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BIRL BM] K> - (#90Uy
HLET,

[AYYFITA4E2] DO [AYVYEFD
BRE] 74a2F0 09 o LET,
[AYYFITaR] . [AYY IS
27a—=3], [T—2FTE5—42]1 D
[BALB] RE2EH UV I LET,
4V ROAK 2 ERILCICHDBELS
12, D4V E9EBBLET,
[Z7A4N]>[T—2 274 LZEHAL
B1EVUVILET,
BROREEROONES, [LMVZ]
7w LET,
[Z27A4N]I>[T—2 774 LERL]
9wy LET,
GRIRLI=AYY FTI7AMILZERL
EEITTHNEERIT] Frx v iRy
HREXVIZLET,
B2V Uy I LET,

MeaHmI R F1DEEY LiEEH220n
[BFR/ERF] IDFzvoRy IR
#4FJI2LES,

c MWEIZIGELT, ChoDEEZFR

FLETS

VAV RUEBBSELSHEIION

T EBDZRV4ZSRBLET,

< EE®W1.2.5.6. BLUBIF [T—

BR—RER] 7T AL THEH
ENTVEEAD [EEXOIER]
FTILTYXLIZE Y EZRXHSER
EhTWET,

Agilent MassHunter 7—2 X57— 3> Y27 b7 -LC/MS ARSI 77U T7E—LavhHAF

115



3 T7—970—%EALELEESTAY Y FORE ERT

BRI ILEYREEZEELT H4 Y Y FORE EEIT
AFy7 SRR =Fd

gilent MassHunter Qualitative Analysis B.06.00 - pfhexercise2.m =1 ==
File Edit View Find Identify Spectra Chromatograms Method Sequence Wizards Actions Configuration Tools Help
= W= = PR ?ﬂ\@@"ﬁ B S oAl T G W oHg & | By o 8 SR [FE Navigator View |BE Compound Details View
i@(;mpnmun x
i [ Automatically Show Columns | P | Gff G | 5 63 | @ & | 6% 1 1

ShowlHide + Cpd’ ¥+ File / ¥+ IDSouce ¥4 Name 78 Formus ¥# RTTH mz Y+ Mess 7+ Score 7 RT Diff (DB) W8 Diff (DB, ppm) 7 Polarity 78 lons T+ Height 7+ V-
C3 HI0 N4 02 52
CI0H9CINaO2S
C10 H3 CI N4 |

&

&

Fositive |

0.562| 221. DSEE 220.0516| Positive | 170841 |

"

Results- Cpd 3 " x

o Automatically Show Columns | ['f2] | G S | G2 Gzt [ @ &% | o o
Best T8 MName +® Formia & IDSource -+ Score® miz 8 Mass B Mass (MFG) R Mass (Tat) # Diff (ppm) + Diff (abs.ppm) 8 Diff(mDa) # Score (Ta)# RT ® R
=N ol \ Su\fame‘hizu\el CHHIDN4 02 52| DESearch»MFGl 5535| 271.0321 283.0140 208 9876 541 nssn\ 270 0243\ 270 0245! | E 17\ 117\ 7032| \ 0332\
mz 8 Score (iso. abund) & Score (mass) 4+ Score (MFG, MS/MS) & Score (MS) + Score (MFG) & Score (iso. spacing) & Height 41 lon Formula 8 Species &
B | 2710321 9926 8.1 | 9933 99.37| 99.85| 7613752)  COHIINAO2S2|  (MsH)s| E
wz 4 Height (Calc) #| Height S Calc) +| Heig alc) | miz c) & Diff (mDa) & + Heig + He Sum % & Diff (ppm) &
271.0321 753399 805 100 2710318 03| 7613752 100 813 -125
2720343 377708 104 13 272034 03] 942321 124 10.1 126
273.0287 763931 82 101 2730286 01| 717062 94 73] 036
2740303 88346 05 2] 7740305 02| 90838 1z 1 087
mz 8 Score (iso.abund) & Score (mass) 4+ Score (MFG, MS/MS) & Score (MS) # Score (MFG) & Score (iso. spacing) & Height 41 lon Formula 8| Species &
= |_2a2nmul ag 71 aaasl I a2l gl : aaml K191 4] CabIN AN NI @] (iana] %
0] m 4
: A Chromatogram Results % || 1]| MS Spectrum Results x
P2 e QB8 R A RER R %xmgm!
%108 |+ESI TIC Scan Frag=125.0V sulfas_FosMS.d x105 |Cpd3 Eulfame'th\zole +ESIMFE Spectrum (0.233-0.775 min) Frag=125.0V sulfas_FosMS d
0791 1325 1 i 271
5 | (CIHIO0N 0" 2hH)+ =
0325 5 N 541.0560
25 0518 25 (21C9 H10 N4 02 S2H)+
0 " !
X108 |+ES| TCC Scan Frag=125 0V sulfas_PoshS.d X105 Cpd 4: Sulfachloropyridazine: +ES| MFE Spectrum (0.486-0.871 min) Frag=125.0V sulfas_PosMS.d
2850210
44 ([C10HS CI 14 02 Sl+H)+
2] 24 531.0160
[2[C10 HY CI 4 02 §]+Ma)+
o ol L. .
U1 02 03 04 05 06 07 08 09 1 11 12 13 14 15 16 17 18 18 2 200 225 250 2/5 300 325 350 375 400 425 450 475 500 525 550 575 60D 625 65D 675
Counts vs. Acquisition Time (mir) Counts vs. Mass-to-Charge (m'z) -

B 72 sulfas_PosMS.dT—2 77/ ILZERAC LEFICLEYREZBBETLI-ER

12 HRERBEETIZ. T—42774 a [FPAN]>[T—E2I774LERAL
IWEBRALCET, BlEUvVYILET,
b HEROREEROLONEDL., [LMVE]
7w LET,
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D= 7R—¢FERLEEESHTA VY FORELRT 3

BRRAD4.T—HD )X FTETTHIEHEAYY FOERTE

ZDHATTIE, V—27 VR NEFEITTHEIATHOLE Y R N & & @ Eoir
Ay RERELET, MENRT A —=F L EMESH/NT A —Z O )5 & ETe A
Vo ROREFTEEZFELETR, 20X R 7 TIEERIIIITOVET A,

F—ZBEY 7 =27 YEY a3 B05.00 KB LET, T—FRIEY 7k
v =T CF—SAWEEFATLET, EOF—FREAY v FnLEERA Y v B
FHBMICEIT T ENTEET, SR [T—%HE] o4 T4~
TEBRL TSN,

FRILT=J YA FTRITTDEMEAY v FORTE

A7y T

FE A

P

1 sulfas_PosMSd T—42 77 AL %
HARHFET

BRIV LTRELEEAYY FE
BEEI,
TJ7AILERCEEFIZT RN
EARTINGWI &R
LET,
TIAINWEDI4 2 FILAT
DREETLES,

FIHNLETI—H Ta—IZRTIZIX [T
V2449 L—vavi>[I9—9 27—
DAVI4TL—=vav]>[—K&l =5
JyoLES,

[0K] 25U vo LTHEITLET,
[Z7ZAN]>[T—2 7714 LERL]
#91)vYILET,

(T—42 774 ILERAL] 54705
R 9 X Tsulfas_PosMS.d %2R L
E3 P

RIRLI=AYY FTI7A4LZERL
EEICTTHNEERIT] Fxuv iRy
HAEFXITIZLET,
HERT—20HRPAH] FT vy
Ry REFTIZLET,
BELIEV YUY I LET,
iiiExercise2m A Vv K &HRAAHET,

c CODBRRYTIE, EESTNS

A—EDHEELAV Y FEER
L/ia_o

c ZOAYYFENBET—=Y YR FA

vy REERTZICIEE, BETOY
SLEFRALT. COXAY Y FIZH
EBINTA—FZEBMT I2LELND
YEJ,

c [T—4774L%&RLL] 470

TGRYIGAD[T—=DJRPAYY
FOFmHRAAH] (ERAAEEERET
%) #BIRTDE. T—2T740L
EFERLEBEAYY FDT—4
YR LDOEMESFTES ZHIT,
F—R2 774 ILBRAINETS,

s RFEQREA YV Y FIZEHESHAN

FA—BERETHLTOAEN
FTHA—BEEHRDTINFTA—2D
BMAEZELT—VYRARAYYE
EHERTEEY,

c TRTOBMEEBRTY FITL

=AYy FERETHLELTE
F9, BERIZ. TN D>DOBEEENT
NBZEHIBRTIZEH. BEEMT
5 ELTEET,

- [eaoBaEfEm] THLR CIRE

AEEETY
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3 D—970—%FEALLEESTAY Y FORE LET

BRO4T—H )R RTEATIEMEA Y Y RORE

& ) SHfEsREA aAAV bk
2 7O YR LDOEBATETHIZE a [AYYFRFIVRTO—F]|T[IT—Y
BMICRITSINDAY Y FER YR FEEME]I>[T7—2UX MRE]
LET, FBRLC[RTTILEZI—V )
DUTDRRYERTTHESITA AMDSBYLET]| YV aVERT
Yy FEERELET, LEF,

ERFAVOT LT LOMHE b LTOREN, COIEET [RfTTS
E—9ZARY MLOES & W] VR MHBEERERLET,

fRHT LAR— b DAERL EEFHIOT LTS LOHE
E—9 ZRY FILOFES Lt
Evh:[AYy Iy RTO— Rt LAR— b DYER
S1M[7—2YZRFEHL] 2 ¢ DEICSCT [EARREZLE] )X
EALET, S ZhThOREEZERL B

ml Ray ~ (290 vo LTER
L=z [RTY 503 VR
BELEY,
BRL-QEBESYITILY Yy LTY
A MEEBBESEHSIELTEEY,
d FELGLENHDIHEIT [ERITTHL
B] YR +TRZETHNELZERL A
Rl 742> &0y I LET,

: [ Method Editor: Assign Actions to Run from Worklist X
i () Run Worklist Actions New ~| 3 | ) - (4 - | MethodItems ~ !

Available actions

Bxtract Peak Specira -
Extract Defined Chromatoarams

Intsgrate Chromatograms ‘z ‘
Integrate and Extract Peak Spectra ]
Smooth Chromatoarams

Generate Compound Report

Find Compounds by Auto MS/MS

Find Compounds by Targsted MS/MS

Find Compounds by Molecular Feature

Find Compounds by Formula -

Actions to be run

Extract Defined Chromatograms A
Integrats and Extract Peak Spectra
Generate Analysis Repart

=

B73 [AYYFITA2] D [7—7YRMRE] €532
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J—270—%2FEALEEESITA VY FORELEST 3
BRPLT—D VA MTEITTEIENEAY Y FOERE
& ) SHfEsREA aAAV bk
3 AV F#iiiexercise 2worklistmIZ a A Yy FERBETBICIKX[AVYFI>] - AETOITSLEFERALT. AYY
BELET, 2. Tl [Fa— AMEHFITREIZV VI LET, RICRIE/NRS A —42 #BINL =,
H—DA4 v LT, b iiiexercise2worklistm& A LE T, R LR ELITEBENIFTA
HREZREETIZ. TAGSL ¢ BEIZYZYYILET, Yy RERETEHIENTEET,
#HLET, d [F7PAL]>8BTIZ9Vv I LET, - T—UUVRIERTTEHLEIC,
e BROBREEROLONIZS [LVVZE] (AIENSA—4ZBMLTWLSE
=)o LET, B) DAYV Y FIET—2 &EHL
TEHMICHE.BTLET[T—
JYRMRE] 52 arn [RfT
TAME] )R MIHDHNENEE)
MICETEINET,
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BRI T—HO YA FTCERITTIERAY Y FORE
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Agilent MassHunter 7—9 X 7— 3> V7 b7 BHESH

. IJ7IUTE—YavHAF
..
o
@0 ]
®,  EHHMFOYH—F

A1 (9% TS LE—YVDRE] 14— FDEIT
BRJ2 [B—5y FOBRB:MFE+ T—2 XA—X&FE]
A4 HF—FDET 129

122

EESNT 7 0 77 MMFBEOY 4 P—RKnb v ¥4, 2hbooy o F— ik

BEHX AT DFATICNE/—HDAT v T A4 FLET,

e [u~= I F -2 DORE] VA4V —F-Z0Ov 4% —FiL, [Zua<b
TIAE—THE L E— L) ] MEOETRICEE TS A Y v Rz

TAEDIEISER I a b TEITA NLET,

e [#—4 v FOBH:MFE + T — 2 _X—Z2BRR] VAP —F-ZDOv 4P —F
IZ. [Molecular FeatureiZ L 38H] 74 3Y TABLIO [F—FX— R
K] TATY) XEADETHICEFRTIHIAY v RT 4 XD EXEhhtv s

vareEHATEHA RLET,

RREINDHAYy =T 4287 vasid [AYVy R=T 4 4#] U4 RUT

bHEFT L LN TEETS,

BioConfirm Z# A > A h—L4 5L EHICEHOY 4 P —FRBREBMENET,
BINENSFofo v ¢ — Fik, [BioConfirm Familiarization Guidel T3k

BHEnTnEd,

FEBHEERTERIL, LTO3FNIFT TERENTHET,
o AT vV -BEETYT, FATY R TLEFITLET,
o FEHEELE] - 2T v T ORITICHE R FIEZ /R L TOET,

e AV N-EHOZAT v IZETHE Y FRBNE#REZFLL TOVET,

:. Agilent Technologies

121



4 TEHESITOYsHF—F

8291 [5O3 FTSLE—H DRE] 1 ¥— FOEF

IO A —REEFTTLE, (Va2 N FAY—IHE @ERFLE— R
V) MIBICHBEE B2 DAYy ReT 4 X487 v a2l —rn4 X
THRERENET, EBIC [RBT]I RAEZLZ 7V rT5L, AV ROEH
MMRETFEESN, [~ b T8 —2FRE BTV AR—F2RL) ] LBENREITS

ﬂi—g_‘o

BRH1. [T S LE—YDRIE] 94— FOET

A7y EHHEEREA XAV
1 sulfas PosMSdT—4%2 774 /L% a TAY kv 7D [Qualitative Analysis] + —fi7—2 JO—DOTFT I+ LD
REFET, FAAVETITLI Y9I LET, LAT7o CHEBMICEARAEN

F—2T7AIILPEMIMFEE
2. 7AYSLIZLPBEET7
AIILREBENERTINBWNI L E

b

c

[T—2 774 IVERLKIFAT7ETRY
4 X Tsulfas_ PosMSd%EIR L ET,
[BRLEAYVYFTI7M4LERL

FT.ZDTIAHILELATDRIC
RAI1ZIF. [ay7249L—vaV]
>[4V EILLATIR] > [T

BLET. EEICTHNEBERT] FzvoKRy xR LALTILDER] 5
A%y KA Defaultm THBZ & HAREAXTIZLET, Dy LET, COaATY FIFE
EHALET, d DEICIGLCT HERT—F OFEAAH] 2. —o—y 70— ERAEhD

DAV ROLALAT O RRTIA
IWELATIONTHDIELERE
BLET,

2 [YB7 TS LE—YDRETE]
VA4 —FERBLET. /N5
A—BERBELT. HIOFHERZHI
BRLEY,

o

FryhshRyIRELXTIZLET,
[BAK1ZH VYo LET,
[Av7245L—Yav]>[9—92
O—)ayv2445L—>av] > [—
] o> REHIUYHILET,
[9—520—-OFI7FIEAYYF
EHEAAL] R e [9—H 70—
DTFI+NMLALTI FEHAHAD]
REVEIYYILET,

[0K] REZ>EH YUY LET,
[Av7«45L—Yayv] > [1a—H—
AVB—TIA4R aAVvIT14TL—
2avl] #9Uv9LET,
TRTOF VIRV I REF VIS
LT, IRTOA T avpfERTE
5&L351ZLET,

[0K] RZ>EH YV LET,

[V4¥—FK] > [/AT TS LE—
VDORE] a2 FEIU VI LET,
[RIEIDFER] R—D T, [MIOHER%E
FTRTHIKR] Fzv IR I REF Y
IZLETS

[RA] 2000w D LET,

LAT7 2 MIERXTLET,

s AIDARY ERERIZ, AV FIZE

BEMADE.EESN-IHEEDHE
E[AYYy RTHRTO—5] 0%
Ba3hktEI a3 v0IZHEVN=E
ARBRRRINET,

s Dy H—FKRik, —EOR—TZIEIC

HARFLET BRR—TUTERID
INTGA—FEBRELET. ChdD
R=UDELIFE. [AYYFIT
ARy PN NINE 2/ BIF P30
ATELEEELTVWET,

c AR EITS L, ARG ML, bE

MEIREhET
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B9 [V NS LE—YDRE] 71— FOET

BRSO HF—F

4

A7y S

SRR

aAV bk

3 (/BT RS LHE] R—T%F
WRELET, /INSA—FZFFEEL
T. BPCBKLULIFILAY AT

[(PO<% TS5 LEE] R—T.
[BPC] Fx v ORI RE [TFNL
Al Fzv ORI REFAVIZLET,

RIS LEMHLET, b [LTFILADIRET] )R NG
[DAD1] ZZIRLFET,
c [N 2VU9ILET,
"Identify Chromatogram Peaks =
ety :
=@ @« Chromatogram Extraction
e,
A Chromatograms | BPC Exclusion | Delay Time
Chromatogram used to find mass spectra
@ TIiC BPC 5 Twe Signal A
Additional chromatograms to exract
BFC A [ ™we Sional A A
Chromatogram parameters
BPC miz range
Get Signal Afrom  [DAD =
[ Previous | Met ][ Finish |[ Cancel |

X 74
4 [H0% RIS LOES] R—SF
RELET, KSA—4FEEL

[E—=UWMS)12T&VYvI LET,

T.REVEIC4ADOMSE—I®D b [E—VHERESR—XTHIRYT 5]

HADERENDESITLET,

FryvIRYIREFVIZL, 4 EA
ALZFES,

¢ [RA] 20UV ILET,

s [ET120U9033%E. BED

AYy RRERESIhFET, [AVyY
FITF 4 4] Tl AV FIZRE
SNTWEHEZERTHLEHFEN=
ARNRREINET, ELDq
HF—RFDBE. A VY FKOREDE
NEEBRINED4F— FOEN
BELW=ARTRRINET,

[VA7 IS LE—VDORE] 94 —FD [/0% b3 LHlEH] R—D

a [VAX I SLDER] R—TUT, + D4HF—FREEDR—IHASTH

[RTIRE2ED YO TEET,
T4 H— FETEICE AV Y FD
REQENMERSNET,
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4 TEHESITOYsHF—F

8251 [90% FFSLE—H DRE] 1 ¥— ORI
X597 ETEL e

Tdentify Chromatogram Peaks (3]

«  Chromatogram Integration

Peaks (UV) | Integrate (ADC) | Peaks (ADC) |
Integrate (MS) A FeaksMS) | niegrate(UV) | Sutabiiy (V)

Fiter on
@ Peak height ® Peak area

10000| counts

5000 % of largest peak

Area fiters
[ Absolute area >= 10000]  counts
Relative area »= 1000 % of largest peak

Maimum number of peaks

Limit (by height) to the largest A 4 A

[ Previeus || Mest ][ Finish |[ Cancel |

R75 [VBYLITSLE-VDRE] V4 F—FD [VBT LIS LOER] "=
5 HAHT—27+—<v b R—  a HHT—27+—Iv b R=UT, + D F—FOREDR— TR,
CONF A ERRLET, KIA—EEHRLET, [RA] K2 UARREBRRICEY &
b [RA] 25U v o LET, Fo VAP FERTEEE. B
DR—SIZRY T,

Identify Chromatogram Peaks ===

«  Extraction Data Format

Chromatogram data format
@ Centroid when available. otherwise Profile:
) Profile when available, ctherwise Centroid
@ Centreid only
© Profile only

Mass specral data format
@ Centroid when available. otherwise Profile:
) Profile when available, ctherwise Centroid
@ Centroid only

@ Profile only

[ Previoss | Mext ][ Finish ][ Cancel |

®76 [VOXMISLE=VDRE] 249 —FD HMET—274+—3 v b] R=O
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EEIMOI4F—F 4

B9 [V NS LE—YDRE] 71— FOET

A7y S 3B AV
6 [YRRARY FLOHEE] R—Y a [RAZARY MLOHEHIR—TT.MS
#RELT. FE—IVhoREET E—Y AR ML S TITHUE
BARY MILEE—VBIARADR IZ [E—YBRBRDRRY FIV] %
Ry MVIZEBRLET, RLFET,
b [RA] #9U9DILET,

Identify Chromatogram Peaks (=]

.‘..'
« %<+ Mass Spectrum Extraction
JFet,
ot

A Peak Spectrum | Peak Location | Charge State

Spectrato include

%) At apex of peak

@ Average scans > 10 % of peak height
TOF spectra
Exclude if above 100 % ofsaturation

@ In the miz ranges used in the chromatogram
%) Anywhere

%) Inthese miz ranges 100.0000 20000000

Never return an emply spectrum

Peak spectrum background

MS [ Spectum ot peac stat -la

Time range:

[T Also evaluate with no background

[ Previous ][ Nest [ Finish ][ Cancel |

B77 [V MISLE—VDORE] D4 —FD [RRARARY MILOHE] R—D
7 [RRY FLE—YREE] R—P% a [ARY FMLE—YEE] R—T T,
WELET, NSA—FZEBL [RRY FILVADEE—Y 2EE] %
T. T—ER—REREL. TRT 99Uy LET,
DE—YDILEXEERLET, b [E—9%#T—2R—XTRK]
FIvIRy I REFVIZLETS,
c [HEE—VDILEXEHERM] Fz vy
Ry Y REFVIZLET,
d [FRTOE—Y] Ra2EL Uy
LET,
e [RAN] #2019 LET,
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B2 [V NS LE—VDRE] 71— FOET

277 TR

Identify Chromatogram Peaks

=

+  Spectrum Peak Identification

‘Spectum Wertfication

*) Whole spectrum using library search

@ Identify individual peaks in spectrum

Maximum number of peaks to identify (per spectrum)
Search a database for each peak &

Generate formula for each peak A

@ All pesks A ) Only peaks without database hits

() Noidentification

o

H78 [YAREISLE—VDREE] 214 —FD [ARY FILE—VRITE] R—D
8 [FT—AR—ZBE] R—UD/X a [F—ER—ZBER] R—U T, /K5
SA—REHBLET, A—BERERBLET,
b [RA] REVESY 9 LET,
=

Identify Chromategram Peaks

. * Dalabase Search
Jat,
o

Search Crieria | Database | Postive lons | Negative lons | Search Resuts
Velues to maich

© Mass

(© Mass and retention time (retention time optional)
(©) Mass and retention time (retention time required)

Match tolerance

Mass 500

Retention time  |0.100 minutes

[ Previows | Mest ][ Finish |[ Cancel |

B79 [VAXEISLE—YVDRE] D4 —FD [T—FR—XBEEK]

R—o
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EEIMOI4F—F 4

B9 [V NS LE—YDRE] 71— FOET

A7y S 3B AV
9 [DFHER] R—CEHELE  a [HFRER] R—DT. [HE] 27
. RIMBEROATEBICEERL =)o LET,
E3x 2 b [BMEERAT] FzvIHRYIR
ErUICLET,
c [RMERERITIZBE#AALET,
d [RA] REVEV Y9I LET,

Identify Chromatogram Peaks ==

- 5
%. &+ Molecular Formula Generation
»®,

&
Alowed Species | A Limits

Limits on input masses

Maximum neutral mass for which fermulas sheuld be 7500000

caleulated:

Limits on results

Minimum overall score A

7] Maximum MS mass error 75000 ppm
[C] Require DBE from 00 to (500

7] Maximum number of hits

[ Previows | Mest ][ Finish |[ Cancel |

X80 [/O%rISLE=VDRE] 74F—FD [HFHEM] R—=2
10 [—8BRA7] R=DONTA— a [BHRIAT] R=UT, kT A—4
SEHRLET. ERBLET.
b [ET] K22 &V Uvs LET,
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8251 (403 RIS LE—HDRE] 4 ¥— FOES
ATy 7 FEHER B =P
Identify Chromatogram Peaks (=23
-:::-- Match Scoring
B o e
Mass score [00.00 |
Isotope abundance score 60.00
Isotope spacing score 50.00
Retention time score 100.00
Expected data vaniation
MS mass 20 mDa + 56 ppm
MS isotope abundance: 75
MSMSmass: 50 mDa + 75 ppm
Retention time: 0.115 min
[ Previous | [ Finish ][ Cancel |
81 [VOXIFLE—IDORE] V4H¥—FD [-BRAT] R—

N #ERE#LE2L—LET,

12 AV v K Ziiiexercised|[ZRTFEL
(zZ< i) Fa—Y—n1 =
v, HBREREFEETICT—
2774V ERHALET,

- EFY.

< RIZ.

BEDAY Y FIZH LAY Y KR
EENEAINET . ChODEFIL,
TARTEDAY Y FIZEBMIZIER
BIhFHA,
sAax TS LE—SHENE
NEITEINFET,

a by TAZa—mD[AYYF]>I[4

AIZEFFTRE] €0V 9ILFETS,

b iiiexercisedm E AHLE T,
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