uk
FEEHEATRY, DI Sl A 7 2%

T ERNE - MeEMNRSERIIh, BdgFE. K ERROATE
. Agile2 Zos Rl FR 5388 .

Integration (5 |l
Integrator | General | Universal | Spectrum Summation | Peak Fiter |
Integrator:
[Agie2 -
Parameters...
[ ok ][ Reset |[ pDefat |[ Gancel |[ Mooty |

22 NFAGEE R AR PR FEM. AR 2E230ITF A GC/MS B4k
Genie ChemStation 4348

23 PRSI ERLIFR.
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24 Z’E v B DAVL ST AR AR .

Integration
| Irlteglator| General | Universal | Spectrum Summation | Peak Fitter
Detector
Data poirt sampling: 1 Start threshold: 0.2
Smocthing Stop threshold: | 0f
Detection filtering: Peak location:
Baseline Allocation
Baseline reset {# points) > 5
If leading ortrailing edge < 100 %
Baseline preference: | Drop else tangent skim -
[ ok |[ Reset |[ Defaut ][ Cancel |[ mppty

]

25 P RBIRE, R 8 DS RO B E R PR PR S

o FTEBRE AR AN T AE .
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1 ARENFTEBIEREHTTE
£55 4. RINRIEHALZE

1145 4. U 1k #h 28

1

WERIE SR LSO .

a WHFE > FERERS > RERE.

b EFRPHE D EMEEY, Rehiad, EFERERERAN. K
EEEBBFR MO - MRER, HhaE&n gl

C R HABDYANZ TR B 1% -

d EERFF, R4 LT, L2, L3. L4 fIL5.

e fERESIH, #in¥s 200, 150, 100, 50 fi120. 5% FE.
Sample
Mame Diata File Type Level Acg. Method File | Acg. Date-Time
- | clwv2004 clwv200.d
Quantifier
Mame T5 Scan Type Units
=__| Methane, chloro- 1| Scan Target ng/ml
. Calibration
: Level &2 Conc. Response Enable
L1 200.0000 = |
2 150.0000 [Ed
L3 100.0000 Ed
- L4 50.0000 Fd
e 20.0000 ]

2 ERERTARAD, REEFEFHRERMNE.

Copy Calibration Levels To [ | (=3l

Select Compounds:

Name
Methane, bromo-
Ethene, chloro-
Ethyl Chloride
Methylene Chloride
Acetone

Carbon disuffide

ISTD Fag

]

]

]

]

H E

3 ek, RRPLERE, BZRERESZE HiMLE.

1&FF GC/MSD B MassHunter E & S HTEAEIER
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NRERIERBIERR BRI
£55 4. RINRIEHALZE

4

BEE = WERIIRE S .

a EEEBETFED, PHFEBIIRE 0 RETHF . X =AISTD K
BITTERTFR . WL, XEZIRAINE] ISTD.

b S GO R IERA MBS A~ ISTD. ik, WIEE# ISTD, 4
JE AT R R PR R ARIE R A . K R G P, AILLAT—HE, K
FOobric o L1 2 L5, SRJE NPT G e L 50,

Quantifier
MName TS Scan Type Units
E | Methane, bromochlaro- | 1 | Scan | I15TD | ng/mil
Calibration
Level Conc. Response Enable
b | LI SG_DDDD V]
L2 50.0000 Ed
[} 50.0000 ¥
L4 50.0000 Fl
L5 50.0000 VI
c HEAMRE, KA R RS B Al A ISTD.
WERIEZE.

a WEHFE > FERERES > REMKIRE.
b EFEFTIIE —MEE.
¢ M CF sl ik SN R E F . %L 0lE H T FA 1 £ .

d A ditRE 1N 6E, AREFETET. BRrshy thdils
(CF) 242

* {£ CF [R5 7 N 2R,
© f£ CFRERFHI N5 NE
TRE XL B TR

6 LEFFFE>IRY.
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MRENFIBBIE R BN E
£55 4. RN IERRZE
7 TERIXAH BN TR S, JEFE ST A BT RN AR B
WHE ISTDWKIE, AR HME AT EH# T . BB EMRE
AL, FREEAN “HRabER BT MLE.
Apply Method (=]

? Would you like to apply this method to the batch?
L]

Yes [ No ] [ Cancel

Additional batch processing after applying the method

@ Analyze ) Quantitate ) Integrate ) None

H Bt R B e B9 o2 RS RE LEAE i o (A0 0 g i o2 LA 5 A 7
A R, BRI, AR B B AL S NI TR AR R

9 IERIEHIZ.
a WEFERIHEE AR, TERL CRUEMZ” B IR RNl 5 ANKREER
o) 1) ) A o
b it Bl HEAL IR T AR AR, AR5 B RSB E.
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33



1

MR EMFARMBIRIR B
EE% 4. //J\\j]ﬂ*XJ—.EHEQ%

10 iR AR IEZ KAr
FEMEIETF B, GHHRAUER > ZRAUKRIEMLZ.
%ﬁﬁ%%%@%?ﬁ&¢%%ﬁ%A%m%%MA@HoAéﬁﬁ 4l
LT, A BORIR. (GRS AT RN AWK, SO

CF Jr R i FH B s A
BAVCKLE thEk

| Me St View Arsboe Method Update Report Tool Melp
B R e L =<1 - s | ettt

Tich Toble -
Sarmgle: | Cabibeatusn 200ngul - B Seple Ty <AE- - Comprourst [l Methars, chiorm- - BT Meee b (G0 (] R e e D

Seveie Vistare s e Grunbin Mathare. brom | Qupide. | Grusbie
Resg. | M1 Caic Conc |Firsl Conc | Accuracy Maso M| AT | flesg | Fsc) 18| sl M1
L]

-
N,

;: .;..;. uc l L

:uaxa_a.uu LRI T T IR R E R R ] EEEEEEREEEEEEEEE EET N EXS
Mg Cencentration ingimi

Processed  Cabdrion X0ngid Mashare. chioro- § Samples (5 fal}

11 ERIIERNZ T EA2 P s J LR 87k bR, DLEBE TR EY.
L5 FHie IE SATEMZL . SERE 2GR s e HAh CF, LARRIFFTE 5
N EAVESE 2R L.

12 VTR & B F .

a 7ERRIERZE Dh A nd, RFIABFMERESIF. K il
B, BRWEATRONEFIRES . BEITERE LA £hik
SER) CF k. HSHU T 1aifsEr CF Ny, At S5 ihgkmlH .

b fEMLIIEER Y, HHEZERNSERERR, Rk ER T E N
0. RPHEERFTAIEBA BTG 54,
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MRERFIBEIEEEF X
1155 4. R IERhZ:

c X R2 FIHEP, (ERFAIEE—A CF MIME ST 1.0, I ZLZEUNTE
2 7e M ZF I BT 5 N e IXORINAL ikt 4L, RATEREL
] B PR 7 iR 75 A R

d TR EbR, RSB PR B E Nt . FRATRE B fa7 R i
JS2 BT AE,  BRUORE AR IR R R N AN R L

e JEFEAFMAT I NG RAINLL . FAT R0 i A0 7] SIS 1 iy B 24 2
LRBI IS

f MRS PRS2, MRE TR TEFT.

g fEHZINERPIE P A)s (BRSO =MEER) , ERIEMZEH
AR, R B .

1B gt Msbtutes Quantati Ay for GEME) - Voaberne 0125 - VeaDer, 125 batch i ==
P File Bkt View Anshe Method Update Report Tools Melp

P0G bl 4 G ansyee etk - @ i Layout B3 (B B B [ B2 Restore Detautt Layout
Calibraion Cuarvm.

] e 4 - ) Ty dvge of e - | Origin lgnone
Etyl Choridie - 5 Livels, 5 Lowels Used, 5 Prints, 5 Poirts Uised, 0G0

ARy = 0004147 "%

&5 2= 0maammer

2] oot Edﬁnmex.&mrw.\'Mﬂm

< =4I

- Weght Neme - ISTO Q€ &€

g

Feliaee Aemporses

-

[

09| 63|y =003 x
60} 3]y = 003313 +0 0000006000

h Bl IERZ T HA PR B T — MU A E Sk Kbx

i ERIHA SR AR, ERX AR IEA S YR 2 A R B
Nk
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1 MARENFRMBIEEEFHFE
1155 4. R IERhZ:

13 FEJ7 VR A P A h 2 iUl 5221
a IEFFE > wWIBLLEAN A RE R

b k#73% > FERERES > REMLKIRE.

c fP T EEBETERE, WaikFRm / MR,

d 7n CF XA LIEF CF e (CiksE) o 2RIt & B T4 el itk
JT AR RE B N R 7 P B O R T R SRR I EedE CF 40/ CF 73

T3

Sample
Name | Dafile | Type [ Levd  |Aca MethodFile 7| Aca. DateTime
- [ Calibration 200n.. | Cal_200.D [cal | L1 | VoaDemo [ 17252014 1:15.
Quantifier
Name TS| Scan Type ICF CF Origin | CF \wleight CF Formula

Methane, chloro- 1{ Scan Target Average of Response Factors Ignore Nene y=1712715"x
Methane, bromo- 1] Sean Target Average of Response Factors lgnore None v =1536230"x
Ethene, chloro- 1| Scan Target Average of Response Factors lgnore None y = 1961206 x
Ethyl Chloride 1 y=1.121169"x +0.129354
Mathylene Chloride 1| Scan | Target | Aversge of Response Factors Ignore Mone: y = 2065273 " x

| Acetone 1| Scan Target Average of Response Factors Ignare None y =0435916"x

| Carben disulfide 1| Scan Target Average of Response Factors Include MNone y = 5.946581 " x
Ethene, 1.1-dichlore- 1| Scan Target Average of Response Factors Ignore MNone y =3.769239"x
Methane, bromochlore- 1| Scan ISTD Average of Response Factors
Ethane, 1,1-dichlore- 1{ Scan Target Average of Response Factors Ignore Nene y =4.533245" %

e IEHFHE> BFEA. WK

o fERBI, FAMEH T Voa,
f kPR E S BHEUGEN “HUAF 7 LK.
g PRARACALFE B H MassHunter.
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1 AREMIEEBIRREN A
£55 5. B SR IME A

155 5. R L & Vds In 20054

MR ER IS G, SO E I SN Rk, ik
e, BB EEAMEEYITERINEI T IR I Th A8 28T B AT 55 L
K ERLTE B A AR . NEA B ER EAL S TSR 7.

1 k.

a &M > TR, S8 5% VOADemo.Batch.Bin 3014, tt#lbab
PRECHE B0 & B A BLIERE S T B &4 .

b 7EH#LAIEER T, P CAL_200 FEid, K5k
33k > HmEE LLVT R 7 i dmiE R .

2 R TTIEEE DL SE i R .

a EEFES>REES > EMBEFRE, RAREBMUEVERH. RATKEM
ONEF MR G, SR ETFaB L E a5k, PR E 5
PR

b 7EMIBRILL A2 |, WEEREHRSEMENE T8, CEFEEE
“PERMBRE” @O “(bEWERE” @ HOh &L E R0 RT 10.125 44
R A o X AR TRAT TR AE BEAT 55 b 4 FH i
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NRENITEBIRR EH 7774
£55 5. B SR IME A

c P IERRFRIILEENLEY, REEREmER.

[TMethod Table
: TimeSegment: 4 <All> ~| = | Compound: [@] Trichlorometh... ~+|[s] Reset Table View
| + Quantifier |
(=, Name | s ‘ Scan | Type ‘ MZ ‘ Uncertainty |
=W Trichloromethanc 1 Scan Taiget 829 Relative
] Qualifier
i Mz Rel.Resp. | Uncertainty | Area Sum
o] 249 647 00 O
i s 470 329 00 O
| Quantifier
Hame | 158 | Scan | Type | Mz | Uncertainty
o [ Ethane, 12-dichl | 1\ Scan | Target [ 62.1] Relative
I 7T custer
. Mz | Rel Resp | Uncertainty | Area Sum
I 641 325] 2000 T

Ssmple Information

@ﬂ $ @ @ % | Mac#of panes: 2 TR [ [
-TIC Scan [~ = ) Cal 2000

Z %103
14

2
(5]
1.2

14
084
084
044
024

1 2 3 4 5 & 7 8 959 10 N 12 13 4 15 16 17 18 19 20 21 2 3 A B % 21 8B

‘Compound Information

ale s Az 0 EE[AFELE &
+EIC (82.9) Scan Cal_200.0
2 w104 10.125 min,

3 BiEYRmEI k.

a EMBESE T, £ 9 708 11 28 2 M4 Ch R IHESD) .
b FIETH A, DLE R I T A 2k

c E AR E, RGEFRIRIER. BaEFEE, dE, R
FE, 82.9m/z WHIET&HAMULEY, EHET & 84.9 m/z
47.0m/z.

d f 82,9 m/z AR T AT = MER RS T olE. A
R TIFE IR EY. LEWIL RT BFHINE T EE88 K.
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1 AREMIEEBIRREN A
£55 5. B SR IME A

e HEMBMIEEBFRNOTABRMRPICK D £ N AP ERSENE
PERE T, i e ER P IR FFETIRE .

% | Max 2 of panes: 2

MR )

D

NI~

93 94 95 96 97 98 93 10 101 102 103 104 105 106 107 108
A
scans) Cal_200D
9
i _:g Copy Cirl+C
_ | AutoScale
A + X - Auto Scale
[, A ssl.s 4 | V- Auto Scale
4000 4500 5000 5500 6000 6500 7000 7500 BO.OD 8500 9000 950, Previous Zoom E
| &, | Next Zoom

8 = A]TE L & A

5 466 min

7 2 ) 3 g1 92

33

94

g5

4 SIRIZACE YIRS BRI E TR T
a HERERSAITEE, 5 eI DL R I TR 2
b frig il PRI RIEE
c WEFEPUE AR T 84.9m/z CEE=FMIE) AMET, K5 ETICE

P IE TR E MR T . ZE TREINEE R T &

i&FF GC/MSD fJ MassHunter £ & S HEhEIER
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Mew Compound

Mew GQualifier

Search Library

Search Library Settings...
Clear Spectrum Panes
Print... Ctrl+P
Print Preview...
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1 ARENFTEBIEREHT7E
£55 5. B SR IME A

5 WIS _AEEE T
a fEFHAHRI RS AR 2 T 47.0 m/z OB EME 7K.

b MEFERTMSMNRH o Rk 5 CasIn i€ 15 88 AR i B R 5 I
KRB . IEKA N 20% IR R R ANH € JE

Queantifier
Name Uncertainty
SR Y Trichloromethane 829 Relative
Qualifier
MZ Rel. Resp. Uncertainty | Area Sum
<] 249 648 200 [}
T 470 336 200 [
Quantifier
Name [ 15 ] Scan | Type | Mz | Uncertsinty
B+ | Ethane, 1.2-dichl..| 1| Scan | Target | 62.1] Relative
Qualifier
MZ Rel. Resp. Uncertainty | Area Sum
] 64.1 25 20.0 ]

Sample Information

E]“ 4 Q‘ﬁ\, %% Max # of panes: 2 '_I.If.l.l.fl‘)

+TIC Scan (= -> =) Cal_200.D

2 %104
] -
o gl

o4

91 92 93 94 95 96 97 98 9% 10 11 102 103 104

+ Scan (10.122-10.122 min, 1 scans) Cal_200.D
n 4104 9

3 18 849

1
869

&
0.5
n L [l |

3000 3500 4000 4500 5000 5500 6000 6500 7000 7500 8000 8500 5000 9500 1000

6 AL EYIIESHL

a EFERREEST, PHMES, EEFREBN MassHunter Sk 1%
BT B0, FEONIEL & YTEE ISTD.

b kHFEREMRES > RERE.

Coun
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1 ARENFTEBIEREHT7E
25 5. L SR maI 5%

c AR AR MBS, R IEHERIRERANE.

d IEH&M, ReRhiHE.

-8 [ESn

Trichloromethane

Copy Calibration Levels To
Select Compounds:

Name TS RT Mz ISTD Fag =
Toluene 1| 21.500 51.1
Benzene, chloro- 1) 23038 1121
Ethylbenzene 1| 24784 1.1
Styrene 1| 27607 1034
H¥ylene 1 E|

1

]

[Seeai | 1

FEIIHT AL PRI, S8 FAD DA 5 0 FR i 7 K] 5 0 LA B v S A7 R o

F R 2
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1 AREMIEEBIRREN A
£55 6. 175 R #]9 SIM 757%

55 6. R 3AF iR 5y SIM Jjik

FEAE TR DU AR AT S, mT AR 7 560 SIM U579, Tiid e U Tr ik
SR, BIEFPPIREIEIZAT, DACE BARAC &0 i i B B AE 188 1 B

1 YmiEirvk.

a ERTTE > 7T > NIIBXXHTH L, Rk Esinm ik, X8
FAI T3 H VoaDemo.M.

b EAFREES T, PHLEYRE.
c ERME MLAEWIERmSIT, W THHFIRTILEE SIM.
d Ay, EFETETE, LUk SIM ZHIBIERF G E9.

Method Setup Tasks Sample
Catmpond Sehip Name |  DawFie | Type | Level | Acg. Method File | Acg. Date 1
JI Retention Time Setup . ‘ | | | |
@ |STD Setup Quantifier i
: : Name TS| Scon | Type | MZ | RT /| lonPolarity| Criteria
2 Concentraton Setup " b [ Methane, chioro- 1 =] Target 50.1| 0938| Positive | Close RT
ualifier Setup \ane, brome- arget p ositive jose
Qualifier Set ~[Methane, b [SM [T 95.5| 1572 Positi Close T
L Ethene, chioro- T[S | Tarst 21| 2040 Positive | Closs AT
7 Calibration Curve Set
9 Caraiori G Seny [ Ethyi Chioride 1[SM | Target 641| 2772| Positive | Close RT
E rylene Chlari arget 3 ositive jose
& Globals Setup - [ Methylene Chloride IELE: 53.3] 4585 Posit Close AT
| Acetore T[S | Taret 431 5225 Postive | Closs AT
| save | Exit [ Carbon disulfide 1[SM | Taget 753| 5995 Posive | Close AT
Z ene, 1,1-dichloro- arget ositive ose
B Valicete - Ethens, 1,1-dichl i[sm [T 60| 7380 Postt Close AT
___| Methane, bromochlora- 1| SiM ISTD 127.9| 7.894| Positive Close RT
EL -thane. 1.1-dichloro- araet 3 'ositive lose
s Ethane, 1. 1-dich! TS | Taraet €311 2686 Fosiive | CloseRT |
o Sample Information
[ = P2 e 3 @ @ | % Max#of panes|2 BT =)
i
Manual Setup Tasks »104
Outlier Setup Tasks 45
Advznrad Tacke 4

2 EEFEE>FBER, RERILITERAA T SIM HdERE R F 7 ik
(A
3 G, DA Tk B A A E PR T LE

a QX IEZAFERRIZAT SIM Bl REMFTIR, &1 E BT ERRE
2] 1 IX LR

b%iﬂﬁ%ﬁ&&ﬁﬁ&M%%ﬁ&,&ﬁ%m@@%ﬁ@@%%%
AT

c K ZFEHIFREE NAE A B b A VI mm 5L 75058 1 5 E
4 FrERLIEHIZR.

a ft MassHunter g &40, FTIFHEAL IR I 43 A IR 250905

b A 2 & Bh Fh Ak e 2k

c HIESHRE G, ¥ EITERAEE SIM i RS

LR, 7R e & U A B S AP SIM B REEFE R
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NRENITEBIR R EHT77E

B SIM 53%

4 SIM J5vk

A SIM € BITIERB T RIEAME R, PUNE SIM 5l 21

MKEEH] SIM Hedfa

FEGEE RN SIM JTVERERE T, WAUEST SIM K IEREF I RAETH B IE
RFT TR, WSS 4 RMEIEMLZ” (58 31 ) PR, XER
A LUEZd FE BT . 7E MassHunter 58 R4E T, 76 B PURRAT MS 753545
S POIER SIM VARSI RIB. BT m/z FIAliERE I ir. ke
7535 > MRER SIM BUR#RE S, MassHunter AJ{f FH AR IEHE AL FRR A1
X R SR 70 E BT AL S S B Bk AT DU B AL B i BT RS OE
FERRBIE TR IER, TR PR IE fh £k i B i 22 287 e H SR IE 26
SERMATSS R, Zd R A S B BT SBH I 0 R T i
RS UL A S

— IR MMEEY)
VM A IS SIM 7 IREIAT “FE25 5. AT AW MELS
ET B 370 AT

M SIM 775

ARSI IR K SIM Tk . itk MEIE A S L SRR EETT
ERFPA . RRAEE RN QI — DR LIRSS, SRS LS
PIRIRIE R . SRR 755K > R0 > AREHI SIM BURR 7534 A s iR
WL E YN BIELA 1€ BTk L.

He
M 1%
BT R oy SIM 7 R CAERT I AT 5 “1£55 6. 45133 /5 3545
JSIM FFE” (58 42 T) 4.

MRG0 S BB T IR R 2R S B SARAE R 1o ZRSEpe i N — 9 DL 1A
AREEERSRNER.
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2 KEEE4

fE45 1. MR 455 45

B4 2. B ER DA 49

1% 3. Vi MBIy S5 56

£5% 4. WE “EMELR” @HhmikE 58
f£5% 5. ¥ 45 R 3 B Excel 64

P25 ) BT 55 U BH Gn T A B L AR B SO PR P OB i AL S s . B e L EE R
i Ja AR £ diE 5 H 21 Microsoft Excel s

FEARZE ] WK E ] VoaSampleData it Ab#E . I EE AL T Agilent GC/MS #4415
BAifigaert, Hrhisf & 5973/5975 il 5977 GC/MS AXZeFH 5 5 .

B BEE S Se FH B PC _E Y MassHunte\GCMS\T\ %i#E i3k .
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2 KREETELHR
E55 1. RSTHIALIRREER

£55 1. Db AL PR 45

AL Ui B AR 0 SRR i AL 54, SR HEAC B P 22k AR AL S 9015 JE 4
fio ARSI Ul B A TR A P A SR

1 ERSEENTIEF, SR L MS EE 5 EbR.

2 PR TARHHREREHE.
FEETUEIR b, RiREREHE.
3 AEPHAIER T RIS, AR5 TR R ERE .

4 T ER FRETFRANE
FEETURTE b, 3T HLALTE.

5 %3 H 5% MassHunter\GCMS\1\data\VoaSampleData, x{ii
VoaSampleData.batch.bin. Jit i) FME R0 R R . X 26E AR,
S RETIRE.

SR AT R AW BB, ARER. WREECEZA AR, 1
ZH “EF 2. BEREREOME” (F4950).
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2 KREETELHR
E55 1. RSTHIALIRREER

6 EUSMIEE LAY, EFTH / XABFBRMNER / REREEE
SEae

7 ERIEBIZ T EAT, IEFTIF / KEBEhEEE KR,

Fie Gt View Aralyme Method Updae Feport Tock Help
3 G R anepeen < ¢ Loy (5 (B B () () ) Resiore et Loyt
Bach Table - X
Sample: ] Voa Sarrple | - 8] SamphType AN - Compound: B Methane chioes - B 5T menene b | (Tl | R e e R
@ (v w
O ¥ Vs Tempia 1
- =
AGBRAAAGS o o o
- o
P
i is ~
4] o
i ‘ ~
1 -
~
| I 3 /"/
| : -
o 2 -
! | o«
: ! A : /
" -
N
5
7 63 04 08 06 07 08 @3 1 11 1z 13 18 1° 5 16 17 11 L E N EEEEEEEEEEEEE R IERED
auisizon Time i Cancersrabion (ngmi)
processed  Voa Sarele ] Meshane, chioro- 4 Sampies (4 !

8 EFILE > M5 R LR s M AT R IR R P IR I s . ik
(I ity R AR B 22 B PR S0 = A TR

FEMBEILENR F, GHEERE > HRER.
9 HHIATIF / KA B NFR M EARA— R RIER & 1 Pk F il br.
10 (LRI bRHE TR eh ) R—AMERET ] B s he 5 0 i
11 E i RN Rt ER. #REEH I MELEYMERE T,
a JEFHAIER T AR Voa 3.

b EHBESEOIER P LRSS, RRkENEY. Xk Rt At
BRE “amER” &0 ke fL SR Gk B e S g .
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KEEEER
E55 1. RSTHIALIRREER

c (EHIH AL IR T BA A M B T — MU S EIbR e ik R MR IE AL
aYrb s, FNAE:

© fAEER TSRS
C RERERT @R E MR SR AL E
© UEMER” w O EYRE

d G E—NBRP—F, HHEEMER AT HEST—MLEE
R IE G T3] .

12 FEAL PR SR T R IR SIS R

a Pl TAFPHAMLERTERSMEY / SR EEE =, U
BoRPTA BARE IR E A R, ] DU ELE > #tBRAE > %
MEEY / tEmILE .
FEREEDR E, G HtERSE > S MEY / FmiLE.

b EENEME RGP MLEMI RT HIIZES

onc | Accurcy

e
Fle Gt View Aralze Mehed Update Repon Teoh Help
) b b [ Ansbeebatch + @ [ Layeut B [ HI [ ) ] Restore Defisht Lyt
Banch Table: -
Sammy a Sample. £]  GampieT i [He]| Trichicroethytene = [ BT benoene 14 |Gh1E (008 G R [l o b
Sareie Merre t Mesare borer Ress Ethene. ehiors: Rl Edyl Chlorde Ress. | Meshybene Chloride Rleaults
Type m A
Saergia
Sameis

] Samcle T e ) 3

¢ ZLRMAIEIREE AL &R g E B4R, HRE TAMTHERE
Meaw /R 2.
FERELLTIR E, SHtABRAE > BUaY / HmilE.

d WRFE, PALEW IR, RaiLEFETFE.
LT “ZMEEY /BB AT “ M SRl B
i, BERAFRK A5 mRELT MY/ FERILE” B
IR PIRING, EADRUAS BIRAE AL EY / B
K7
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2 KREETELHR
£ 1. R IB R

13 $5hf i SR I P8 Bos AEREACTR R (R i
a PR PER FHAIE. KRR
b ¥k < 288 > HikME, Rk FtEqm. =EAMN CC MR,

Sample Type
[T <A

Sample

Blank

[ cal

[Flac

CC

[ DoubleBlank
[T MatrixSpike

[ MatrixSpikeDup
[ MatrixBlank

[ TuneCheck

[ ResponseCheck
[ <Unassigned:

[ ok || cancel |

c HTEBRE K MANZXT T HE I A SRS i L DE RS .

AL BE R IAEN R FE S 2 A0 CC RE MR RAY . HEAL I rb 0,455 1) oA A
i ALK B o
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2 KREETELHER

52 EREEAORRE

55 2. R B AT =

AAT S5Vt B el (5 B A A R B RR B HE A o O, BE e 1. UG
ISTD BEHEME] “AbEWEE” BF0, HEMEZEEFT DM EE XSGR, B
oG HE b 3 R 5 B Excel.

1

A P TR o 04 B A A A IR R . LA MME R T RIS IE Bk 7 1.
i IR ELE T L (0T B M LR R . LAY EH DK ERS
B,

BB RAROFRTER, FOv AR IR LR M TR . KA R S O R A
. FAEM, WR5E R B R -

a Ml T AR HAR - RamEsE.

b s T AR - RAMEFEE.

¢ Ml T AR 7R B - RIAEE T .

A FE T AR o 0 e P PRA A B 1 Bk

1 FIAR LA 0 ) e R B AR 45/ 7 11 A AL

a il THE R AR R E.

b i THAMTHRALLEIEE R AL

C il TR B AR IE 4 P A [

d BERFEFIBAAR, WHRE TR FREREHR.

WA R B SIS B R .

a 7EHtALIBER T, 1% Voa & 3.

b AHAEBRAFE T A FRAIE LR R b

¢ EWAMEETANS, BHER/ BREMETEE 1L |

d e/ eRmeEes AL
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2 WEEELER
52 EREEAORRE

e %iﬁf‘w ,..\S'ﬁ“zISTD@FI‘T B A R F R

hlﬁd—ﬂ-mu-hmh*m
P < ( anshmenan - @ Layost (G0 B H] [ [B) ] Restooe Srtaus Layeut
_

| Sarple: 4] Voa Sampie 3 < 8| Samphe Type Blank, CC Sampie «| | Compound: ]| Trhicrestylene <[] ISTD Benaene 14 @m = e Eree
| . Sample Trichiae Trichiorcathylers Fasdts. Gualbs Chalbe  Basers 18- Cralis | Cualife
o v Hame ] [ Tree  Level mhn—l‘m Esp Core AT Muc&c«fmmmmumu RT Mmaa-en
1o T Torpie i — r 1 1

ﬁu#!\@ M # of panes: 2 - Ml P

Yc* 1 ) VoaSerpielall
09 ! iy
I :

n:

0%
05
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] 03

E £
i
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i .

0%
os.

]
g
o4 by
03
Iy i !
: ol
I

L !
:E ) 2
1 7 1 £ 1 I EEENEEEEEEE EEE N
Aeganson Tuve (mn)
Compennd inkormation = % [Ealbration Carve =
e s pog EeAEale i Snsahfio J[Aet @6 G teged R - Ogal - Wk N - B O
[+ EIC (1319) Sean VoaSergleDatsl2 | 1313 1335 M5 &n(“ﬂbl!ﬂ -w\)lm] Trachicrontylens - 5 Levels § Levels Used 5 Pessts & Poirts Used 0 0Cs
0¥ IR 4§ #03 Raso 1182 %) 0¥ § ousdrs
[ nmaen, (1
o i os 2 gy % e §‘ 1
o 3 ol didk " ll "
s T uWs W s & 13 E CIERCEE i 1
cqusiton Tera (mie) dcginiton X iy (&
T (1741 Soan Voaempienat)
ix;os T TR J [
d 3 [
1 [
v
L ] 5 ¥ ® W 1M 1%0 10 150 %0 170 10 1! Ei
Acgudon Teme (me) Concergabon ingmi]

Frocesssd  \VoaSampled  Trichioroshylens 4 Samples (4 e}

4 QRAFBARIE - Z I B E AT R o
a KMIRIEmMZE H.
b HHHlE > BOWE > REHRR-
EMEET R, &HER / RERR > REHE.
c ARSI 4OV HEAL BB R AL EMER, A5 B lifRE.
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5 AMFEIERIAL)E.

a Pl TAMPHREREHE.

FEETULTIR b, RiRkEREHE.
b HlHlE > EOWmE > HRHRE.

B Load Layout

FEREEDR E, &R/ RERR > BRBE.

( \)‘ | <« Report Templates + Quant » en-US » Letter » Outliers b AccurateMassMetrics
Organize *  New folder
/r Favorites

P Deskiop

~ [#3 | [ Search AccurateMasshetrics
Name
|8 Downloads L
] Recent Places

2|
= 0 @
Date modified Type
Batch Table plus Compound Infarmation.quantlayout xml
& SkyDrive

1/29/20146:32PM XML Document
=9 Libraries

&l Documents

& Music

|5 Pictures
B videos

Size

14 k8|

File name: Batch Table plus Compound Information.quantlayout.xml

+ [ Layout Files (*.quantlayoutoml ~
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c EFHMABRMUEMER, RERHITH. BEREE “RIEMZL”
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Feport
?Jau o (B ansiyetanch - § ¢ Layows G IE B ) ) (5] Restone Oetaut Layout

ach Table -
| Saple: 4] Voa Sampie 3 - 8| Samphe Type Blank, CC. Sampie «| | Compound: ]| Trhicrestylene <[ 15T Benaene 14 @m @E‘ iparp?;
| Sample Trichiae Trichiorcathylers Fasdts. Gualbs Chalbe  Basers 18- Cralis | Cualife
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a Pl EEHNTAEPHRERERR.
FEETULTR b, RiREREHE.
b EWITRIERIL T 15 10 1R, WO bR afs, B i i i ok
bR 5512 1A R 5k, SRR IEHERN
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d {3 EMERE D FREE, Bz w3 F 5w a0 FOChR e
LA b, A A I B B DR R A R B RTRE, R
BRFRZAL . A EE R B IR E B T wW LA,

Gabyais ffar GOMS) - VoaSampleData - VesSampieData batch bin e

Update Report Took Help
oo & Layeor B [H ED O (A) 5 Sestors Oetautt Lot

-
- 8] SampleType Blank CE. Sample - Compe| iy ] Trichlorsetitione - 8 ITD: Bensene 1.4 | (Ll [H gt\_prp

Sampin Trchiom Tnehloreetiyiees Bpsutts Gualbe  Gusider | Berzens 1.4~ | Gualibe | Guaithe.
aFile Tiee L!N‘ kﬂD*"m Ew«Cm AT W;W&N MCﬂwaMM RT Hﬂlmlﬂﬂ-ﬂulll

Frocessed  Voa Samgie 3 Trichkeoethylene 4 Samples (4 toaal)
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e EANRRIEMIZ T N ATAR RS, ROZE DHERI R A M. R E R
AL b, AR AN (o 0F BLE DR BRI N BRI, B
bR . “RRIEMZ” B DB E B B ' AN R T .

ey {For GCMS) - VeaSampleDats - VoaSampleData bateh bin fsl@r=]
Update Repert Tools Help

b= g Layout B [ B EE) () B2 Mestore Default Layout

- + % [Compound iefarmation - x
Tpe bt +| Conpouna T -8l b0 (W Eielwee fies B9 omimalel fia sas e

Sample Trichiom. TM-\-I- BIC (1319 Scan VoaSargle. 1315 1135 39  Scan (14 6815 757 me, 31
- —_— g — 2 o i g . Sl Fpnt
shie | Type Lol fcq OseTems  Exp o RT | Rasp H..E*ngl-"ni F gﬁ-ﬂ?&?y’fr[; .m‘
a0 |Semple | |1zeapiasesam | 1 S s e [ERE! L by
eDatall? 0| Samgi s 3 L
L 3 11 16
1% [ a
18 : 12
i Z o 3
1.3 H 28
12 ’ 26
1t o7 2]
1 22
= 06 7
o084 o5 16 s
o7 164
oe 133
gg 14 =
03
i ‘: 521
o3 ¥
02 08
ot oy 06
'n. (1Y — os
41 o
i —r— i

n i =]

EIC {1141} Scan VosSamgle. o 7,575 10,777 min, 2.
0] Z w0 *

A4 18157 min I 08 2z 4

42

: ; 3

28 3 2

16 [

14 H 26

zg = 0% 22

28 08 22

25 - 2

24 b

i3 o6 1E:

=7 16

u'; 2 14

144 o4 12

134 (=2

- o3 1

08 o8 1

06 fe

04 ot 081 aay

02 o4 -

04 o ™1

42 2

L 1 .1 L

- o 75 18 1% 175 18 185 Fil 8 1
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me Report Tooks Help
- i Layou: B O B (A) () festore Defouit Layout

Compound Information - %
ype B ~| Compounat (1|1 -/ s (Mm  Fiw vt Liwle s PdJ@nle] pEssas el
Saergle Trachiom. Techiontinlers ollcmms;ni\n?s-m 1,138 w8 osa-ummlsmmat

File | Type [levell Gcq DmwTims |Exp Conc| AT | Fesp | Mi|Cac. Conc j"m’ 107 ] Rasio - 319 (942 ) §“°'
J Ratie s 1179 (962 %)
DD | |izszpiasas b 1 #25g a5
Dimtall2 O 1282014 548 AWM 15,2080 1817] l?.-'a 084 =:
Datsd4 0 | Sample 1280 550 M 15214] 322a[7]  Saa7n 1 064 2 s
o 044 15 B
Pye £ 03 1| B
4 4 054
0 L o
WS 15 185 T ORI OR Il 1
Acauisition Tiee: (min) Acquisition Time [min) Mass-we-Charge (miz)
+ BC (114.7) Seam VoaSample. [1747 821 821 + Sepn (1767518777 man, 12
2103 T8I min. F 2107 | Rasio« 263 (107.1%) [ £ x10% 141
& it Fate = 32 T (1040 %) R
» ! 259
084
2
o 2 o6 1ol
154 04 )
4 3 o B
o8 = 029 e 41
H o ; 1
75 18 185 75 1 s EEEE
Aequisition Tieme (min) Acquisiscn Tims (min) Mass-so-Charge (mz)
Curve - X

iale 2 L@@ Tpea - oginll - wegsn_ -] 5D o E

TWMM;&W5MM 5 Peints. 5 Poirts Used, 0 GCs.
= 039503554

m M%?afm. Origin:lgnaes. Weight Nore -

¥ "3‘

@ 4 e 60 o 10 w0 w0 20
Cercentration (rgiml)

Processed Vo Sample 3 Trichkrostiylene 4 Samples (4 lotal) !
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2 KREEEHER

25 3. a5 %

N

155 3. Ui 24

AEFUHWFIN “aWER” W OviRe 2.

1
2

P > FTFF LA IR I F VoaSampleData.batch.bin.
WEHTARLZIN “hEWER” G0,

a PHRERERE.

b EPHEALIBR  IUFE S Voa #EM 3.

c EMAIBRTER=ZRTHEILEY.

d AUEVERE NP atadr, EREMY, ReERME Db

e EUEYER (2) Wi~ L, RiERE, R5REHE.

f ROUTE N SRS & D MRIE-Z & 1 2 A A0 5 b, Rl a2
A, BRI RS R AR EMERE L, W N ERR.

‘Compound Information %

2 102 15.171 min,

Cou

2564
244
224

24
18-
16
144
124

14
0.8
06
0.4
02

0

024

143 144 145 145 147 143 143 15 151 152 153 154 155 156 157 158 158 15 161
Acquisition Time (min)
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155 3. e 7S

3 Ui BRI E IR S H R E .
a EHEMERGOMARAT, REEFRISH.
b HEEMEL-R LR REMA RS H.
c EMPUr R QIR ILTVEN NPT A S BB I A R R HE B 2
LR GRS E
Integration

| Irlteglator| General | Universal | Spectrum Summation | Peak Fitter

Detector

Data poirt sampling: 1
Smocthing

Detection filtering:

Start threshold: 0.2
Stop threshold: 0

Peak location:

Baseline Allocation
Baseline reset {# points) > 5

If leading ortrailing edge < 100 %

Baseline preference: | Drop else tangent skim -

Reset Default Cancel ][ Apply ]
d A EERE LASK I XTHEHE .
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2 WEEELER
EFAEE “WEYER" BOPRIRE

£5 4 BE “HaMER” WHHHRE

AAEF U TR B SRR D DS B 45 5R . BBAE Al (4 55 h it
B E .

1 HERTLEMERE N, AR,
TR, BSRREENRESH. 2SR ER “WEMELE” &0 rhIgm
L
Properties
| Compound infomation | Compound Irfomation (2)

General: R ion time:

Background color: [ JAutomatic - Reference RT: Mo display E]
Foreground calor: Il utomatic R Recognition window: No display E]

Gridlines color: Ne display Pezk purity:

4

Time segment boundary: Mo display

4

[] Show peak: purity

Baselines

[ Baseline calculation points
[ Nomalize quartifisr

[T] Original baselines after manual integration

Peak fil: [175% Transparent -

Fill colars...
Peak labels...

[ Defat [ ok [ Camcel ][ sppy |

2 EBRFEHRSERNRIEELZ, K5 R LHRE.

3 AEUEMERE LAY, EHAR / SRFHRD KR DR LA BIILE
PRI AR A A 5 RS o K BB IR X S & b b5 T A A AR
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2 WEEELER
B4 EE “UEMER” BOHHNRE

4 RIS SR R ES) AL TR A X2 BT E H IR IR SRR

AT
Fa/ ERFHNRD
———— -‘ﬁ
fale t Rxid g --@ﬁm AR W - N N R iy
%E)lﬁézaz?n}ﬁlmmnmmmxu1n -\ﬂ W rrmm o
*=
264
2.4
224
2
1.8
164
1.4
124
14
0.8
0.6
0.4
0.2
0
021 i l
0.1
143 144 145 146 147 143 143 15 151 152 153 154 155 156 157 158 158 16 181
RHFIE (58D

AAERRFEIIR D KR, W LAE B0 w3 AT 00 2 SRR -

6 i FIEEbR. ATCVEBPELGE N AR AN R B, Ron i Aoh
MBS 7 0. BRI, 2060 M A U s S ORI /e A B

7 RARERFEIRA S NSNS [ GRFHIRS KRR, DIKE R,
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8 NEIE A INAREE

a 5 BRI 1J7 OB RIERE R, R EPR . ERRER 2K A BRI
LA R, WM PTR.

‘Compound Information E
e t RZ F Y EEATLE AL A BB s8h b pisl
+EIC (131.5) Scan VoaSampleData03.0
2 102 15,171 min.
2
3 264
244
224 -
5 i) Compound: Trich
1 Area: 33100
1.84 Height: 2778
RT: 15,171
164 Int. Start: 14.900
Int. End: 15.520
144 Int. Metric Flag:
1.24
14
0.8
06
0.4
0.24
0
-0.24
143 144 145 14g 147 148 145 15 151 152 153 154 155 156 157 158 159 16 161
Acquisition Time (min)

b fHfgik&EMERE I, RnkEEM.

c ftﬂl"iﬁﬁl:ﬂitiﬂﬁﬁm’lhmo IE A € AR R R R AR 7 .
d CEFEIEREHE P AR AR ZE AL I, AR5 L R -

Peak Labels (=%

RT

Name

[¥] Cale. Conc.
[¥] Final Conc.
[¥] Height

[7] Area

Delta RT
SIN

Display Label Names (gx. RT=2 452)

Display Units for Conc., RT and Delta RT

oK | [ Ccancel
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2 KREETELHR
B4 EE “UEMER” BOHHNRE

e TEUEIAFE X IR AR . AL L i HAR UK B s 7E (i B A B .
f IEFFBEENIRE, RJFEPRLE O bRLE.

Title (23]
() Default title

@ Custom title

[¥] lon polarity

[#] Scantype

[¥] Calision energy
[¥] Transition

[¥] File name

[#] Compound name
[¥] Sample name

[ ok ][ Cancel |

g PlHE, AERHRA. WECNAIK. BESUGERIFRE AT i
FRZE

‘Compound Information x|
ple t Rz Hg MSAFLS LILA S0 shsN &4
+ EIC (131.9) Scan VoaSampleDatal3.0 Trichloroethylene Voa Sample 3
2 x103 RT=15.171 min.
3 1 MName=Trichloroethylens
o 364 Calc. Conc.=55.3884 ng/ml
3.44 Final Conc.=55.3884 ng/ml
) Height=2778
3.2+ Area=33100
34 Delta RT=0.002 min
28 SIN=Infinity

143 144 145 146 147 148 143 15 151 152 153 154 155 156 157 158 158 15 141
Acguisition Time (min)

h BdERE, KERERSE A, R RTHRE.
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B4 EE “UEMER” BOHHNRE

9 WHEEME TIENER.
a P ER/REEMET, LA H A S v 7.

Compound Information =
faje s Rxidg WAL Lif s S shspislh
+EIC (131.9) Scan VoaSampleDatal3.D 1319 1238 943
2 %102 15.171 min. 3 x102 | Ratio =32.0 (34.2 %)
g ] Ratio = 117.9 (962 %)
261 ERRE
2.44 e
= 14
224 <
= 4
5] £ 09
£ o8
1.8 &7
164 074
1.4 0.6
1.24 054
i 0.4
0.8
0.3
0.6
0.4 021
024 0.14
0 0
-0.24 -0.14
144 145 143 15 152 154 156 158 15 144 145 143 15 152 154 156 158 15
Acquisition Time (min) Acquisition Time (min)

b gl “HEMER” W, NGk,

c PiLAMER Q) ik, £EMEFT, ERA—KEMESTFE
EHE

d R NAIFEREWAEIERE 7. 35 ORE kR A A T
1839 m/z. ZREHYE MR T S HAERL T 949 m/z. BT ffdnfarist
B, HRhEBTHE, i, sOeMERanbyaE
MR T

e FPiFEUHKHIMEM S FEH @ XEHE.

f ARTES N HFR P IES R,
AUER], SEOERE TASORAER, BoREinfE i wi
1 96.2%. [FIFE, BEEE MR 7 RoR R JE T R TUTILE A 94.2%. iX
F2 P Z AT LE 2210 7 43 EU AR 4w R AN G FR AR A5 T B
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EFAEE “WEYER" BOPRIRE

ERER, BFTUE R B E VB T i BT RS e P T

Compound Information x|
2o st i@ g Al e LiL A 22 sh s pis A
+EIC (131.9) Scan VoaSampleData03.D 13191339 949
2 %102 15.171 min. 2 %103 Ratio=320(94.2 %) __ ____ _______________
2 2 4qRatio=1178(%2 %)
S 264 O 384
2.4 361
344
22 172
24 3
228
1.84 26
1.6 244
22
144 24
1.2 1.84
154
i 141
0.8 1.21
0.6 1
: 0.2
0.4 0.5
0.4
0.2- 02
0 0
-024 A
144 146 143 15 152 154 156 158 16 " 144 145 148 15 152 154 156 158 16
Acquisition Time (min) Acquisition Time (min)

g HlHERZUEMERE P IS E.
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1155 5. ¥ 45 R 5 H 2 Excel

1 EEGS “HUAERR” WO, ERTE CRERT W OISR
2 R > S > Sk

ERER AR RS, AREESHR.

WP SCAE N H bR H 3, %% Excel ST (*xlsx) 14 “ HAER” KA,
4 i\ VoaSampleDataBatch 1f 55 i 44

HififR%E. T Excel CfF.

<= *- = WeuSaenpleDuta s - Excel T M- 0 x
MOME  INSERT  PAGELAYOUT  FORMULAS  DATA  REVIEW  vEW ADDANS  ACROBAT sahe Tae =« [0

a1 - £ | sample

A LB [ D E F 6 H 1 JE L ™M N o P @ R S T U v wx [
S Trostmiers 1| Trchicroathiern Resuts e (133.5) e (34 5) R 1 bsoro 05 T (32 1) e 53.1)

Vo gl 1| Ve Saempie Dt O

Hame Dt Fie Twpe [uvel| Aca DmeTme |Ew.Cone.| AT [ Resp. [Mi] Cate. Cone. | Bl Cone. [ Accurmcy | Rato [ ] Rt [mi] BT [ Aowp. [ R[] maio [t
== Ej = S E I e

[Sarrpie /282018 5 48 AW = ==| 18187

[Von Sapie 7 |VoaSampielmials 0 [Sampie T304 5 43 AM TEF0E|  1517| o] 3 I0S050| 3 FaaR| REE EEELEHEEEEEE
] TaF014 5 43 AW TE 31| 13039 7e| 55 401957 G5 4013 315|aa| 11738|a| 18167) 72979| 34 3|m=| 337

[Von Sapie 4 |VoaSampielmiald O [Sampe T4 5 50 AM T TTE| 3274k | | 54 AT0AE7| S ATOT4E| G EREL L EENE

1
2
4
5 [Vom Soepin 3 | VenSampialntala 0
L]
7
B

Sheetl
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£55

HEMR

5 1. RERSIHEE

T@ﬁ%ﬁ%ﬁ%*

FEULEMIRR ST & 1, S mT DA AL 61 40 PR B b e A AR B P 1K) T A B SE
M EYEikE. WTRMERE MR 7. ISTD. BEFbs. iAW awsib &9
UL PG A BORE AR B s A 0. T DL B FahfR e &
Yo B AERR MUY AR AT B B RHE S R

1 RS > STFFHEAIE 1 H VoaSampleData.batch.bin.
2 JﬁTXMIEI > ﬂCA#@ﬂiﬂCo AT, & OfmEE EIRICERRE .

G ds at & Glance - ¥ 0
i File Edit View Layout Help
P LG G e - | Panes: 4 x4 AR N R A RS A
‘e Saerphe 1 [Methane. chiore-] ‘o Samphe 1 [Methane. brome-] Vo Samgle 1 [Ethene, chioro-] Vi Sample T [Etbyl Chis
107 |50.1 126034080276 21 101]%68 210162 1400.0942 202117 x101]641
E{B2} 120276 62 1623 939 164841 st
us usdazn
5 s 14 ord
4 (13 12 .1
05 1 0s
= 04 08 04
2 03 0 03
0z 04 024
u o1 0z 14
o o
D¢ 05 02 1 12 12 16 18 TOB 1 12 14 16 18 3 22 24 12 14 16 18 3 22 34 26 28 FIEFEED]
\oa [Methane, chiora ] on Sample 2 [Methane broma| ‘e Samgile 7 [Fthene, chiors.] Vem Sample 2 [Edkyl Chls
.m 50101707 0841 21 101]%68 2101 [E21 x10 1784 142 00000 3.0
5214R 028129844 58 641 e5 1512588221
us 16 21035287151
5. 07 14 12
o7 . 15
2 o 12 14
11 1 12
15 4 0s 0;
03 0g
! 02 04 (L
05 ) 04
o1 [ 0z
0 e o :
04 065 08 1 12 14 16 18 1 2 3 4 5 & 7 B 49 12 14 15 16 2 22 24 26 2B 3 i 22 2a
Vi Saemple: 3 [Meethane, chiora | o Sample 3 [Methare, broma] e Sample: 3 [Ethene, chinro ] o Sampie 3 [Fibyl Chs
107|501 {pS 024130842 45 1014958 #1011 |E2.147 008432 06T 20 2101964 135 0.0000 20
1 1edee 641352067 15745 14l
4 ’ 18 o P
35 14 16 12
12 14
3 1
25 1 12
2 08 n; :;
15 06 0E
1 04 04 04
05 02 02 02
04 06 0B 1 12 14 15 18 0f 1 12 14 15 18 2 22 24 12 14 16 18 2 22 24 26 28 3 : 22
Vi Saemple: & [Meethane, chiora] o Smple 4 [Methane, broma ] Vo Sample 4 [Fthene, chiora ] o Sample & [Fibyl Chl
#101750.1720 15640 0,403 31 A1 8 A 1|E2TEED 114 1 BT 24 101841 4D D.0000 3.4
454521 190,364 45 2069 os ™ 2756414412519 785 164861
4 D 430
2 14
15 07 ;
a -:: 2
25 05 128
2 04 1 08
15 0.3, 07 0g.
1 02 08 04
05: ] 025 0z
o o o
04 06 08 1 12 14 1% 18 08 1 12 14 16 18 @ 32 24 12 14 16 18 3 22 24 26 28 3 HEFE
« m
4 Samgles (4
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5 1. RELASYBEE D

3 MERBHBEE B R e B R L ST,

ISampla|CMpou1ds|Drga’izeDlﬁer| |

Samples:

Name Data e Tpe Level Sample Grop g ke

ple 1 e
Voa Sample 2 VoaSampleDatal... | Sample
Voa Sample 3 VoaSampleDatal... | Sample
Voa Sample 4 VoaSampleDatal... | Sample

[ceek | [CHes ] [MHOKHCHNWI

4 HAIFEEERAE, DE e @om BRI w04
IR
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3 AR
5 1. RELASYBEE D

5 ERBEEFE LT wET, EFEMCEIIEEE & O IR KR
e IRR . EATRBI, FATR AT AR, BIEAZI T 5

BRI BRAE A o

Samples | [Compounds | Orgarize | Outier |
Compounds:

Name Type Transition RT

4 nr

- Cmpd. Group User Defined

[ adds |[ mdms | [ <Remove | [ <<RemoveAl |
Compounds shown in this order:
Name Type Transition RT Cmpd. Group User Defined *
Methane, bromo- | Target 95.9 1.572
Ethene, chlono- Target 621 2.040
Ethyl Chloride Target 64.1 2772
Methylene Chloride | Target 839 4595
Acetone Target 431 5225
Carbon disuffide Target 755 5.955
Dibmcn 44 it | T cin 7200 2
< I r

[ <Back |[ MNew> |

Comy J[ ok J[ caes ]

i TR —E W B SRR .

FEREERS 6 1Ty B, e SR & 1 BRI 54,
WIE R ER . ARG, BATREEFTAEY), RIEAZEN T &

I MERAL S 4 -
8 Ml T—H Al BRBELRIET .
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5 1. KBNS ED

9 EHFIAAXEY, EFLEY. Pl AT ENESIREE O E R
(HUNE S
BUE, PR — AR, IF BT ER R s A2 AT D0/ dh rh 4R 21 1 i
SE LAY

10 AEFRAXE S, EFUEYENLEY. iR EXEIREE
o BT B L

Setup Graphics @

Samples | Compounds | | Organize Outlier

Organize Rows by: Review Mode

@ Compounds ) Mone

) Samples ) Sample by Sample

Overlay @ Compound by Compound
(©) None -target only Pane Dimension

() None -target and qualfiers
@ Qualfiers

S
Rl Baselines

() Compound Groups [F] Fill Peaks

Sample Groups [ Nomalze

o RIS [T Uncertainty Band

) Samples
Peak annotations

[ <Back ][ Mem> | [ Aoy [ ok ][ cancel |

WA ST & 1 T BA B AR SN B IR . AL AR IR
o, TEETERE T CHRRER ST, I, S BRI e A A
a4, IFH, BT R AT A S Bon P e S R A P AL S S

11 AERRRNXIF 5 s, # RS E R, BRI AR
4X1. HRMA.
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5 1. RELASYBEE D

& AR SR S MU A TR 4 D IR e S AR

() None -target only
() None -target and qualfiers

Setup Graphics @
Samples | Compounds || Organize | Outlier
Organize Rows by: Review Mode
@ Compounds ) None
) Samples ) Sample by Sample
Overlay @ Compound by Compound

Pane Dimension

0 El-:;'ﬂm Display Options
: [C] Wrap Rows
.:. Matric Spike Baselines
() Compound Groups [ Fil Peaks
() Sample Groups [] Nomalize

(©) Compounds
- P [C] Uncertainty Band

Peak annotations

) Samples

[ <Back ][ Mem> | [ Aoy [ ok ][ cancel |

12 R RIERIX IR L. il N A LSBT & 1 A 2T

B

13 £
E’iniaﬁlo

Peak Annotations

Area

Final Conc.
RT

Height
Ratio

Calc. Conc.
[] Detta RT

WL

TR X I P R . LT A T SR ST T 1 R BT

=]

Display annotation names (ex. RT=2.452)
[ Display units for Conc., RT and Delta RT

[ ok ][ conce |
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HEMR
5 1. KBNS ED

14 Bl TN—S B RBEEERTE.
15 (ks R EAR G
© IEZER - (REGR A A AT R BB B8]
© EMBET - RKRBEMSFIENEMSFILE
KIE - RIESEH

Setup Graphics
Samples | Compounds | Organize ‘ Outlier |
=[] Peak Resutt -

-["| Peak Mot Found
[ Peak Resolution Front
[ Peak Resolution Rear
[¥| Retention Time
Relative Retertion Time
[ Integration Metric
[ Symmetry
[T Full Width Half Maximum
+[F7] Purity
[ Signal To Noise Ratio
[ Limit Of Detection
[ Limit Of Guantitation
--[E]] Method Detection Limit
=[] Qualfier
--[¥] Qualifier Peak Not Found
...[7] Qualifier Peak Resolution Front
[l Qualifier Peak Resolution Rear
[ Qualifier Signal To Noise Ratio
...[¥] Qualifier Ratio
[ Qualifier Integration Metric:
-] Qualifier Peak Symmetry
.. Qualifier Peak Full Width Half Maximum
st
-] Sample
-] Blank
=) DCahhmtmn
: D-w'elage Response Factor RSD o

m

Filtar'
@ Show all panes
(©) Show panes without outliers
(©) Show panes with outliers

< Eack ext > [ aopy |[ ok ][ cancel |

16 e RN EEF G, IHERLEYIRE & D e BRI E % .
ARZERENEMEE, WS “E51. REBEEE" (B80T .
17 AR E b, MEETRIIR, EFUEN=RkE.
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1{/\%1@% 10
5 1. KBNS ED

18 1 AR 2= AL ST & b B o e on B B, AR 704l
RITEHHEH 2

FATE B AL T 545 B AR EAERL IEVE I 22 4k, @ PR 7 HE AR L AU VRIN
TuHZ b,

C at a Glance - 3.batch.bin

i File Edit View Lay
BN rE B W= e 48 Trichloroethyle... ~ = [Panes: 4x1 R T A N N R~ A
Voa Sample 1 [Trichl Sample 2 [Tr Vo Sample 3 [Trichloroethylene]
«107]131.9 Avea= Final Conc.= RT= Height= Calc. Conc.= | x102131.9 Area=1919 Final Conc.=3.2123 RT=15208 He.. x10% |131.9 Area=33100 Final Conc.=55.3234 R
0.3]122.9 Area= RT= Height= Ratio= 24.|133.9 Area=514 RT=15.163 Height=31 Ratio=26.8 1333 Arec 105 RT=15.171 Height=365 R
949 Area= RT= Height= Ratio= 27|49 Ares=2410 RT=15 208 feiht-242 Ratio-125 6 32;’
02 ] .
- 2 275
07 18 25
06 16 2254
14 29
05 b
] 175
04 1 154
125
02 08 1]
024 084 075
044 i
014 o5
0.2 025
" n -

1425 1450 1475 1500 1525 1550 1575 16.00

Qutliers
?ﬂchlnmathy\ene: Calculated concentration = 3.2123 is outside the calibrated range [20.0000, 200.0000] i
Trichloroethylene: Qualifier ratio = 26.8 is outside the allowed range [27.1, 40.7] for MZ = 133.9

19 EAEESE X #K T/E77
a EAEEERK P AEAS, RR PSR X .

b EA ARSI X AR T2, 15 8 i I 4tish RT ], 2R
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C ata Glance - batch.bin

¢ File Edit View Layout Help

IO (3 3 Zalgf| 4 Trichlorocthyle... = ® | Panes: 4x1 BN WA W W e
Vo Sample 1 [Trichlorosthylene] Vs Sample 2 [Trichlorosthylene] Vo Ssmple 2 [Trichlorosthylene]
10 7]131.9 Area= Final Cone = RT= Height= Cale. Conc.= | x102121.8 Area=1318 Final Cone.=3.2123 RT=16208 H.. 1021319 Ares=23100 Final Cone.=55.3884 R1
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BB Agilent MassHunter Quantitative Analysis (for GEMS) - VoaSampleData - VoaSampleData3.batch.bin
: File Edit View Analyze Method Update Report Teols Help
P & | 5| GE AnahyzeBatch ~| @ ¢ Lsyout BE B B2 B [A Restore Default Layout

Baich Table
Sample: 4| VoaSample 1 - 8] | Sample Type: <All> ~ | Compound: [@] Trichloroethylene - T
Sample [ Trichloro.. | Trichloroethylene Results | Qualifier
@ Data File Acg. Date-Time Exp. Conc.| RT |Resp.| MI|Calc. Conc. | Final Conc. Accuracy| Ratio

Vioa Sample 1 VoaSampleDatal1.D  Sample 1/28/2014 5:48 AM ]
¥ | Voa Sample2 | VoaSampleDatal2.D | Sample 1/28/2014 5:49 AM ]
| | ¥ [Voa Sample 3 | VoaSampleData03D | Sample | |128204 543 M | [ 151 331

¥ | Voa Sample 4 | VoaSampleData04D | Sample | | 172812014 5:50 AM | | 151 322 || 544716] 54.4716] | 3139]
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Comp at a Glance - Data3.batch.bin

i File Edit View Layout Help

P[0 (& S B3 2| @ Trichloroethyle... | = | Panes:| 4x1 R T R 3 A N R
'Voa Sample 1 [Trichloroethylene] oa Sample 2 [Trichloroethylene] Voa Sample 2 [Trichloroethylene]
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[ Agilent MassHunter Quantitative Analysis (for GCMS) - VoaSampleData - VoaSampleData3.batch.bin
File Edit View Analyze Method Update Repert Tocls Help

0 & ld | 5 G AnalyzeBatch | @ | Layout: B EE Restore Default Layout
Batch Table
Sample: ']  Voa Sample 1 v 8] Sample Type: <All> ~ || Compound: [&] Trichloroethylene - [ 1
Sample | Trichioro.. T Results | Qualifier
Data File Acg. Date-Time RT | Resp.| MI|Calc. Conc. | Final Conc | Accuracy| Ratio

oa Sample 1 VoaSampleDatal1.D Sample By 5
| [ ¥ [VoaSample 2 | VoaSampleDatal2.D | Sample 1/28/2014 5:43 AM
¥ | Voa Sample 3 Data03.0_| Sample [1/282014 5:49 AM

¥ | Voa Sample 4 | VoaSampleDatal4.D | Sample \ 1/28/2014 5:50 AM

[ 151 331 \D
| 151 322 |C]]  544716] s4.4716]
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- || Compound: Methane, bromo- - ISTD: Methane, br 1@ = f&'f’[E]c? L= :
Methane., . Methane, bromo- Results Qualifier.. | Methane, bro.| Qualifier_. | Qualifier_.

Exp. Conc.| RT |Resp. M|‘CE|C Conc. |F|naICunc |Ancuracy Ratio ‘ M| RT ‘ Resp. | Ratio | MI| Ratio | MI
[ | | [C] 7.914] 10863[ 131.2|[]] 3423|[0]

¥ Qutlier(s) 920
Methane, bromo-: Peak not found 1] 7.821] 12712] 124.1([0] 3503[[
[T [C1] 7.925] 12810 1] 3425]

X+ Voa #mm 2 i€ MG, H2NERE, /£ HRERXE S
—AMI RGBT, R N ERE TR RS AN
PRS2 L THS -
A SRR S LD E A S B TR A S RHEL T 2 TR AL TR
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BR
Sample: ﬂ Voa Sample 2 - £| Sample Type: | <All= ~|| Compound:
Sample Methane, . I
@ % Mame + Data File Type Level Acg. Date-Time Exp.Conc.| RT |Resp.|!
W | ¥ | Voa Sample 1 | VoaSampleData01.0 | Sample 1/28/2014 5:48 AM [
»| O oa Sample 2 | VoaSampleData02.D | Sample 1/28/2014 5:45 AM [
J | V¥ Outlier(s) [
[* ] | § Methane, bromochlore-: Qualifier ratio = 138.7 is outside the allowed range [88.7, 133.1] for MZ =125.9 [

Methane hromao-- Peak nat foond
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?FHE’ Edit View Analy-rze Method U‘pdat-a Raport- Tools H.a\p

i) & | Ea | GE AnalyzeBatch - @ | Layout BE B ER B [A] Restore Default Layout

Batch Table
i Sample: ] |voa Sample 1 b4 £| Sample Type: <All> ~ || Compound: [@] Methane, chloro-
Sample Methane, . | Methane, chlore- Results
(O Name Data File Type |level  Aoq DateTime |Exp Cone| RT |Resp Accurac
p| & | ¥ |VosSamplel | VoaSampleData01.D | Sample 1/28/2014 5:48 AM 142
& | ¥ | VoaSample2 | YoaSampleData02.D | Sample 1/28/2014 5:45 AM 0.941 72
& | ¥ | VoaSample 3 | YoaSampleData03.D | Sample 1/28/2014 5:45 AM 0542 158
& | ¥ | VoaSample4 | YoaSampleDatal4.D | Sample 1/28/2014 5:50 AM 100
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i File Edit View Layout Help

Compounds at a Glance - VoaSampleData - VoaSampleData.batch.bin

fl T

i3S G - = | Panes: 4x4 AU T A N N R R AN
VVoa Sample 1 [Methane, chioro] Vioa Sample 1 [Methane, brome-] Voa Sample 1 [Ethene, chiore-]
<101 [50.1 142 0.3815 0276 33 ¥1017859 16214000838 20213
{52 2330276 62 1821 1939 14881
02
51 074 254
44 084 2]
05+
3 4] 15+
2 03 1
1 02 05
0.1 1
0 0 o
04 06 08 1 12 14 16 18 08 1 12 14 16 18 3 22 24 12 14 16 18 2 22 24 26 28
¥ Outliers
Methane, chloro-: Calculated concentration = 0.3815 is outside the calibrated range [20.0000, 200.0000] V"E,Sas'g"fz [Ethens. chloro-]
Methane, chloro-: Retention time = 0.276 is outside the allowed range [0.891, 0.985] =0t
Methane, chloro-: Qualifier ratio = 164.1 is outside the allowed range (27,0, 40.5] for MZ = 52.1 16l
775 777 144
]é' 064 124
15 054 1]
125 0.4 08
o] 0.2 06
o] 024 044
Ly /\/\ o 02
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Voa Sample 3 [Methane, chloro-] Voa Sample 3 [Methane, bromo-] Voa Sample 3 [Ethene, chloro-]
o5 11158 {13627 0.842 9 «1014359 162142 0.0842 2067 4
NES FPEEEE] 35./841 3520673833
7 14 2
& 124 |
54 M 24
2 02
3 064 15+
2 044 1
1 f(k 024 054
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Voa Sample 4 [Methane, chioro-] Vioa Sample 4 [Methane, brome ] Voa Sample 4 [Ethene, chlore-]
1017501 100 0.2278 0.403 31 ¥1017859 621|68.01154 18775
45-52.11910.364 46 1910 1939 457641/413721886
4 02 4
354 074 354
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Sample: ﬂ Voa Sample 2 - £| Sample Type: <All> - || Compound: [#&
Sample Methane, .
| %] weme ‘[  DamFile | Type |[Level] Acq.DateTime | Exp.Conc.
@ | ¥ | VoaSample 1 | VoaSampleDatal1.0 | Sample 1/28/2014 5:48 AM
» a Samp aSampleDatal2.D Samp

/) Quantitation Message(s)

&| 2-Hexancne: No prirnan.r peak found by guantitation engine

Benzene, chlore-: Mo primary peak found by guantitation engine

Benzene: Qualifier M/Z = 50.1: Integrater did not find any peaks

Carbon Tetrachloride: No primary peak found by quantitation engine

Ethane, 1,1,1-trichloro-: No primary peak found by quantitation engine

Ethane, 1,1,2 2-tetrachloro-: No primary pesk found by guantitation engine
Ethane, 1.1 trichloro-: Qualifier M/Z = 82.9: Integrator did not find any peaks
Ethane, 1,1,2-trichlore-: Qualifier M/Z = 84.9: Integrator did not find any peaks
Ethane, 1,1-dichlore-: Qualifier MiZ = 65.1: Qualifier peak not found or does not match guantitation criteria
Ethene, 1,1-dichlore-: Qualifier M/Z = 95.9: Integrater did not find any peaks
Ethene, 1,1-dichlore-: Qualifier MiZ = 97.9: Integrater did not find any peaks
Ethene, 1,2-dichlore-, (Z)-: Qualifier M/Z = 95.9: Integrator did not find any peaks
Ethene, 1,2-dichlore-, (Z)-: Qualifier MiZ = 57.9: Integrator did not find any peaks
Ethene, chlore-: Mo primary peak found by guantitation engine

Ethylbenzene: Mo primary pesk found by guantitation engine

Methane, bromo-: Mo primary peak found by guantitation engine

Methane, bromodichloro-: No primary peak found by quantitation engine
Methane, dibromochloro-: Mo primary peak found by guantitation engine
Methane, tribromo-: Mo primary peak found by guantitation engine

Methyl Isobutyl Ketone: No primary peak found by guantitation engine

Propane, 1,2-dichlore-: No primary peak found by guantitation engine

Styrene: No primary peak found by guantitation engine

Tetrachlorcethylene: Neo primary peak found by quantitation engine
Trichloromethane: Qualifier M/Z = 84.9: Integrator did not find any peaks

Xylene: No primary peak found by guantitation engine
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] Agilent MassHunter Quantitative Analysis (for GCMS) - Method - <C\MassHunter\GCMS\1\ data\ Data\Q Data.batch.bil
i File Edit View Analyze Method Update Report Tools Help

0 B | Ba | (= AnalyzeBatch -| @ | Layout BE EF EH B Restore Default Layout

Method Tasks ~ X | Method Table
New [ Open Method : Time Segment: 4 | <All> ~ = | Compound: [&] ~|[=] | Reset Tabl
Method Setup Tasks Sample
Compound Setup Name Data File Type Level Acq. Method File 7| 2
ﬂ{ Retention Time Setup Bl A ‘/oa Sample 4 VoaSampleData.. Sample | VoaDemo 1
Globals
¥ ISTD Setup Apply Mulbipher to Matrix Spike =]
2% Concentration Setup Apply Multiplier to Surrogate
F Qualifier Setup Apply Multiplier to Target -
. Bracketing Type Mone H
%+ Calibration C Set - =
37 Calibration Curve Setup CC Maximum Elapsed Time In Hours 0.000
[& Globals Setup | Correlation Window 2000
- Dynamic Background Subtraction [}
| I | Ignore Peaks Mot Found 2
B Validate Mon Reference Window 200000|
[ 3
Al Save
& Sample Information
Save As... . 5 =
ae ¢ @ @ [B Maxsoipanes|2 i I i 2
B Exit +TIC Scan (* -> **) VoaSampleDatald.D
| Manual Setup Tasks | 2 x‘H};J
5 3 =

c EHFE > BE. XK ERNRAFES .
d EHESIFRGRE. SR HESUE R EET T

e VIR, B0 T EEHBHER. KILHES Voa #& 2 NEEHZY
SR &I o 72 B SR B RS I ) 77 725 2 i O BT LA

i Sample: ﬁ Voa Sample 2 hd £| Sample Type: <All> ~| Compound: [4a] Methane, bromo-
Sample Methane, ... Methane, bromo- Results
(M 7 % | Neme |  DamFile | Type |level Acg DateTime | Ewp. Conc.|RT|Resp. M Calc. Conc.|Final Conc.|Acc
¥ | Voa 5&mple1 VuaSampleDatam D Sample 1/28/2014 5:48 AM (=]
3
¥ Vna Sample.'! VnaSampleDataﬂS D Sample 1/28/2014 5:43 AM
| | ¥ | Vo Sample 4 | VoaSampleData04.D | Sample [1/282014 550 AM | | ]

f K7k R4 N VoaSampleData2.batch.bin.
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Agilent MassHunter Quantitative Analysis (for GCMS) - VoaSampleData - VoaSampleData2. batch.bin

! File Edit View Analyze Methed Update Report Tools Help

P & | 53| G= AnalyzeBatch +| @ ( Layout BF ED BB Restore Default Layout

Batch Table

¢ Sample: ] Voa Sample2 ~| '8 | SampleType:| <All> ~| Compound: Ethene, 1,2-dichloro-, (Z)-

Sample Ethene, 1_ Ethene, 1,2-dichloro-, (Z)- Results
@ [ ¥  Name Data File Type |level| Aca.DateTime |Exp.Conc.| RT | Resp. MI|Cale. Conc.|Final Conc.|Accurac

oz Sample 1 | VoaSampleDatz01.0 | Sample 1/28/2014 5:48 AM [

4 ¥ Moz Sample 3 | VoaSampleData02.0 | Sample 142872014 5:45 AM 401 ) 0.0227
oz Sample 3 | VoaSampleDatz02.0 | Sample 1/28/2014 5:49 AM I
Voa Sample 4 | VoaSampleData04.D | Sample 1/28/2014 5:50 AM | [ [ [

¢ Bk > BV kg AR

d EREESE T, RLERHERERES > RERE. BETK
T, R EE L SR AR IR R ik e 1 R %/\%

LAEE] T S P IR A AT PSS L AT PRSI e 1SS e T 1Y e T Y
: File Edit View Analyze Method Update Report Tools Help
i & | By (E AnslyzeBatch -| @ i Layout: FF ER B EH Restore Default Layout
Method Tasks w X | Method Table
New [ Open Method +1li Time Segment: 4= | <All> - = | Compound: [#] Ethene, 1,2-dic.. ~ Reset Tab
Method Setup Tasks B
Compound Setup Name 5 Scan Type RT Window
. . = Carbon disulfide 1| Scan Target 10.000| Perce
AL Retention Time Setup - | Ethene, 1,1-gichl 7| Seen Tarcet 10.000] Perce
EZ ISTD Setup - | Methane, brome.. 1] Scan ISTD 10.000| Perce
? Concentration Setup = Ethane, 1,1-dichl... 1| Scan Target 10.000| Perce
: ) S A Ethene, 1.2-dichl.. 1 12.000 Perct
E Qualifier Setup - [T 1] Scan Target 10,000 Perce
% Calibration Curve Setup 5 Ethane. 1.2-dichl... 1| Scan Target 10.000| Perce
= Ethane, 1.11-tri. 1| Scan Target 10.000| Perce
[& Globals Setup ~__| Carbon Tetrachl.. 1] Sean Target 10.000| Perce
= ~__ | Methane, bromo... 1| Scan Target 10.000| Perce
‘ Save | Exit ~__ | Propane. 1.2-dic. 1| Scan Target 10.000| Perce
&P Validate = 1-Propens, 13-4 1| Sean Target 10.000] Perce
= Trichloroethylene 1| Scan Target 10.000| Perce
8 save - - - Lo o
‘Sample Information
Save As
fa]e @ @ (B Mocofpanes 2 =il alE 2
E3 Bt +TIC Scan [ ->*) VoaSampleData02.D
‘ Manual Setup Tasks ‘ 2 x102
s
‘ Outlier Setup Tasks ‘ 3 08
[ Retention Time | 07

e HRTEHOMEKEN12.
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f EF75%E>IRY.

g EHFSTOIFRTR. KEEAMESUS T EIZ T 0T, SITEE R T AR
BN R (R P2 Y B KR IRl B AL R SR
HZLE A RT STk RN B BHEIEN K 1 XX HZ I RT
V00 FEIEAT ) B AU B9 e 46

% Agilent MassHunter Quantitative Analysis (for GCMS) - VoaSampleData - VoaSampleData2.batch.bin

¢ File Edit View Analyze Method Update Report Tools Help

i) &= || B3 (= AnalyzeBatch | @ | Layout B B E A Restare Default Layout

Batch Table

i Sample: ﬂ Voa Sample 2 - £| Sample Type!| <All> | Compound: Ethene, 1,2-dichlero-, (Z)-

Sample Ethene, 1. Ethene, 1.2-dichloro-, (Z)- Results
@ w Name Data File Type Level Acg. Date-Time Exp. Conc.| RT |Resp. M\‘Ca\c. Conc.lFmaIConc Accuracy

Voa Sample 1 | VoaSampleDatal1.D | Sample 1/28/2014 5:48 AM [

3 ¥ .| Voa Sample 2 | VoaSampleData(2 D | Sample 1/28/2014 5:43 AM 5974 40 0.0227)
Voa Sample 3 | VoaSampleDatal3.0 | Sample 1/28/2014 5:4% AM =]
Voa Sample 4 | VoaSampleDatald.D | Sample 1/28/2014 5:50 AM =l |

3 RVFEMLANERR P B i B R .

a pibiEEeE U o0 REEE .
b ISR, TR ERE T S A
Clutliers @

=-[C]Peak Result -
-] Peak Not Found F
[ Peak Resolution Front E
[ Peak Resolution Rear
--[¥] Retention Time B

-.[] Relative Retention Time

[ Integration Metric

Symmetry

[T Full Width Half Maximum

[ Purity

--[F] Signal To Moise Ratio

[ Limit Of Detection

[ Limit ©Of Quartitation >

a S . | »
Select Al

Show Outlier Columns

[ ok ][ cancel |

c EHEREEETI LUK I FREF A AL B R T H AR e a R
X2k
d i HE A A FRE F R R E I RN .

e WIS, WHGLMERETESE ¥ DETR.
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4 Tk E R A
a ILEFFE > WEVIH BT A R
b HEFEESE LT, RhBEHEREES > EXNRET.

B Agilent MassHunter Quantitative Analysis (for GCMS) - Method - <C:\MassHunteAGCMS\ \datal Dats\Q Dats2.batch.
0 & || Ba | L= AnalyzeBatch ~| @ | Layout: 5 & B Restore Default Layout
i File Edit View Analyze Method Update Report Tools Help
Method Tasks ~ X |Method Table
New / Open Method =1l TimeSegment: 4 [<Al> ~| = | Compound: [ Methare, chlor... = Reset Tab
Method Setup Tasks Sample
Save | Exit Name | DataFile | Type [ level [ Acy MethodFile¥| .
@ Validate ~__| Voa Sample 1 VoaSampleData.. | Sample ‘ ‘ VoaDemo |T.
~ Quantifier
B Save Name TS| Scan Type | Symmetry Limit Low ¥ | Symmetry Limit Hig
Save As P | Methane, chloro- 1| Scan Target 0.80
Methane, bromo- 1| Scan Target 0.80 1.
B3 Exit Ethene, chloro- 1| Scan Target 0.80 1
Manual Setup Tasks Ethyl Chleride 1| Scan Target 0.80 1
Methylene Chloride 1| Scan Target 0.80 4
‘Outlier Setup Tasks -~ | Acetone 1| Scan Target 0.80 1.
. Carben disulfide 1| Scan Target 0.80 4
L Retertion Time [ Ethene, 1. 1-dichlora- [ Scan | Target 0.80 1
Relative Retention Time Methane. bromochloro- 1| Scan ISTD 0.80 1
T G 71 it s Tt non B
Peak Resclution

c FKXIFREF TPR{E X E Y 0.80.
d R3S FREF EPREBIE Y 1.20.
e ILEHFFE > BH . XK ERRRAFGENS .

f EBSIIFR LR, BB RTESIT A, IR IFREF &
REE IR INBZ T %

o] <All> | compound: [&] Methane. chioro- -|[®] I1STD: Methane, br iT:] Sl e g
Methane, chloro- Results ‘ Qualifier... Methane, bromochloro- (ISTD) Results
RT | Resp.| MI|Calc. Conc. | Final Conc. | Accuracy MI| RT | Resp. Accuracy Calc. Conc. RRT
142 03815 7.914| 10863 1.000
0541 72| 01707 [T} 7.920| 12311 1.000
0542 158| 0.3627 7921 12712 1.000
100 02278 [T} 7.925| 12810 1.000

Methane, chlore-: Peak symmetry = 2.67 is outside the allowed range [0.80, 1.20]

B AR D 7 B EDRE A AR it o (1 — SR S S et 1
“CORFRIET B DAL B TR FR R
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FRRESIRE

5% 1 PRk E T 97
155 2. Bk 96

W5 ) K 5 B s 2 S Rl BAT R BT S
8 — A B AR AR A B T
ES% 4

TEAZE ] oK FH VoaSamples it AbFE

TTT R AR 732 T 1 5 18 4E MassHunter 8RS . S s AN

T AR S8 TR A R T 2 A AN G A 1) — AN B A R AR AR T R . TETT R R
F I EER, R LA Excel B PDF 15tk . PDF 4R Y A2 i & s B B Excel
BEAR TR 20 f5 . BbAh, SEISMEAR HAG T 2 iR m Ty R R M R R I T
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5 1. ALRBRERE

£55 1. I RIRE TTiA

FERLZRT T, Rk PDF BT Ak i 77

1 ERINEESTET, WHHRE L MS EESHEN. ] Do b
Windows FFif > Fi 525 > Agilent > MassHunter Workstation > MS E= 43
R Vs R JEAR T

WA BoRERE AR, R TAMPHREREHRE. EEIUENR
E, BREREHE.

g GCMS) -

i File Edit View Analyze Method Updame Report Tools Help

P b G G AnsyzeBanch + & i Layeur [ TE B FE (R P Mestoce Default Layout

Baich Tatle

i Sample: #] Vo Sample 3 =| 8] Sample Type <all> = Compound [ Techloecethylene - s
Sy Trichiers Treklencetiglere Frsdia )

Exp. Conc.| AT | Resp. M Cale Conc. Final Come. Accuracy| i Metic RAT | Rasio Int. Metric Ry

I [

2 TR LT
EETLTE b, BT
W5 614 VoaSamples fitAbF i H 3% .

4 FESTIFMALIRERIT, B T F A ATHLALIR DA s .
ERTATE b, i ALEE.
R B AL AT T e R, B B 5.

5 Bl > RIEHOCIRORAZ LA AbEE . s Tl o 5 A 25 34 I A i
FEaEE . IR MR )G, DR &M .
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F5 1. FRREFE
6 A% PDF #4777,
a RS > £k
EETUET K F, AdERRE.

Generate Report
Batch file:
Batch folder: C:\MassHunter\GCMS5'1\data"\Voa SampleData'\VoaSample
Batch file: oaSample Data batch bin Browse
Report folder:

ata*\VoaSampleData'\VoaSample Data\Guant Reports'\Voa SampleDats Browse...

Report method:

C:\MassHurter'Report TemplatesQuart'POF-ReportingVoa Sample DataReports m

[ Choose. .. ][ New._.. ][ Edit... ]

Samples/Compounds:

(@ Generate reports now

() Queue report task

[ ok ][ cancel

b 1252 MR it B R SO SR H 3k
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5 REERE
255 1. FERETE

c EREFETET, Pl UOIEHIIR S ik,

fig
File  Edit
DoH| =9~ |a
Templates | Resuls | Graphics settings |
Template Report mode Destination file Publish format Language Page §
_.;;; PR | single Sample  + | EnvioGQuart_Re English (Unit. | Letter

4 mn 13

[ AddTemplate.. | [ Remove Template | Edit Post Processes. .

d R ARG T HE (R AN AR AR T

e %% MassHunter/Report Templates/Quant/PDF-Reporting F 3%, %
PN, ARG AT . FEP RO I 2R & 5 S SRR N 1 HE )
BIR B .

f EELEd A e LLRING M.
10T DATE R & 304 32 7 B o o FH T AR A7 bl a5 1 H ks H 3%
AR “HRAE T iEgw e TRk G B AR A& B — ANk Tk
i, DMEFF K Excel 8% PDF 45, BUXPFPH .
AL, AR R A AR R BT B s — AN R k.
HE A, AT DR EE v, sk B AL INA ik, AN A GET

= WrRr
EURFEIAT IS D5, R R IRE AT BUR RS, AR5 S AN
A ARG BT

7 AR A LR SR S AL AL B PDF 4R
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ETREERE

5 1. ALRBRERE

R T3 TR YRAE X U W] LA G B A P A A T g 2 P AR ) SR
FFRE e -

fEnT it POF #R 5 A 93, 30, HSCEscIk . Excel X
SEMLIECIRAS, PRIk, BRIETUR 2K RS .

£ Excel i, XF UTHEIANE € KRS, PDF i@ it 17— ik,
T Lls BN &ZIER. 72 POF i, A Mk, Hit,
fEMoRpIF, BT BREKOER.

a EREFEMBAIMET, FEHE DB EIIREERSI, WL
IR IEF BN,

b 7EE /MR b, MIRERA K N5 R P HF AL .

c EIEEIIFH, MWTHFIRPIEFES.

d EREANFEA, W RHRAIRAEH I D
RGBT 45 R0 75 e

a EEREIR L, MLEREE MusRH ik GCMS.

[ Report Method Edit - VoaSampleDataReports.m =nE=R =

File  Edit
DEH f2@®E|9~ |

‘ Templates ‘ Resutts ‘Gmphics seﬂingsl

Instrument type:
GCMS -
Generate report results (report.results xml):

@ Auto
Generate results file only when Excel report templates are selected

@ Yes
Always generate results file

) No
Mever generate results file

b HERMELERT, UHKBE.

HERZHIEN FMEH B, X FOUES T Excel s pIfEoL, XK R
Excel SRS A . ER LA K Excel SCHERS, PDF R &5 5

R
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9 AT R EE B BT
a EEIFRERIR F, b B S LUK B R A 23R o

EE Report Method Edit - VoaSampleDataReports.m

f=lie ==
File  Edit
DEH =9~ |a
Templates | Resufts | Graphics settings ‘
General: Peak chromatograms
Generate graphics files { emf files) [ Graphics settings I
V| Delet hics files aft it rati
I Qrapnics Ties sfler rEport genersion Quantifier/Qualifier overlay chromatograms
Fixed range graphics:
[ Graphics settings... ]
[ Fixed range graphics settings... ]
Spectra:
Sample chromatograms:
[ (Graphics ssttings... ]
[ Graphics settings ]
Calibration curves
[ Graphics settings. .. ]
[ sawetba ] [ Ext

b T A (1 TR B E 7 B

TR R R

HEigmiEEE / EMHBEFEMEIEE. Rk, H£ReIiEE. RIEMRZEAN
EESEEEREE, BRI E R ik e i s b BRI E Rt
WMo WREAT XX EE, RS IRME S B RBIE a3 E

10 HdHRE S amEE N b iReE = .
11 K4k 7%y 44 VoaSamples.m.
12 AEHR IR MRS AR X A, FFIR 7 54 RS HHEAE .
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158 2. A i s

1

BAEERIEE (7 i i IR & TR T BUT

2 fim /AWM TEUT, FANEERES DT T &R X

Acq.
Name Data File Type Level Diate-Time
Voa Sample 1 VoaSampleDatal... | Sample 1/28/2014 5:48 ..

Voa Sample 2 VoaSampleDatal] Sample 1/28/20145:49 ..

oa Sample 3 oaSampleDatal... Sample

T T

4 LIS L3

| Selectal | [ Select by Grouwp... | [ ok ][ Conce

3 EHEAEERSG PR, AR RERE.
4 HPHFRANEY, GHEGREERG PAEY, R)5RTTE.

Name RT Transition Cmpd. Group
Ethene, 1.2dichl... 9475|610
Trichloromethane 10,126 | 829
Ethane, 1,2dichl... 10.833 |62.1
Ethare, 1,1, 14ric... 12.024 |56.5
Carbon Tetrachlo. .. 12398 1169
Methane, bromod. .. 13.099 | 829
Propane. 1.2-dic... 14321 631
1-Propene, 1,34di... 14627 | 751
B ichioroethyiene 15169 1319
Benzene . .
[ Selectal | [ SelctbyGroup . | (oK ][ Cance
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5 EFIZBEVERIRE, A5 PdiiE ANk

Progress

Generating report(s). Please wait...

fEnl DUk B RO BT A A AL A EE R T A 1L &, Bk B AL FE R R )
FrEREm Bk &9, DIERS R ER.

PDF R &5 ¥ s A p, Rk, SZBNAE IR 2 37 ISR B o (1) fe A 1 T
A B B Excel UM AR A, AT LLEFBAIIIIR S ES U EEEE
2B R 3

A BIRE > FTFRE ST e sk 17 1) AE B B 4 e o ] DA 6 2
] Excel 8% PDF {258 BT Bl o

isk (C:) » MassHunter » GCMS » 1 » data » VoaSampleData » VoaSampleData » QuantReports » VoaSampleData -
Share with « Bumn Mew folder

=
*  Name Date modified Type Size

‘E‘ ‘ﬁ EnviroQuant_Results_withGraphics 002 V... 1/28/2014 11:28 AM  Adobe Acrobat Document 619 KB |
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155 2. £k E

6 XU SCAFRAFTF AR Rt . B, AEIEAE Windows SRR BEAS L %

SCAERATIFBEAR T

LS I-. Windew el -
(G BERORS 80U RREE comee = |t
@ NG| = ® e B Tocts | sgn | comment |
Quantitation Results Report i ol
Data File. © VeaSampleData03.D
Operator ¢ HP Chemist
Acq. Method : VoaDemo
Acq. Date-Time i 1/28/2014 5:49:02 AM
Sample Name: + Voa Sample 3
ial £:.3
Samgple Info t
DA Mathad File t VoaDerna,M
Tune File :
Tune Date
Batch Name : batch bin
Last Calib Update t1/26/2014 1:54:39 PM
Compound AT Qlon Resp.  Conc, Units Dev{Min).
Inkernal Standards
Systern Monitesing Compounds
Target Compounds Qalue
Trichloroethylene: 15.210 1319 33099 554019 ngiml %
sinuwmvfw (m) = Manual Integration; (+) = Ares Summed; (*) = Surragate Percent Recovery Out of Range; (d):

Toss | Sgn | Comm

Quantitation Results Report

L Agilent Technslegies

Conc. RT DeviMin)  Resp. Qlon
554019 1521 0.04 33099 4.9
1339

‘Compound
Trichloroethylene

+ EIC (131.9) Scon VoaSamplaDated3.0 Smoath 131.9, 1330, 4.9

Earo® Fx10? | patio = 319
=, {842 %)
g 15210 min. Rati = 117,98 (95.2 %)
1 1
1.4
by L
L
0.
0F é 0.4
[y
het 0z
o — v T -
148 " m5 45 1

|§
Acqsition Tima (min)

i&FF GC/MSD £ MassHunter E 2 28 KI5R

QRatio Lower Upper
179 98.1 147.1
e 71 40.7

+ Scan {14,628 15,752 min, 31 scans) VoaSamgiol

f?

40 60 B0 100 120 M0
Mass-to-Charge (mé)|
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