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BARME R
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M.

Fragment Analyzer CF B 40 <
ZAG DNA Analyzer (ZAG DNA %3 #r
{%) il Femto Pulse Systems (Femto
Pulse £%t) & ZHRHARA A 1
bR o

Windows #& i3 A & IRTE I A o

EITAEHh

ATFNIAALE, BARTEM. AT
WHOT g2 B A 24 1R A0/ B3P TR P 112
ST 78 BT AN SR X 28 HHRE S fit
EITALRARKTIHSAE . Rk
XTSRS B A AR T BE ], TR
1o THER 1A LR PR Rk I B &
G, DME I SRBUE TR R

BIR

AR &GO “ R R Sefit, fELL
JERIRRA S HES, AASATE.
URAh, AR ARV AT R RTE R A
Agilent At S P A & 1A B A
AT RFBOR MR LR, AAREAR
TG L LA & H & I BUR 18
TR Agilent X3 fit, A BN A SORY
R A E TS BT 51 A A e
REL IR A 5135, IR Agilent
5 1P 2 8] O E 1) - T B R
BRIPRAIE 2 AR 5 A SO (R SRt 5, U
82 LB A R B ARAE SO

BARVFR]

ES SRR L SRR S
VEITHRAEY, H P AR LV T
ARHEAT G PR ST

B F1 PR 1135 R

5 B2 BRAUR . 32 P IEREUR )
A RN A B AR AN B S AR
YR I A PSS RUR] . Agilent A4S
FAR12.211 (BARKE) F12.212 (i
HHLBAED R T EBPTED DFARS
252.227-7015 (EAHE — #d) L
2 DFARS227.7202-3 (Rb it Sl
ST ML ST R RRRD SRR A
AR AR KA 77 T 0 R T

INDIRIR RN A fE . 1R I TE
BEABAE DR, KR AE B
LI, dn SR PAT AN 24 R TR
R ERAE, FRE S B  h B %
Ok E B . A 58 A PR ORI 2
TR E KA AT, B2 B D HR
IR BEAT B AR

gk

H
[=]

“BE BRrkrArk. REX
EABRNRELER. FIURIET
fEIRE, MRPATA LB AREREE
TRIE, TRSSBASHGEHRRL
T. AREEMHHEEERMTZ
B, B8 “EE" R
1THRAE,



KIgFHLA

ATFM 2 g, 18N ProSize B o ik AR S % %0k, 1T H B
. ZAG DNA 2 #riX i Femto Pulse “FATHLIK & % .

AR AR RGER L R« A MR HERR 4R M AR AR SRS .

AR B AEBURE B T A R E I BOR N R » A SCRIEH T et — e e E
FIES IR AiR N R, RSO AR R A o A SCRS R B S R A
TR 2 3 AT A . G SRAE A DA S 2 P S A Bk i, T IR R A B )
RSB/ B RO,

1T ProSize Z%&#LA
AL T ProSize Bl A A4 A %45 2

2  ProSize ARG ERFNIRE
ARZIRAE T A K ProSize BF B R A 2238 Ui B 115 2 o

3  ProSize XM
REANWT ProSize B 5 LA FH P AT LUE I\ ThREFISE B . AZIEA4H T H
FHT IR0 A SO I SRS

4 ProSize it &
KEANHT ProSize B4 HEE (Global Configuration) SH&HE. ILANEA4H T 1E
FTHF BB S 1 B AN B S HUE B

3 ProSize 5 F=# /4 (Size Calibration) R
KREA T 7 EAEHE (Size Calibration) Frii (AR EIHE 2 A1) o KAEHIZL
T FH T 30 8 R SR U /SRR O T B IR HE AR

6 ProSize &M &
AT T AE ProSize B A EEERE i 1] H 725

ProSize H#E 7 4 A A+ 3
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11

12

M ProSize S H#1E

KB T T I ProSize b b G HACTE G HUE R . JEes T AA T W4T
5 B (Export Data) & H; A T & A 8E S &, A4 T AT B
S R T SHEBIERIRE.

M ProSize &£ RS

KRBT T M ProSize FAFA AR S LI, 52T 540 T Al 7 FF A i
% (Generate Report) & 11 BEIA 7 &l &5 AL Ok I A28 1 anfAr R AT #5528 s
FHRBE T S5 B 7= 51

ProSize EEEMENE
KERENE T EEBMEME (View Capillary Positions) & H ) T B A EE .

ProSize #fEHEFR s
RENG T ProSize Bt R EHEK: .

{£ A ProSize #1Tit 2418
RENF T AT HATIEEACFRRFE, R T &M 5 Bk,

ProSize 155 #!Z £ If1gE (Enhanced Security Features)
A EA4 T Enhanced Security Feature FrIAH <D BEFIAE ] .

ProSize ¥3& 5 #r ik {4 F 2 Fift



E3%

1 ProSize Z%#LA 9
*T &4 10
ProSize ¥t 70 Mk 10

2 ProSize ARG E KM% 11
R ER 12

T8 AR 12
BIERSR 12

PC &% 13
ProSize #2351 1] 14
Ja 3 ProSize & 17
B H ProSize #f4: 18
3 ProSize A ® 19
T CEEE SCEARAT I 20

{E ProSize ¥ rh 4T At SCAF 24
PiE X 1 26

F A CERE ST IR 28

FLAR 73 A 32

AEE SR 34

FA kU P T LA S B 38

F U P S 7R S 42

FEL I P S 7 S B — RNA AR 46

& %1% (Peak Table) — DNA iz 48
%% (Peak Table) — NGS 3 50
%)% (Peak Table) — gDNA iz, 52

g %1% (Peak Table) — Total RNA 138 53
%)% (Peak Table) — mMRNA fz, 55
%% (Peak Table) — small RNA #3{ 56

%12 (Peak Table) — 548 /3 Hrfi = 57
Frid & (Flag Analysis) 58
SRESE T TR (Smear Analysis Table) 60

ProSize #3453 ik 4 2 Fift



B3R

Ebric T2 (Advanced Flag Analysis) 63
W E & L SH (Set Individual Parameters) 64

ProSize it & 76

fic & fai 7 77

Pilal ProSize 34+ L B A5 B 78
4= R TR B X U AE AR A 81

ERE — SR E 82
EJRBE — ST 85

2 RBCE — Marker 78t 90

2 RBE — 2 L BME T 93
ERBLE — TR 94
ERiE - €& 97

A JRRCE — YREZE A T (Smear Analysis) 99
EJRBLE — Frid 101

ERE — Sghrid 102
SREE — B X 106

WEBENSH 108

WEBRNSH — mHNE 110

BB BN — G5 111

W B BEANSE — Marker 734 112

WERNSH — 28 114

BB RS — TR AT (Smear Analysis) 116
BB BN — bl b 118

WEBENSH — DNA ESH 119

BB BNSE — @SFhric o 121

WE RN — A5 X 125

ProSize 5> F2#.f (Size Calibration) F 128
o EAHER AT 129

a8 o ¥ SR v fh 2k 130
BEIHSHESITERHE CCHFTIP) 136

PO I IEAN IR 70 T A 147

ProSize ¥4 5r t 4 2 Fift
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6 ProSize &Mt 145
B hnik 146
PR = 146

B IR i ST 147

7 M ProSize S #iE 163
SRR 164
SHBEE OwRE 164
3 HE R 1 168

8 M ProSize £ iR 177
A B 178
A B it 5 SRR 178
A AR S sl 182

9 ProSize EEEMEMNE 187
BEEBMENE RN 188
ITHFEFEBME A E % 10 (View Capillary Positions) 189
BEEMNEMEE R E 191
TEhEEBMENE 194

10 ProSize #fEHBR IR 198
ProSize #{4-4i=7H & 199

11 {#F ProSize #{Tit =418 201
1A (S 202

PAT e AL 2 202

12 ProSize 85581 £ Ifj8E (Enhanced Security Features)
BosE R 2 TR 208
BOE RGP s O i e R A 22 4 T e 208
WoiE ProSize (3588 22 4 T e 208

ProSize ##& 5 ik 4 2 Fift

207



Ex

Hodle H Atk 213
BRFRE 217
BRI H A 219

ProSize ¥4 5r t 4 2 Fift



1 ProSize Z 454

KTARSG 10
ProSize £ 4 #4410

A FEN ProSize Hudh 43 i Ak A .

ProSize ¥iE 7 ik 4 A =i 9
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ProSize &% #hiA

KT ARG

ProSize ##E5 Akt

Agilent ProSize #FH T 1ok H AT BANE ik A g £, DL R & BT 4

BIft) DNA B RNA HBiI4> 75 (dsDNA LA bp N4z, RNA LA nt HEAD

W (ng/pl 8% nmol/L) . ProSize #4FaT LLEAT L R ThAg:

o R ERAEER A A B SR G i S A

o EITIRARIEME DNA 4> T8 (bp) B RNA 4> T8 (nt) Kevke, I H bl s ke i b ok
0 A BU DNA/RNA 73 1B

o BT 5N /AMRHEREASIE (standard peak) FARNT E A R S R #E DNA/RNA ladder
fRIEEA,  WERE S e ) DNA/RNA R AT o B &
PUBFIRIES 20 Wl (csv) SRR aUS H 27 S R0k B 25080 DA% JiR 4y FEL Dk i
BRIl (RIS 9658 E 2 M55 R 5 L jpg. bmp 3% png BEE S
HH B A Rk 0 P R
A% POF kg RIAE IR, Ho &M femER  CEFENTSH DNA/RNA
Sy FiE. DNA/RNAWKREE . B i B SEaie SER/ st B 75 21 1 A 25 R i
LAE/D)

o PRALIEER T 2 A TR R 44 A R T

o PROLRY SR A 22 4 Tk DL ACEOHE SO R A0 B R A A T

KRFWHES ProSize B (darE, #4355 Bh - R FSPAT B IS IR 2034

ProSize ##& 5tk A = F i



2 ProSize 2%t E KL%
RGEER 12
B8 HBAER 12
BAERS 12
PC #1iX 13

ProSize =2 Uil 14

Ja 5l ProSize f&F 17
iB H ProSize ®/f 18

AR 7 K ProSize BRI 2B B HIE B .

ProSize ¥iE 7 ik 4 A =i 11
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ProSize RGE KM% %

RGUER

8RR EK
EERS

#7 Adobe PDF # 3 if53 i # % PDF [8 .
A IOHT I Adobe Reader. Jiiid www.adobe.com AJ LA% % T #IZH A

YR HSH

ProSize #f4 LU FIE 5 2 FME (csv) XS HEHE, K288 7R
FNE S P4 AR 7 A0 T DL U P U Bl . 3 T RAR T (Bl
Excel. OpenOffice) FTFFFMEE FHM csv XfF

R UK U BB IR IFI BL jpg. bmp B png EIG ST . BRI
TN 2 AR N (7

BRIERSG

ProSize #4422 1E 1847 Windows #AE R G THENL EA REIEH LAE.

=1 IHNBRERS
BIERS e
Windows Windows 10, 32 {28k 64 fir

ProSize ##& 5tk A = F i



2 ProSize &G E K= %

PC #iY

ZRGEM T ProSize BAFHIHERFE T HCE. -

®2 HEEARE

miE e
AEHAEE (CPU) Intel Core 2, =k 5 it &
WL AE (RAM) 4GB
T 500 GB  (HH T 1R A% S0 #F)
K e A 1280 x 800 By iR
HEFE 1280 x 1024

ProSize ¥iE 7 ik 4 A =i

13
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ProSize &G E K= %

ProSize #2225 i B

BRUH

T MNZZHEAE Wl T B L ) 22 B

2 SHLZ ProSize #i#7 7 #r# 1F (ProSize data analysis software) {3

3 BITRHERET (640980 KB), FH& I 222 i) T 2 (1 B AN B HEAT 1«

Y ProSize data analysis software - || X

Destination Directory
Select the installation directories.

All software will be installed in the following locations. To install software into a
different location, click the Browse button and select another directory.

Directory for ProSize data analysis software
[C:\PmSue data analysis software\ J B,

Directory for National Insttuments products
|C:\ngram Files (x86)\National Instruments\ l Browse...

<<Back | Concel
1 ProSize 508 E RS E 1) National Instrument #24: BRI H 34467 B

a feftedeHsx. BUAHZN
C:\ProSize data analysis software\

7EFFEE (Start) 29 6% ProSize %A 1 bR4E 77 2.

K National Instruments L& 344 oK 22235 T
C:\Program Files\National Instruments\.

b FEm AN kb IR

ProSize ¥iE 7 ik 4 A F i



2 ProSize &G E K= %

c EFEENTHENLLLE MRt 1
XN 235 ProSize B4 )5, KAE C:\ProSize data analysis software\ HzxH
BT (HE 2D -

« ECE (Configurations): MICfFIH AL ProSize 4Rl B s B S, &H%f
AT BAE FRIKAES A R & kAT T

« SFEFREMR (Ladders): I F A E ProSize 4+ &l e bn 4 5
(ladder) 5 B30 Cixt #20 , 1& M T-PAT BAE KA A A3 &

¥ (Support): ML FELE ProSize AR I SRS

o BEVINERIZETT (Training Test Runsy SO FR A& 5ol S, 5423 ProSize
BRI AR ) — LA R T A5 P

« SR (Video): MLICEIErh L4 ProSize ¥MARZE, AlEIEHB) (Help) 328
BTV, W R pTA

v <« Windows (C:) > ProSize data analysis software > v O
A~

Name Type Size

Configurations File folder

Data File folder

Error Log File folder

Ladders File folder

Manual File folder

Project File folder

support File folder

Training Test Runs File folder

Video File folder
J Auto Data Processing.aliases ALIASES File 1KB
ZA Auto Data Processing Application 8,771KB
1] Auto Data Processing Configuration sett... 1K8
|] ProSize data analysis software.aliases ALIASES File 1KB
A ProSize data analysis software Application 36,828 KB
£] ProSize data analysis software Configuration sett... 1KB

2 {f C:\ProSize data analysis software\ H 3% $ & 17 3

ProSize H#E 2 4 A A+ 15
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ProSize RGE KM% %

4 ¥4 C:\ProSize data analysis software\ H&H [l & (Configurations). 4+ ¥ &
brifEdn (Ladders) ARSI (Video) STk 58 B B i AR . 4 m] DU i 22 3 4
SRR HT RRCAS 1) B9 A S A
SR
a SWiZE C:\ProSize data analysis software\

b MExHHECE (Configurations). S FEfmfEm (Ladders) A (Video)
PELS

c KRB E (Configurations). - FEFfrAES (Ladders) AI#SH (Video)
SCMJERE I BIR [FI Y H 3% C:\ProSize data analysis software\

ProSize 3.0 &3 5E G, ARG %% System.Data.SQLite. i 1% T A bt 5
i AT 2%

IF##E%E PDF &

1 EiFENLE 2 R Adobe Reader, it www.adobe.com A LL4 %% T4
A

ProSize ##& 5 x4 = F i



2 ProSize &G E K= %
B Zh ProSize 12

JE & ProSize f£7

1 7 Windows JT4f (Start) &1, 3% ProSize #i& 2 #i3k 4 (ProSize data
analysis software). B 751 O RGE T 2R )8 2% T

JA BT R (B 3D .

Agilent

ProSize

data analysis software

Version §

-"- Agilent
B3  fE)3)) ProSize HAFH, JE B SR T HAE &
BHTIEN, R R R . ERTR LY, TTOLE SR A
EI (ILE 4 -

Xt > FTFF3CH (File > Open File): TG R R AT R SCIF. B8 A
THRppE T4

#8 > XT (Help > About): S RBAFMALE B ZFERERRE R

#5Bh > MITHAE (Help > Tutorial Videos): it 7 —2H 5T tnfaf 4 FH 1% 14
IR AR . 8 3 F, “ProSize LA ” VEANTHE T s b i) Hid a4

ProSize ¥iE 7 ik 4 A =i 17
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ProSize &G E K= %

. 4  ProSize ¥t ¥ A

1R ProSize &

FESTHE (File) S8 b e PR (Exit) Bistidh € LASKH] ProSize %t

ProSize ¥iE 7 ik 4 A F i



3 ProSize =& |

EFm CHFESCERITIF) 20

1E ProSize Bk T HEHE S 24
iE E0HEAE 26

TSt CEHESCIHTI) 28

FLAR A1 1B 32

R B T HA 34

HL K U P T B RS2 PR 38

FL K U P N TR S B 42

FL VK U P 2 7RSI B — RNA #2346

g %1% (Peak Table) — DNA #ix 48

%1 3% (Peak Table) — NGS #3{, 50

%% (Peak Table) — gDNA # 3 52

i %1% (Peak Table) — Total RNA £ 53
%12 (Peak Table) — mRNA iz 55

%1 %% (Peak Table) — small RNA #23{, 56
%)% (Peak Table) — A i 57
it/ % (Flag Analysis) 58

SRELSE /T2 (Smear Analysis Table) 60
EZAML /M (Advanced Flag Analysis) 63
W B H & X% (Set Individual Parameters) 64

AREAS T ProSize Bt 5w LUA 7 AT CUE AT Dh BEMIZE L. AR B IEA4H T
P FTIT RN G P HcH S B SO B

ProSize ¥iE 7 ik 4 A =i 19



3 ProSize =/ &

TS CEE ST AR AT I

FEFTIT * raw Hdls SCAF 21, ProSize B 3 5 i vl A i D e A= SR 0 s T

#* 3.

B 5 ProSize HMER M CBIESCHERITIF

®3 ERBREIBT GERRT, BUBXHRITH

REHS
Xt (File)
FIF3CH T

Kb €

20

i: 3%

FIHEIESC 3 (Select folder) SHEHE, FRFIFHHTH-T47 BANE Hvk
A B IR AR B S (rraw 3R, DU FEERS T (BT .

TEER, WRAE 4K (ProSize) Mirika R G=l# M4 (Fragment
Analyzer controller software) ) AN5g4=ILHL, W2 —IKTE ProSize 3k
P AT I SRR, KRR 2 /RECE (Global Configuration) X i
HE. &R DL 12 0 B A8 1 e BRI E SCF - (Rini 378
%), BEFEBEIEEEIE TN (DNAL RNAL NGS. KA/,
gDNA. RHITERETIAHT FIarHT i Bk e LS S (B9 .

KM ProSize Bl Bk AN K B S 0RAT7BUE SCIF K AT B ELA
£ (B

ProSize ##E 24 A A+



3 ProSize =/ &

®3 ERBREMIBT CERRT, BUBXHRITH

Bl b
EIE (Administration)

i & (Configuration)

HfF4Rk 4 (Event Report)

EIR (Option) > KT FHE R B

e B BOA K A
(Set Default Data Path)

%5 (Language)

BAEFEHIE
(Capillary Array Format)

EoRiET (Display Option)

DNA i &4 (DQN)
(DNA Quality Number (DQN))

R IR FE T 5
(Molarity Calculation)

WJE BAT (%(Conc.) based on)
FIg o e

(Image Resolution)

SR INC B
(Edit Configuration)

HLT B (Email)

ProSize ##& 5 i 4 A 2 F it

i: 3%

TTJT’&/‘EﬂﬁleE’J$$$m$ PR LR /2 LR 3 E
FEE R (Login required)

. 1AL 2T (Enhanced security) (BEZEAER, BEEH
% 12E, “ProSize 15582 215k (Enhanced Security
Features)” )

«  BzhiE$4ATE (Auto Logoff Time)

« H/NZERLKE (Minimum Password Length)

- BERAHA (Password Expiration)

o RIFHBEFRERRE (Allowed Login Attempts)

STHIME—ZEHS (Previous Unique Passwords)

I EHBEE (Event Log), HHks 7 A ID (User ID). iHEHE
#R (Computer Name). #4848 (Event Time). 4% (Operation).
SCHRRTE (File Path) (AHSGTEWL ) FiZEfi##iA (Description).

AT LA U5 0] A1 DR AT O ST 1 BRSO BR AR TR RSOk
(Select folder) *FiFEtES, FHEHFMH %?Fﬁif%guﬁﬁﬁ THT
FREEE S SR (B 7D .

FTATH *raw 8 S0 BRI H 3 C\Agilent\Data\.

Tu]ﬁﬁfirﬂ/]lﬁg_ (ﬁlg 11:1«—:‘)

LB E (Digital Gel Image) &oxtdr, W LLIEST (Row) (A1,
A2. A3%5) 8% (Column) (A1, B1. C1%5) M/ BI4 HEF B

Al DL i i A RAERY (Scale to Sample) Bt B Eh4ERITIAE
(Autoscale function) sKi% 2 H4 (1L 1

JA k45 ] DQN.

Al L FRIETR 5 (Use Peak Maxima) sk fE i £ F& (Use Avg.
Size) BEAT FiT A BERIRFE VML
nf UIE R AT R I AL, ng/pL..nmol/L, 5% pg/pL...pmol/L.

K F T3 Hh v Ve P R P T BB 20 2 SO X 2K, 3X B
4X.

I £ BELE (Global Configuration) MEHE (& 9), AILAKE %L
PE MBI, WA FT Marker B4 & & bRifEf 2 T RS

A LABEE T IR 45 R o T BRI

21
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ProSize =/ &

®3 ERBREMIBI GERRT, BUBXHRITH

KBS
1518 (Project)
In#E I H (Load Project)

BJ@ T H (Create Project)

tE 4R (Batch Processing)

KRR AL B
(Batch Data Process)

BEHRHE
(View Error Log)

#5Bf (Help)
F Pt (User Manuals)

WU ZE (Tutorial Videos)

KT (About)

i: 3%

FTIT RSSO R (Select folder) XTEHE, R BFHAT A= Bkl H 154
R HTHIIE BE SO (Kproj §TE D .

A LAFTFFIE (Project) Ftif, it iEFEAFE K * raw SOk
AU .

F DKL BT SO A ¥ — 4 *raw SCAF, I e SO TR IEALEESC
A (R ST

A E 5% e Bt B AL FAR R A AR

il T4 ProSize FH P Tt

ALATITAIE R — RAIHEAE, #BIEH ProSize ¥t
7] BLEL 2 M C:\ProSize data analysis software\Video H %47
MIRHFE o

BRPAEE . BRARR. BUE B RIS ARG L

JEIR (Options) 3 H X TEAEUIE 6 ATz~ . SHEHERE M0 LR 3 Fis.

ProSize ##E 24 A A+



3 ProSize =R/ @

FAE (BIEXHRITH

)\ option
Default Data Path | C:\ProSize data analysis software
Language | English v
Capillary Array Format| Row z
Display Option | Autoscale ~
DNA Quality Number (DQN) | Enabled Z
Molarity Calculation | Use Avg Size v
Concentration Unit| ng/ul  nmolell |
%(Conc.) based on | ngiul v
Image Resolution| 1X v]
Edit Configuration L)
Email
 Accept 3¢ Cancel
B 6 kIR (Options) X iGHHE
EA Select Folder ®
€« ¥ A . » ThisPC » Windows (C) » Agilent Technologies » Data » v & Search Data y-]
Organize »  New folder (2]
A Name - Type Size A
@ OneDrive - Agilen | 910 Ladder File folder
B Desktop . 910 PCR Fragments File felder
@ Documents L 2g1218 File folder
= B L 20190115 File folder
L Fichtees L 2191017 File folder
3 This PC 20191029 File folder
: 3D Objects | 201910 30 File folder
I Desktop L 191105 File folder
@ Documents Laeen File folder
| gDNaA File folder
¥ Oewnloads General Features File folder
b Music | MGS File folder
= Pictures | Ovelay Plots File folder
B Vvideos | RNA File folder
25 Windows (C:) _ Srnear and Baseline File folder
- .o  Software Validatinn Rune File folder >
Folder: | Data |
SelectFolder | | Cancel |

B 7 BEBRAEERE (Set Default Data Path) A

ProSize #iE I+ R F A

23




3 ProSize =/ &

#£ ProSize ¥4 T FFEHE 4

FTF#EC

1 MSEH R > $TFF 0 (File > Open File) (B3, M T HR: RS B
BT T IRER ST (Select folder) XHEHE (& 7) .

2 REBH T HAE RGBS (Rraw 4D

3 PR SR AR HORE 1 Sk
fE ProSize ¥, RR3TH (Open) i, HAp R 1 HHE SO H (B 8) .
AT HAR SR, 18 1 B SO R AR A M 1 ST @, 4T A SO

s
DA o

4 7EFTTF (Open) Fr s oh $ods o4

AR s SO o 1, o S Bl e i B HE&RIE R (Sample
Information) #1)2%. i N B4R ERR (Note) DL A FH IS8 B A 1) S2 596 77 3%
(Method) % (& 8) o WA U2 B AR AE ProSize HACFERE, ML
P SR bR AL P2 # 47 (Non-processed Data).  fn 5l sk 2 ji 2t A2,
AT AN B A2 B R AT AT b

5 WEREHASEE SO IE, %8 FTFF (Open) ¥ 5 S0 n# E ProSize . ##%
BYiH (Cancel) % #13TFF (Open) Ftifi, ASIn#E ot

24 ProSize ##& 5tk 4 A F it



3 ProSize =R/ @
7£ ProSize {37 HEEE

2% Gpen L4
1} Jir
| N~ Intormatin
Oevce Sanat i)
Tyze opmast:
et Controler 5 12000
Copltacy Sarst oaareds
Wecwelonmiom) 3
BvryDageCout M)
Gl Prove Ouadie
Censtanny ladie
Gl Sbecton Gatt
Gl Prema 1o Bter Ouadie
o lratle €300 2
L Ouadie
Maker Oatie
e fastle Ty} RomM Cowel
Somple yecton Trodie VoRage 300
Separston ladie €20 RMa
Teny Name Trop2
< =— — N >
v @ -

8 {TIF I Heda b AN BN 5 i

ProSize #iE I+ R F A

25
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ProSize =/ &

BLEXTETE

% £ 3T FF (Open) J&, 40 A7 78 VT FC 10 900 5@ X H0HE 2 B & S0 (),
DNF-473-33 - SS NGS Fragment 1-6000bp.ini) , #%F#d Se b 4T 4b 38 . fic B
PR IET 10 AN TP A5 F T B 2 A ERE 4 43 55 7 1R 10 N RF LR .

Tk (X FIBCE (ProSize) &M 2 10 NF4F.

A UG FE ) BC B S, TEAT IT 2 B AR A B A SO e BECE
(Global Configuration) X & . anSiEFE 7 ERMECE SO, 7 al Uit 2
I (Option) & 11, JFikF4mIBACE (Edit Configuration) PANEIEHEEL & .

IG5, £BELE (Global Configuration) AHEHEH A 10 N FikT K (E9) . &F
4%, “ProSize lLE” X BT T HANH.

Advanced Settings

Show Marker Information on Peak Table

®

Mode Size Threshold (bp)
NGS ~ 300

Min. RFU

0

A DNF-474-33 - HS NG5 Fragment 1-6000bp.ini X
Quantification Smear Analysis Flag A d Flag ion Region
Peak Analysis Marker Analysi Peak Analysis for Cap Size Calibration

E  save & Load «#  Apply ¥ cancel

9 4 JAfCHE (Global Configuration) X i&HE (i&HEZ ik E (Advanced Settings) EI)

ProSize ##E 24 A A+



3 ProSize =/ &

R AE R AT (DNAL RNA 25 RIop4T 15 8 AT LA [ RC

ERZHIEN T, 7] DU ZHAC T SN sk & i s ORI AL I 4 = e B S
o AR5 5 2 1968 7 & g 5 X B B SR EAT T FRad, £ i DNF-910-33 - DNA
35-1500bp.ini.

Mo E B E MBS, EFERIA (Apply), 1E ProSize Bt 3= 5 b T 80l S0

ProSize H#E 2 4 A A+ 27
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TS CERE ST IR

1E ProSize W7 FF £ SCF I, K a F LR S IhRE, W3k 4 fis. dTFM
B Eon TS, WE 10 2-BMEEdE ME 11 (96-BANE L) Fir.

T4 HERMNEFEREN (AR TR T ERT)

SEEAETR iz
A (File)
SKHISCHE (Close File) SR P 2RI FT T (B S I R S o K DR AT B SO G P 2

T BB, 00 BT R SR i AT EH na
ARk Y (Generate Report) 4T —ANRER, FFECEFILE K Adobe .pdf 4175, H @& H

5 @ EREE CRIKIEE., KRE. BERE) « I TMESER, i
ZWE 8E, “M ProSize ik .

S 1 ¥¥E (Export Data) FH—A%R, HTRERFRENEEIRERSHEIH e

= B SR, BRI . kiG55 % (Peak Table). 4
TERELYEE. WF THELEL, WS WET7E, “M ProSize
SHEE .

I3 ¥t (Analysis)

TR FERUE FIFFERLZE (Calibration Curve) 5, HrP & 557 &1 ladder

(Show Size Calibration) RIS . IF TREZEE, HSNESE, “ProSize 51

®y. B Rk (Size Calibration) AT ” .

AHIREM (Overlay Samples)  #T/FBMAES (Overlay Samples) Fii, 77 LA ok [ &AMk sk AR
& KO S P e P PR K P R TR 25 R, BB 6

=, “ProSize BMMEEM .

BEBAUEMNE HITEEEMENE (View Capillary Positions) i, ff A& F s

(View Capillary Positions) K255 5 BME A B 2 MR AER L. R THELER,
iEZNE 9F, “ProSize BEBMEHE” .

PRE 7R (Quick Display) R BRIEE R (Quick Display) & M, Hy R TG 12 HBHE
(5% 96 BANE AR 12 IRBAERE 1D AFRE— 16 d kg
B, DA s 25 0

BRI ESH IR ESH (Separation Parameters) & H, M/ UEES BT
(Display Separation PR, BRI AT,
Parameters)

ProSize ##E 24 A A+



3 ProSize =R/ @
FRE  (BIRESCHITH)

thhb-bw—l‘-— - 0 x
Mdrwendion hodyn Oyten Papd Gad Pacmary by
BLYOREO BR-REL AL | [ EEXCIEPS ;
SO0 - t;&
” ———
= ——
. .
L
L i H $ i H i £ i H b4 H 3 ~
i N
e i @) || [ e[St i e [
ol < | -
ol e T T Tem
S s [iE B
s & e T e Ten
oo bl % £ e T Tew
e ¥ |-tes LR
P w Bl o
- w ' Wl Tea T T
e N 1 i ,[l !ll l ) Tos oo
o 1 e Tila e Ty
ox e o T T
e It [ T e
pret Y - .
sl o0 [ oag | L)
z L 1
e ] -
: ¥ | S S A A Hl”“ l § VoG St
Py B —

B 10 ProSize #MEE M (FTH T 12-BAVEHIE M)

1 — | L
L s

.L.-.QEO Sini=l=r Y- F31 | [ EEIIFNPY

o W s DA ader | Y %
7 - R ? T
= : 2
8 = . E
g™ T
0 - -
- [
10 o L 1=
- LRI ] 1 ]
s op) ° »| | I

13

B 11 ProSize B FFH (FIIHFT 96-T4NE HE )

ProSize #iE I+ R F A 29



10
11

12

13
14

30

FREIAEE
BFR

L5 7e

=85

A

5 1D B

*fEERE
EFER
Bk E]

ARy %
AR x §h
WERENSH

e 22lES
(Peak Table)

RFFeRiKiIEE
A

ProSize =/ &

F AR EZEDREWE 11 s, ST TR

ARSI (AESIE 14, £ 6) . FATHIRERFLEH HOL T SR . AWM AT

IR (A1, A2, A3-A12; #RJEHE B1-B12 %) o KM B SO M B 5 FHEBIFLEI (AT,

B1. C1%%) . MIEIRN (Option) S IEELEMEREFIFF (Capillary Array Format Column). w1

Pz AT e, R EMERFSIF LT (Capillary Array Format Row).

YRR AL AR EIR (AT T SCHRT BRI D o A F S i Sk s e AR 1 FL, 8K

Rt H A B A R EKOE o« 7T DO AR AT L A T B G -

Ltk 5> 4 [ (Plate Map) S2 A a] IR S REIL S T-3% 5.

iy i) BT YR B SO R SR TR .

JAFIRERL 1D S K SR A AR IRE S 1D B, (I BEEIRIERES 1D SRR, R

0 T LR 2R . A B R 51 R I 36 ) (Close) KOG 1D S i

{58 FE 9 251 4 B DA PR 1 i BE T LU o

TR TE PR G IR B Bl ok, BRI AR TR vk 0 LR P

HHTFTRFLA Rk S BRI SARR (RSN BoRFHKIGRIAL M. Aspdib

HELUEHEAREREE (FRT7 MK 8) .

e A A A 44 BRI 48 RFU B nmol/L ] BATE 24 y il i 2 fer

A S ekl 42 PR T AR T 21 BE B 401 2 B T DA SE S x i A

ER v DEURTCEE O, o DARYE FE i B G R 2 8 (WWE 13) o AR

MR T FEMWACE I WFE THEEANER, ESME4E, “ProSize iLE” .

BIR T TR IRE LIRS Marker ISR (BIESILE 18) o BARBIRTALHE:

o WURARICHC B I R AL ST MARIC A, B RRFRIE A (Flag Analysis) 50+ (& 34)

© WURSREUE 0T (Smear Analysis) BLE AL R & H, # EoRsREFET 44T (Smear Analysis)
EWR (E33)

o MR T S g bRiC TR, K RRESRARE (Advanced Flag) &1~ (& 36)

PPk W] 7E R AR T K, AR E 2 T (LE 12) .

FIAF SO, AR O A AR SR AT TR S 4/ H

ProSize ##E 24 A A+



3 ProSize =R/ @
FRE  (BIRESCHITH)

re

AT2: T4 Pus ONA dder

+B®

BEls»o:

nol == o

B 12 I Ak

Sietbp)

(R SR—" - 6 x
Fie Adminstation Aot Option Prjet_BatchProcesing Help
S @ MW RE=ier 3-S5 | | EEIEINEN
BLOBRO 9
» g
<73 4 P DA o 2
oo : i @
11000- e
il
oo [
o0 " @
A4
.
jm
g™ it
o
- g 8 ¢ v
o0
- L
2
e £ PR S Y Fy
LI ]

2 o € SoveCurent Configution

B 13 A EHTFFRIEE SO IR B X HEAE (8 54N S48 (Set Individual Parameters) XHEHED 132 FHTH

ProSize #iE I+ R F A
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FLER 530

FUHR 74 B (Plate Map) HH ] H I DI REIC A T35 5.
#= 5 7L 7B (Plate Map) 3ETIHAE

SREED i: 3%

U A ik BERE M FL, DA% Marker/WER 5y, i flag SRORELSE
58T (Smear Analysis) 251, #E 4513 (Peak Table) 15 B A1k
U], BlAE A A IR P R LS
A TR AL T R
< el
o BRSO ALk
o AR A vk E
o RS REN AL, TEBERER UK IR > AT B
« TEFESH ID SHUE K L EEHES ID (Sample ID)

1234567889101112

IommQm |-

LUE e WE S R PR T KAV Al el 7 e M

ProSize ¥iE 7 ik 4 A F i
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£ 5 7L % E (Plate Map) L& ThAE
FEEIR A

S8 15 B (Information) @ BN ARGV At PR TSR SO SRR AR
B BIEMIIER . X R GHE B (Notes) T-BL.
MTXRAED, WHHad x .

L ONF31533 - A 35-00bp s

FEdh 1D 0T wp oA 1D B (EZBIERT, T RARZ BTN B8R R G
FRETRE S 1D R SR
Wi B s 2 FR AT DA AR A i 1D 15 B
i T RE S 1D TTEASN (Import) txt CfF. 3% %H (Close), B
HIRE il 1D 512 [ 3 FLAR 7 A AR I

Sample Names ®a
DI FS-SMK900 Lot 11AGYWOS, 1
D2 FS-SMK900 Lot 11AGYWOS, 1
D3 FS-SMK900 Lot 11AGYWOS, 1
D4 FS-SMK900 Lot 11AGYWOS, 1
D5 FS-SMK900 Lot 11AGYWOS, 1
D6 FS-SMK900 Lot 11AGYWOS, 1
D7 FS-SMK900 Lot 11AGYWOS, F
D8 FS-SMK900 Lot 11AGYWOS, F
D9 FS-SMK900 Lot 11AGYWOS, F
D10 FS-SMK900 Lot 11AGYWOS, F
DI1 FS-SMK900 Lot 11AGYWOS, F

FS-SMK900 Lot 11AGYWOS,

ProSize ¥iE 7tk 4 A =i 33
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HFUERET R

Her A B 5 i TR TC S T3 6. e B A2 A7 W5 0 25 45 R 5 4 7 B
SEARE (bp B nt) {1, ATIE R IKE AL T2 DGR (cursor) H (& 14) .

A e BT A TR o KT A P Ve PR P P B I o UL A ot P T DAAE LK
e P AL I rh A S AR AL

B2 A5 AV 0 FE B > #LSRZAE > ProSize B [EIT&E (Help > Tutorial Videos > ProSize
Gel Image Functions).

[Einl=Rel 3-8 %=1 | | EEAUITIMEN

EEEREEREETSELRIRIEY

B 14 BOCERECE IR B R T RS £ S
& 6 HFLAE (Digital Gel Image) T 242

T B3I i3

SRR A e B B AR B BB AR, DAEERG NG ) A AR
(fl4n Microsoft PowerPoint) o 05 BOA B, T 53
JZ IR AT LR 4. PRSI A, R P B A A T 3 A
FH o R s b S AT T R

S R PR vk E R H4 2 I T IR VK T P G A BB IR, ARG s 3
HABFERF (Bl Microsoft PowerPoint) « ISR HCAA,
DK A2 ) PR i 3 PR PR T L 4 E ST BB R, ik
Jie k3 PR 1) A NS P 43— 2 0 5 A v R REAT T R

ProSize ##E 24 A A+
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* 6 HFIAE (Digital Gel Image) TE#

T B5Em

8 JHR (Show cursor) B

gt (Hide Cursor) — ]
AR g

ProSize H#E 2 4 A A+

i: %

TEH A I b B oRAKF G Sehr (cursor), R F 24
A J6hs (cursor) B T8 (bp Bnt) #ATARE. H4 5
FrEAFTEHR (cursor) b7 Hedu k Bbs 24, af DL ks
(cursor) IFR BN 2UTE R AL E .

kR (cursor) b TG SPIRAS H RoRET, Ik E b4
N AR T BRI 2 EDBAR (cursor), K35
P e 116 (curson) BEBATIXERE. W] R B ik 4 A4
Jebx (cursor).

WA HDEER (cursor), 5 FR S %44 .
TEHCFA I B R T B B 8 SR I R DU AT A
RINERE (Add Annotation) & H. % 7] DUYE 5 B i i
THER, FEFRRE OK). FRE SRER LR E
(Digital Gel Image) & 1,

4 Add Annotation

Annotation

Enter Peak Annotation Here

0K

BERBBIME LT RALE: REER R HES) R
FrAaiiE. T, TEERER R — o I —A gk

i # AT ik #0132 51 #% (Create Annotation), T DLEIE %
ANERE. [ FHESI (Copy) TBenT LK B 7 A AT AT 28 52 1
FIBTIAR -

35
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% 6 HF{LARE (Digital Gel Image) T &4

T B3I
TR

@ A
FIENAHL <

HEsEE R 6

{4 F Lower Marker %}

SRR [

{# /il Upper Marker i i B 4T
H—1t 8

36

i: %

T ERRREEES (Annotation Editor) & M. A L.

o B E AT B R NAG B AR R SO

o JEI AR A R AT B B

o E RS LI MIER (Delete) LAMNER ZERE, =i
BT kL ERMBR (Delete All) CLINBR AT A 37

L Annotation Editor - X
Annctation 1 W Delete()
Annotation £2 I Delete20)

B Delete

|

u

]

]

u v

Delete All O
< Apply © Cancel

R (Apply) ARSI B
bR, AL B R B SR 4 TR X 2K

B34 12 8 96 MKIE AL B x/y i
B 3 48 15 1 GOk 27~ BT IE 1Y) Lower Marker 3 Upper
Marker f¥ ¥t i B, 40 SRAXAE H Lower Marker, T Jy A
Lower Marker FIJ43 B & 1 A S (K AL 1A

E BT 12 8% 96 ANkIE (15w 4b i B A e (et g
NREA P45 0 55 381 1 3 3 4 S AL 5 K T 5 o W00 281 ) 2 Dl
545,

HHTE 12 596 MUKIE M B LR 1B Lower Marker 38 8
VAL AR R, AR St AR AN 8 BT A 465 R
SR . IEUNTEAE A Lower Marker TH5RE 54 5 IR BT A £ 7058
¥, {fH Lower Marker Xt B AT IH— 405, WA
R B 1 7 3 4 I A5 VKO 15 5

BT 12 B8 96 AN HkIE I Upper Marker 5040 i B4 &
SRS — A A A, S R R A AN K R T A
AEXSBREE . IEAN7E4# ) Upper Marker $H5508E f A 5 I BT i
[IFRKE, 18 F Upper Marker Xf 3R EE#EAT IH—1b 5, MEEAS
PG A0 22 21 1) 58t B I B 25 KO (R 7 5 5

ProSize ##E 24 A A+
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% 6 BFLARE (Digital Gel Image) T &4

T AR
WO EL P

BEE o

11 B B

Beael/ 537 Marker i

Bl AR M

ProSize H#E 2 4 A A+

i: %

PRSI A PRCE A 5 T B AN KE X LU . 3
FZ I U AT VK TE X L FE#% ] (Lane Contrast Control) &
Mo HESIVR S A% T LAY s I b 2 i i s BB R LU E .
B, HhEE (OK) B, sEBEEUHE (Cancel)
Hik.

T RS LG R B U E T M AT vk E (TR R
FHEEEDGHF (cursor) krid) . EZNHREEHF. ] Lower
Marker i i B 34T 15— A8 F Upper Marker 5 5 £ 33
AT VA Th RN 2 B AT T304 S %o L B e o

W8 = 4k AR B (Digital Gel View). & fin # & (Overlay
Samples) FHTH BA K 5 H BRET B AT 3 0 ot o 1 e e 1
B R,

2 Pl 2, 3 350 «

- BRAR (BOls, ek

- ARER (AfER, BOKE

« BRSE (BOER, goKw

« BRZK (BEOEHR, 46%F)

-t (EBH R, REIDTEKE)

AR T LR oR IR, DEE ORI AR GE T
AR ST ED o TR R IEHE AT LS A B B AR

R B AT b, 7E RS s Marker 2 18] HEAT
Y. BRI 5 AR Lower/Upper IH—4f Marker i
SRR B 5 kAT B A AR E A

FERC AL S, AERR R R R AR AR ) H e [ HEAT
DI AT R P e g e 5 0

I AT VAU B R ) BT

37
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FE kIR T Bi=3k 8

Hi kI [ (Electropherogram Trace) T B A% i a] F (I C B T3 7.

W 245 BiE VT 10 #3580 > SREAE > ProSize B jkiIEE IhaE (Help > Tutorial Videos
> ProSize Electropherogram Functions).

:gzg “fax: SampAl ";)e.

6500~ L ulp

6250-] e

6000-] i

5750-] E 9

5500-] &

5250- w
2 5000+ I

4750- :

4500- -

4250-

4000- %

3750~

3500- " P 2

I

3000- I J Vi

2660~

& b &
£ R 8

Size (bp) ﬂ

E15  JBONR R Ak R R TR SR . R,y S R A R, N2 Marker VR

150-|
200~
250-|
300
400—
500

£ ProSize ¥ 4.0 fRACH,  HL kg Bl 2 B 3 40 50380 00 82 20/ i i S g, TiAS
2% J& Lower/Upper Marker W5, W15 2 & 45 Marker WE1E PN AN y Blya
15 £ 1& 5T (Option) & H 1 i% £ B & 48 K (Autoscale) 1A & 7w 1& IT (Display
Option) (JLE 6) »

38 ProSize ¥ N4 A F AR
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% 7 ®jkI&E (Electropherogram Trace) T EAZIh&E

T BA=1EI
T (Zoom) &

S (Pan) [#]
EIZI4ETX (Autoscale) «5»

il (Copy) (1l

IETHFRIT (Peak label) 4

ProSize H#E 2 4 A A+

IR

AT LUK Bk I x Ty il

BOR: K RARE Tk L)y, dtmsMEsh, BIF—AHHE, #
SE TR X35 . A4 TF BB % LA K B0 o JBOK R U AT LA
SR BN BTG . 2B E FLIR S A 1 (Plate Map) s IR ABAT: it iR
SR UNEEE

WFTRREHBOERAE, W58 F BBh4EHL (Autoscale) TiRE.

BB, R E .

T B B4R Ik R x/y B R, 2 HREIZIRE (Time Scale) #1
T EZIE (Size Scale) T/nBizNT, N4 EHEHK R M5
B R B AR e MR MG —9 FEZIE (Uniform Size
Scale) B, H BN~ 0 bp F46.

Ty T2 BERS B BN B IR e A, TS5 RS Marker g
o W1 A A4S Marker 76 9 19N y BT L 0 RO AR I TR
(Option) & 1, ¥ ¥ B 455 (Autoscale) 15 A &R &R (Display
Option).

¥ 22 AT 7 FL UG P R P ST A BB AR, AR UG 3 LAt R (81l
Microsoft PowerPoint) o W RFMEATAER . R, BB/
R/ E R EE S EEHIEES, U ID FIFRER AR
SR B, x/y SR YR FTE R

S T B o P K O R R R S B . BRI AR A
VAR BN

L

o WEFE 1. 2. R R RRIS)
o BRI () JRAGIERS S A

. &% (RFU)

o ZRIERETTRR (WA /IT RS ()
« TR (bpEnD

« PR (bp Bint)

o IREE (ng/uL)

* nmol/L

39
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% 7 H;Kki&E (Electropherogram Trace) T E4Ih&E

T AR
BIRTERE
(Create Annotation) @l

IR
(Edit Annotations) ez

R/ R AR A
(Show/Hide Baseline) | | 4

40

HR

7 LK R R 1 B SGERE . ZERINERE (Add Annotation) X
IEHER, FH AT DR PR RN T B . B RE (OK), MRl
EIRTE HLK & (Electropherogram Trace) & 1 H.

24 Add Annotation

Annotation

Enter Peak Annotation Here

oK

BRI R ML LT R E: SRR G BT TR A E
HEZhET, FEVEREM 5 —um e I — k.

JE it R IR BT FE (Create Annotation), ] AN ANERE .
{3 I &Il (Copy) The T LUKE B 7 1) AT A 88 53 i 2 BY AR

ﬂﬂ“,ﬂi?‘éﬁ’iﬁ%& (Annotation Editor) & I, F P RILA:
TR SCA T BUH AR S AR R RSO
o IR BRI AT B O
o EEBER AR (Delete) LIMHBRIZERE, B Mk
S ERIER (Delete All) DU B3 T 45 13- 7%

B4 Annotation Editor - X
Annotatien #1 W Delete?()
Annotation #2 I~ Delete2O)

W Delete?
u
|
]
]
u
Delete All Q)
S Cancel

R (Apply) A E R E o

A D)ok B BB TUER N SR (RN ERL) o 15
AU (#5) (Peak Width (sec)). g% (Valley to Valley)
B FEELIE E = (Manual Baseline Setpoint) T H s 3 28 3£ 47 14
B, N SE S M B E SEBRIETHARI G O T, SR IR E AT P s Bl
e AW REEL, M ORIRIE IR 2 BRI, S
DNA/RNA 3R 55 »
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%= 7 HKkl&[# (Electropherogram Trace) T E=IhfE

T B35

TIRWETT UG/ 45 R %% (Show
Peak Start/End Edge) L

J@ It ki (Expand
Electropherogram Trace) »|

ProSize H#E 2 4 A A+

HR

T Yk 27 BB R TR S B RN 28 i (RO N IR BB
SRS DIN

5 7 ZEO VAR 3 BEAT R, AT S 4 M T s SE BRI T AR S 0 -

SLORVEF Sy (R AR SO BT B

F AT DO R B3 (D) (Peak Width (sec)), BAE H ki (&
AR TR (404> 340% (Split Peak) BiFEshlgRE =/ =
(Move Peak Start/End Points)) K B (it /4 (WFE 8) .

M/ LLE T IERE (#) (Peak Width (sec)). UEAEEE (Valley to
Valley) B FEhELIRE = (Manual Baseline Setpoints) T B H %
HITFEL (DL RS /4050 ©

e SRFUE DR RIEL, BRI AN EMERIAR 4y, AR
DNA/RNA 5R#Z& 5 »

TR 185135 (Peak Table) 1R J5 THIAR T HLVK I o« D9 - B4t
EiE AN et

41
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FE KB B 7R3

ATy BT x ) SR SR B TR Marker 1645 2 (Marker peak assignment).
WA 43 N b Pk e T x B K S (Bl 16) o B4R T F T 52 i i 2 A0 H s
MThEE, LT3R 8 .

W {5 L7 28BN > MUBFHE > ProSize MLKISEIINAE (Help > Tutorial Videos
> ProSize Electropherogram Functions).

[A1: SampA1

6750 2
6500 [t Cancel Y [l
6204 e <
6000 Set As Lower Marker
o Set As Upper Marker ’
570 Add Pesk )
5500 Split Peak 3
52501 Merge Peaks =
> 5000-]
g Lix
4750
Cli 1
nmole/L | | Export Data to Clipboard
g Export Data to Excel
4000}
37501
4 2
3500 5%
3250 1
3000} J)

2660~ § L8 L Timescale

Size (bp) Set Display Starting Time (min) ’I

B 16 JONER KGR BRSE R E . ER, y M2 e s B, A2 Marker W5

*8 HIkKEERRRESS

FEGHS A

2T (Accept Change) 32 AT VIR AR IR R T3 B2 CRMLE (Add Peak). 533U&
(Split Peak). &3l (Merge Peaks). Mif&IE (Delete Peak). ol

/4% 4 (Move Peak Start/End Points)) « Faifigie )G, EES
B (Accept Change), ¥ 5 SO FH T ih2k .

HUiH (Cancel) I AL AT F 3B o0 GRINIE (Add Peak). 43 341& (Split
Peak). &3 & (Merge Peaks). fF&U& (Delete Peak). ol m/4&
= (Move Peak Start/End Points)) . %3 EGH (Cancel), JEEEN T
It R EE 4

34 (Undo) 0 2 TR RAE R T30 2 GRINEE (Add Peak). 4334 (Split
Peak). &3 & (Merge Peaks). fF&l& (Delete Peak). Bl m/4&
& (Move Peak Start/End Points)) . %845 (Undo), MIfEE—#.

ProSize ##E 24 A A+
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®8 HIKEEERREGS
REHS

BEA Lower Marker
(Set As Lower Marker)/

B2 A Upper Marker
(Set As Upper Marker)

Wi (Add Peak)

43%%0% (Split Peak)

&% (Merge Peaks)

MIFRIE (Delete Peak)

ProSize H#E 2 4 A A+

1:3%

H BB AT R AR 065 B O Lower Bk Upper Marker,  FA1 2 3th i FH 37
1) Marker % W B 47 BB A — A4k

B AT 5 O Marker [ . i%$%1& A Upper (2§ Lower) Marker
(Set As Upper (or Lower) Marker) . iZUI§K 4t 158 Marker 2 %7 )5
—fk.

FEITIN MA@ T UE S (Peak Analysis) B H BIFR I, 5 X
FROS I RUFN 28 55

TR BRI 1) (X 35, A5 B B i Z X Sl B g (Add Peak). ¥4
H A 4t 3 BLGAR (cursor); ZEMIYGHRS (cursor) 5E SUBT I
R, HMDERR (cursor) & SUHTHIIEZE . KA 6ER (cursor) HEEIFT
WAL E, AR50 MR T IR BIEZ E X (Accept Change), Wi
HATRY .

e Wi (Add Peak) DhREA LT INAL T Lower/Upper Marker & [
ZAMEIE CnRANASE A Lower Marker, NIR47 00 Lower Marker 2
IALE-DIN

B IR VETF B 2NN, R RN E .

JHOK B2y FLUE (¥ X 3o A e B o % DX SR 9% 4> 340 (Split Peak). ¥4
HUBRAT €5 13 LG AR (curson). Kitks (cursor) HBEIFTH M E, 44
S5 A T IE I B R (Accept Change), Kk 43 Bk i /N
TRy

BAEBHENES I, IHERA—ADEETH

OK A IR U I IX Sk A B B 1% X3 O ik B A FE g (Merge
Peaks). F HILPIANLL 0 TE BGAR (cursor) s ZEfllY6dR (cursor) 5&
MBI A MIE, AHMI6R (cursor) & CEA I M Mg, f£
U PO EE /% A X SR I HEBD R (cursor) #EAT &9, SRJE A Bk s
IEBHESF E L (Accept Change), 4 ZANEE H A AT 5

FEhMBR ORI

TR R 0 (0 DX Sk o A B o 12 X IR IR B IBRUE (Delete Peak).
B LAt 3R B R (cursor). EGAR (cursor) 3 2 B 7 (1 i A1
B, R4 IR E L (Accept Change), Kl R4y
UillE

43
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*8 BIKEEBTRREGS
REHS

R R/ 2 1
(Move Peak Start/
End Points)

H G 2 BT I AR
(Copy Image to Clipboard)

RO T BB AR
(Export Data to Clipboard)

1:3%

SR E (oL A WEAR o3 D R/ 25 R

K ZIEFTTE R X . K 6hR (cursor) JRAEAR M S ORI s 2 8. A
A R PR IE TSRS /48 & (Move Peak Start/End Points). 7E 24 5f
P st/ 4 AL L AN G f 3l B AR (cursor). #4687 (cursor)
R RO E, RO AT IFERIEZER (Accept Change), b
PRI A/ 24 L, X AT TR 7

H: BIRARBCRREL, AR AMA S22 R0, B
2, P RJUEITIEE (3) (Peak Width (sec)). IEA AR (Valley
to Valley) i F & 4% E = (Manual Baseline Setpoints) T. =i 47
.

A 2 0 ) LU P B B BT NG AR ,  DAEORG G B A AR R (A
Microsoft PowerPoint) o /RIS ke, HLR A/ B 5/
L SRR E G b EEEHIEG, FL 1D ARG 2 FRKG S
B/ B, x/y Bl RF AT ETE AR

LA .csv #% 30 & il B vk g ] x B4R (IS ), HHEMMESS) Fy 4
(RFU), X Fptg 20 45080 T DA ELHERE G 31 Microsoft Excel %6 F HLT-
FAEART o REIUGET x Bl S0 RSO EE 1 51,y s S F)
SCHIEE 2 5.

T s H ik B BUE S M BB MR (Export Data to Clipboard) #4T
S TR, BT 1B IO R N L IR B .

1 ERHEZIE (Time Scale) f4>FEZIFE (Size Scale) BT,
5 H M

+ x=IH

. y=RFU

1EG—7FERIE (Uniform Size Scale) Bzl T, S H AR -

c X=0TE

« y=RFU

ProSize ##E 24 A A+
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* 8 BIKEEBTRREGS
REHS

- HE 5 1 3 Excel
(Export Data to Excel)

i A %1% (Time Scale)

57 & (bp) X%
(Size (bp) Scale)

B SN URET E (min)
(Set Display Starting Time
(min))

#'E nmol/L (Set nmol/L)

ProSize H#E 2 4 A A+

ik

TEAETHEHL_E 223 Microsoft Excel A B¢ IE #1217 %IhAsE. &G
& B 39T I Microsoft Excel, 521 .csv i 2 HLbKIE ] x Bdf (i
[]; HH:MM:SS) Fily $#ii (RFU). FMGIN x B8 52 1 B SCE o
15,y BRI E BSOS 2 51,

£ 4 B 9 1% 18 iR 5 B Bl Excel (Export Data to Excel) # 1T &
Hio SRJE AT LA 75 B0 SO AT b B R R AT

¥ fERHEIZIE (Time Scale) M4 FE%IE (Size Scale) BT,
S

o x=HfE

- y=RFU

HEG—nTFEZIE (Uniform Size Scale) BontER T, S H%E M-
 X=TE

- y=RFU

K x HESCRIT B R A0z, BN 480 #) (HH:MM:SS).
A i I PERTIEIZIE (Time Scale) #EAT B M. x HhiZI B B BCA
ITE], AR B B4

¥ x MBS TR (7E DNA. NGS. gDNA. 584843 B BR ) 14 g
Py B al R B8 bps 7 RNA BT A nt) o Bk Sof i
FHZERERT (B 5007, I A4 10 9 FE2ROE (Size Calibration) #52E H
I () 45 R o T

A BB IR 9> F 2RI (Size Scale) #HATH . x il %) EEK 5 2
Jorra, M8k E g

WE x Hll BRI R E

FAE i x IFk R B B R FFEARTE (min) (Set Display Starting Time
(min)). TEXTTEAES, fAFFLEETE] (min), FIEBRIA (Apply), ik
PN AR

. Set Electropherogram Display Starting Point X

Starting Time (min)
Ay 0
L

& Apply ® cancel

W y AR mTRCKZIRE N RFU BEECA nmol/L.
Fr iy y BhIFIEFEEE nmol/L (Set nmol/L) 4T ik
NFEH y I B RFU, 1648 v fhIFiE$# RFU.

45



46

ProSize =/ &

FEKIEE R R3CE — RNA R

7ERNA (%)« RNA (5 3 RNA () il Hikig
(Electropherogram Trace) &3¢ St R Hipthan & (LE 17 Fizk 9) .

TEIXEE RNA MU, FEk s B A 2 m k3R AT 16S/18S AZ MR RNA I IR 41t
R R, YT REN 235/25S/28S HEE R RNA U DLW 98 K o o

B T L
Cancel
o t
____________________ <r
Set As Lower Marker ;, I
Set As Upper Marker 9 « »
Add Peak s .
Split Peak ﬂbc
Merge Peaks w
Delete Peak =
é Move Peak Start/End Points Lu

JL

Copy Image to Clipboard
Export Data to Clipboard
Export Data to Excel

Set As18S

Set As 285

2500 -
2000~

5975

B 11079

1301-!

it
& 8 88

Size (nt)

4000-|
€000~

L

B 17 BOCHHIKIERIS R, SR T RNA (BB BEUFRIEORSER. TR, BOBEIR RNA 18235 LU 41

(RN GEATZS

*9 BIKEERRREGS (XL RNARATAR)

REHS
RNA (HEB #i
#h 18S (Set As 18S)

B 28S (Set As 28S)

ik

FEN W — AUy 18S IHE A RNA 1, H 11 55HE i (11 RNA

JiEZH(RQN).

B R E T EE N 18S g FJ7 . AR IRERIR
79 18S (Set As 18S). 1ZUEREH 1%y 18S U, FFEFril 5 RQN.

FE 5 —ANIEE S 28S MR RNA &, H T 11 50HE i ¥ RNA

S K (RQN).

R bR BT E R AN 28S WERIE BT, AR R R

79 28S (Set As 28S).

IR BN 28S 1%, FFEETTHE RQN,

ProSize #E 2 4 A A+
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*9 BIKEERTRREGS (XL RNAKRATAR)

KBS
RNA - (F#Z) #

%4 16S (Set As 16S)

B 23S (Set As 23S)

RNA  (HE#)) 1

¥ 18S (Set As 18S)

¥ 258 (Set As 25S)

ProSize H#E 7 4 A A+

HA

F o B —ANEEN 16S B0 R RNA W, T 11508 i 9 RNA
S H (RON).

R AR E T IR EOON 168 WERIE 1. AR TR IE R
9 16S (Set As 16S). %K1 % 16S UE, FFEHiT5 RQN.

FE P — &SN 23S BepEfA RNA U6, FFiH50FE 5 RNA
JREZH(RON).

B RbRE T EE N 23S Wi FJ7 . BT e o n
&4 23S (Set As 23S). %Ik A 23S 16, FEEFT L RON,

FEho B — AN 18S MR RNA &, T 31 504E & 1) RNA
S H (RQN).

B R E T EE N 18S g FJ7. AR IRERIR
79188 (Set As 18S). I H RN 18S 1§, FFH il 5 RQN.

FEh oL — RN 25S MR RNA &, T 31 508E & ) RNA
S H (RQN).

PR E T EEH NN 25S I FJ5 . AHked kiR
9 25S (Set As 25S). 1ZUWEREHE 1 25S U, FFEFTTHHE RQN.

47
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I£%15% (Peak Table) — DNA &3,

U513k (Peak Table) s kT Frik (A #E i 5 Marker IS (B 18) o %%
R T OB S R E R T . 1EFI3R (Peak Table) 7 BHL & F 3 10,

ik FEIE 5 F= & B 7~ Marker {5 2 (Show Marker Information on Peak Table)
wE (Z£BBCE (Global Configuration) Xf i > SR ILE (Advanced Settings) i
W) i, #HHEER Lower F1/8% Upper Marker 26 H) &

Peak Table |

Size (bp) ng/ul % (Conc.) | nmoele/L 4
1 (1M 0.0070 9.1797
2 101 0.0820 71 13333
3 199 00574 5.0 0.4745
4 | 300 00575 5.0 0.3154
5 | 400 0.0653 5.7 0.2688
6 | 499 01799 15.6 0.5931
7 | 600 00728 6.3 0.1998
& | 699 0.0647 5.6 01525
9 | 799 0.0587 51 01210
10 | 998 02425 210 0.3998
11 | 1198 0.0657 5.7 0.0903
12 | 3001 0.2082 18.0 01142
13 || 6000 (UM) | 0.0074 0.0020

TG 11547 ng/ul

TIM: 4.0626 nmole/L

Total Concaf 11550 ng/ul

DOM: 86

Threshold: | 300

T

18 XA LK% (Peak Table) (DNA #Ez)

7 10 U715 (Peak Table) TheE (X7 DNA X RAHER, HttEXTHHERIEEFTBEEEER)

e ik

4 F 8 (Size) Pl bp (DNA. NGS. &A1, gDNA. IRHIMEEEI i) 3 nt (RNA
B N BRI 4 T T R

WE (ng/ul) PRGN 5/ 50T (ng/uL) i s AR vk T A . IRE 2 BEE

(Conc. (ng/uL)) (Global Configuration) %} i # [¥] £ 2 (Quantification) & T 1= H1 11 24 i 1%

&, @it Lower Marker/Upper Marker 5% % Lower Marker [ HE5F
B TE BRE AT LUBCR T SR BE o KRS UB R S B AT AT R A A ol i 7B
= (Quantification) W& iT5 .

% (HKFE) (% (Conc.)) EFES PN BIREE H 20 i EE CREH Marker) .

ProSize H#E 7 4 A A+
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#* 10 U£%1% (Peak Table) IhaE (X7E DNA BRI ER, EtEXTHHERIEEFABEEEER)

T HA

nmol/L (nmole/L) CLANEE /R /T (nmol/L) N ERAL R3S A IE IR T S E . RIFEBEE
(Global Configuration) % if #E ) &£ 2 (Quantification) i% Tl & H 1 24 A1 1%
#, L5 Lower/Upper Marker 5% % Lower Marker [ 7T &0 &
PRl i AT LR TH IR BE . X R AERE B AT AR R A A E 2
(Quantification) % & it 5.
W BT R RGIRE T 1 DNA/RNA BBy 78—V 2 A FHK B BURTR &
W, BB EEE R R SRR T W (AT AU

TIC A ng/ul N AR5 FE 5 T B9 06 1468 B 7 2% 2 (TIC) (Total Integrated
Concentration (TIC)) CAELHE Marker) o
T TIC AN R dh 5 5 o AR AR 43 1 Ve Bl R 5% A (1 R ZR VR E

TIM PLnmol/L g 5 A 45 5 A i B B AR 43 U 19 a8 2R 70 R i 2 (TIM) (Total
Integrated Molarity (TIM)) CANELFE Marker) o
e TIM A FERE 45 F R R AR [ W BRI A B R 2

MR (Total Conc.) LA ng/uL s irdR &5 4% i AT U SR FEETHSE. CRELHE Marker) , TEiRlg
RERIY.
H#: MAUEF Lower Marker #EATIA—40I), SIREE (Total Conc.) B8 T 4
2k L b Lower Marker 2 J5 I BT A S AL, 10 24 {# H Lower F1 Upper
Marker #EATIH—4LIE, W25 T 526 LL E. Lower Fl Upper Marker Z [A]f
MU SR (Total Conc.) ANELFE Lower Marker Z 18 Upper marker
2 JG HVE TR o

DQN 4 DNA 4% 42:4% (DNA Quality Number), B3I 7 5 SCBIME I DNA B
SRR RN R (FEL/BBLE (Global Configuration) XHEHE > =4k
% E (Advanced Settings) &3 1 5E 30 .

P S BB 7ER PG BT R PRI BUR S L BIBINEAR (Export Data to Clipboard). #4
(Export Data to W% (Peak Table) {5 /8 5 H BIBY AR, LS B E2K5 15 3] Microsoft Excel
Clipboard) LW HB TR SHEANER,

ProSize ##& 5 ik 4 2 F it 49
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I&%1% (Peak Table) — NGS &3t

£ NGS 73 #i# R, 1§FFK (Peak Table) H#s s 36 T B ik 4 A1/ sl 5/ Bk 2% 417 1)
HAMER (B 19MFE= 1),

IRLHAME DA NGS M H () DNA SRECR AL 5 A H -

Peak Table | ]
Size (bp) ng/ul % (Conc.) | nmole/L | From (bp) | To (bp) | Avg. Size | V3% | &
1 |10m 0.0070 91797 0 10 1 649.38
2 |10 0.0820 71 13333 10 156 81 4317
3 || 199 0.0574 50 0.4745 156 254 198 0.98
4 | 300 0.0575 50 0.3154 254 354 209 0.57
5 | 400 0.0653 57 0.2688 354 444 399 042
6 | 499 0.1799 156 0.5931 444 577 498 0.73
7 || 600 0.0728 6.3 0.1998 577 645 599 0.54
& | 699 0.0647 56 01525 645 770 698 0.79
9 || 799 0.0587 51 01210 770 851 798 0.49
10 || 998 0.2425 2.0 0.3998 851 1169 972 450
11 | 1198 0.0657 57 0.0903 1169 1364 1197 0.98
12 | 3001 0.2082 18.0 01142 1364 4578 221 2922
13 || 6000 (UM) | 0.0074 0.0020 5598 7623 6054 3497
TIC: 1.1547 ng/ul
TIM: 4.0626 nmole/L
Total Conc.:| 1.1550 ng/ul
DQN: 86
Threshold: | 300
=l

B 19 F 5 Lg% (Peak Table) (NGS #z0)

% 11 &35 (Peak Table) Hi&MAITNEE (IX7E NGS A UFAH B/n, HMERX THHEREETE
EEER)

T ik
5 (bp) (From (bp)) 35 DNA We/3REE R s 70 T (bp)  (RIR/NF TRHED
# 53 (bp) (To (bp)) i DNA W/ iRBEC B 2 5 7 78 (bp) (BIEBCR T RED .

TR R A 1) DNA W /SR BT -3 0 T (bp), HRE T Mg/ iRESc Ik
(Avg. Size) BEsy A, L, FA5FE (Avg. Size) ¥ 5 MU F#17 F%48 1 50% 154

e / /R LA ot VAR T % B 4 7 e

ProSize ¥iE 7tk 4 A F i
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#* 11 1§53 (Peak Table) Hi&MAIINIEE (IN7E NGS ERRAFE/R, HiEXTHHREETE

EEET)

mHE ik

CV% e W /R R AR TP RIS, AR R R B (CV) #om, CV Il
FRUEDR % (o) 5 T44 () i LA
CV(%) = o/4
A AT A LUK SR o B/, A0/ S R A T E 093 7 53 A
.

DON it DNA 2 247 (DNA Quality Number), BRI FH 7 5 SCBIEFY) DNA 543

LR BRI R (ELBECE (Global Configuration) XHEHE > SRR E
(Advanced Settings) &3 HE O .

ProSize ##E 2 4 A A+ 51
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I£%15= (Peak Table) — gDNA &=,

E gDNA S HTERT, 3113 (Peak Table) s 2/ 56 F BT I/ B ok 5% 47 1Y
#AMEE (E 20 Mk 12) .

IXEEFHME BAERI LI 4L DNA IR A H .

Peak Table ‘ %
Size (bp) ng/ul % (Conc.) | nmole/L | From (bp) | Te (bp) | Avg. Size | CV% ﬂ
1 (1M 0.0297 388304 |0 49 2 27037
2 || 24959 17 100.0 01173 2239 47885 | 23831 2544
TG 17 ng/ul
TIM: 01173 nmole/L

Total Conc.f 1.7895 ng/ul

GOM: 96
Threshold: | 10000

20 gDNA X 3 St L g 512 (Peak Table)

R 12 UE%)5% (Peak Table) HiBmaThaE (X7 gDNA ERIFAS E/R, HRX THHERFEET
BEEER)

T iz

GQN HRAS R (K JE L7207 424 (GQN) (Genomic Quality Number (GQN)) 115145 5.
AR T & T ARURT e L5 R (bp) FIFERIKREE, FFET0 (i
i 210 Ui BIEHE. GQN JymTH ) CBE R E 7 FBR LA 3301
4R (£ FELE (Global Configuration) SHEHE > EZRI&E (Advanced Settings)
IR E SO .

BI{H (Threshold) F P R T+ GQN 4y T4 (bp).

ProSize ¥iE 7 ik 4 A F i
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I£%13% (Peak Table) — Total RNA =%,

ERNA (EAZ) « RNA RE) 5 RNA (YD) iR T, 1531% (Peak
Table) KA MK B R @AMOE R (B 21 /i 13) .

XS AME BAEAI RNA BESRFERTHEAES RQN (RNA RS H0 M AEHEH
.

Peak Table | %
Size (nt) ng/ul % (Conc.) | nmele/L | 4] RNA Property Summary
1 |isam 0.0419 8.4374 RNA Concentration (ng/ul)
2 |7 09639 | 213 25.6535
3 |15 02241 |48 4.8036 therd
¢ 163 03504 |77 6.7064 285/185
5 203 00148 |03 0.1577 14
6 | 469 00462 |10 03112 RNA Quality Number
7 |1275 00760 |17 01853 85
8 | 1546 00716 |16 01445
9 | 1803 11709 | 253 20252
10 | 3354 15531 | 343 14448
11 | 5753 00400 |03 0.0217
12 | 11031 00165 |04 0.0047
TIC: 45281 | ng/ul
TIM: 414500 | nmole/L
Total Conc.:| 4.6679 ng/ul
=

21 RNA BT F: 54 E 1§51 3% (Peak Table)

% 13 &35 (Peak Table) Hi&MAITNEE (IXFE RNA R BAH B/, HEX THHEAREETE

EEER)
b =| i
RNA ¥ JE (ng/uL) Phng/ul N IREFESR T B MR WRETEE CRaH

(RNA Concentration (ng/uL)) Marker) , Til&E G5
T MU Lower Marker #EATIA—AHET,  RNA WREEH FEHELL
PL I, Lower Marker Z J& [T A S TR . RNA R B R AL 35
Lower Marker LA R fIUG i AR o

ProSize ¥iE 7tk 4 A =i 33
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% 13 1§53 (Peak Table) Hi&MAILNIEE (IXFE RNA BER R ER, HiEXTHHEREETE

BEEETR)
5 B
28S/18S (E#%) , B RS PR RNA W FRIVR BT LU B4R . i LA RNA BE S AR
23S/16S (JE#%), Bk BAEbR, SRR RNA J7 22241 (RQN) (RNA Quality Number
255/18S  (HE¥D (RQN)).
RNA i &3 3 o FE I RNA 7 &2 2247 (RQN) (RNA Quality Number (RQN))
(RNA Quality Number) TR ZEETZMEER, WRRE IR R RNA WL

FRBESHATEE, FFEET T (AR 2110 GmD MvaH.
T AORAE AR A AR TR B, K R NaN, TR 42
35 RQN i

ProSize #E 2 4 A A+
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I&%13 (Peak Table) — mRNA &3

FE MRNA ST B0, 6413 (Peak Table) (94 MK SR asb (& (B 22 A
£14) .

IXELHAME LRI RNA FESRFAEATTH SRR S rRNA {5 3% 1 73 B R A T .

"
Peak Table | %
Size (nt) ng/ul % (Conc.) | nmole/L | &]  mRNA Property Summary
1 j150m 00233 48022 %rRNA Contamination
2 (118 0.0330 13 0.8677
3 149 0.0560 21 1.1693 L
4 (178 0.0230 09 0.4062
5 (231 0.0149 06 0.2009
6 | 380 0.0563 21 0.4870
7 | 470 0.0884 34 0.5858
8 | 594 01223 47 0.5416
9 (790 0.0841 32 0.3318
10 | 1069 0.2567 98 0.7489
11 | 1510 0.2883 11.0 0.5954
12 | 1908 10171 38.8 1.6632
13 | 3628 0.0881 34 0.0758
14 | 4874 0.3573 136 0.2287
15 | 8032 0.0862 33 0.0335
16 | 10343 0.0521 20 0.0157
TIC: 26238 ng/ul
TIM: 8.0515 nmaole/L
Total Conc.:| 26208 ng/ul
=

& 22 mRNA R £ 5 BI85 (Peak Table)

% 14 1§53 (Peak Table) Hi&MAILNEE (IXFE mRNA BERXFAF R R, HEXTHHERESR

HESER)
e fig
rRNA 7544 F 43kt (% rRNA Contamination) 5 FE S AR RNA SIS R

Marker) , TR RETH 5.

ProSize ¥iE 7tk 4 A =i 55
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I#%13% (Peak Table) — small RNA ##3{,

& small RNA 23 i T, 1513 (Peak Table) (45 4 a4t s & (& 23
Mz 15) .

XLELAHME BAEALI small RNA #f SRFEATTHERE fh miRNA B2 EUI AR5 H .

‘
Peak Table | %
Size(nt) | ng/ul | % (Conc) | nmole/L |&] small RNA Summary
1 [1amM | 00626 1347919 P
2 | = 00592 | 160 3.4249
3 |e7 02264 | 610 10,5109 A
4 [ 100 00394 | 106 11263 smallRNA (pg/ul)
5 |12 00860 | 124 10792 1569
microRNA (pg/ul)
60.2
TIC: 03710 | ng/ul
TIM: 161413 | nmole/L

Total Conc.:| 0.5605 ng/ul

=
23 small RNA Bzt F 3: 71 L #0551 % (Peak Table)

% 15 1£%3 (Peak Table) HiZMAITHAE ({X7E small RNA #ERiEFATE R, HtERX THHERE

ETHEEET)

mAE Ak

mMIRNA 45 Lt (%microRNA) SR TE small RNA & SCIX IR P (1) miRNA B 43 EE
(%microRNA) 8 {H. ZEETFEZMHHEE, BFEF
TR . Bk MIRNA (nt) Atk small RNA (nt)o

smallRNA (pg/uL) % %5 M Lower Marker #| fx K small RNA (nt)
(Maximum Small RNA (nt)) % 5E (B 1

miRNA (pg/pL) (microRNA (pg/pL)) # 4 M Lower Marker & K miRNA (nt)

(Maximum miRNA (nt)) %5 B K .

56 ProSize #IE D& B A FEMR
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I£%13% (Peak Table) — RN HTER,

TERAZ 53t (Mutation Analysis) #AF, 7E£BECE (Global Configuration) X1
HE > SRR E (Advanced Settings) iE TR H i X IRZE B 7 (% Error) G,
R —XIBL7r DNA W & 7 5 BN RSE T i AP 7r DNA g 73 78 (X
RSEHEFEIR) X EEIEK A FE Pk & K] (Electropherogram Trace) fill%13& (Peak
Table) R HE/R (E 24) .

3 T 0 g 7 7 v i T i i
00:00:00 00:05:00 00:10:00 00:15:00 00:20:00 00:25:00 00:30:00 00:35:00 00:40:00 00:45:00  00:50:01
Time (HH:MM:SS)

96798 -5~ 2, | eakTable
90000-| @] | Size (bp) | ng/ul | % (Conc.) | nmole/L |i&]
. |1 [35am 19389 | 90.5306
80000~ =2 76847 |122 404967
il |3 104298 | 1656 4161%
© =
70000 H o | 447051 | 712 1087748
5 |5000 (UM) [05000 | 01646
i & \
1 w | |mc 62819 |ng/ul |
> L TIM: 1908911 | nmole/L
& 50000+ LA Total Conc 82309 | ng/ul
L [
40000~ M |
~ [
30000-| * [
[
20000- S um :
| [
10000~ A I L \ ‘
]
A [
[
[
|

Ad

B 24 7ERAESHT (Mutation Analysis) #550F,  PHPESS F7E BIkiE B (Electropherogram Trace) Flllé i
(Peak Table) R H BoR  (HEFFRIETERM 15% R 72 H 4 LI 1D

N T #E HLIKIE B (Electropherogram Trace) flil %13 (Peak Table) H198 Hi &R 5¢
Ao iU N AR R PRI S5 R, W AE £ /ELE (Global Configuration) X ifiHE
(g5 4 (Peak Analysis) Fil Marker 4347 (Marker Analysis) i& ik H j5 H I & 2
IE & E L% (Valley to Valley Baseline) W & .

ProSize ¥iE 7 ik 4 A =i 57
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Frig o3k (Flag Analysis)

R E S AR TRRE (Flag) &, FRIE9H (Flag Analysis) 2T oK Sy 5
BRI R 518515 (Peak Table) 341 & (& 25 flFk 16) . bric K45 Ri%4T
BoR, RATHN T LRI — A FES L. FIAREUNFRICHRSE, e T a4
Fric & 7B . LL O = FALSE 1 = TRUE [ — kil =0 45 5L

WA RS AR, AR5 SRIE S H BB MER (Export Data to Clipboard),
A LB FRIE 5347 (Flag Analysis) 16151 H A5 JEL 5 1 B BT IR, DAL IS 215 F i)
BRI, AXICIRMEZERE, S NE4E, “ProSize it ” oi#
Bl > MBTAE > ARIC 9 4F (Help > Tutorial Videos > Flag Analysis).

Peak Table | Flag Analysis
SampleID Ampl Amp 2 Y
350 +/- 50 bp 700 +/- 100 bp
AND AND
> 1500 RFU > 1500 RFU
AL 100bp DNA Ladde| 1 1 :I
A2 100bp DNA Ladde| 1 1
A3 100bp DNA Ladde| 1 0
Ad 100bp DNA Ladde| 1 1
A5 100bp DNA Ladde| 0 0
B 100bp DNA Ladde| 0 0
AT 100bp DNA Ladde| 0 0
B 100bp DNA Ladde| 0 0
A9 100bp DNA Ladde| 1 1
A10 || 100bp DNA Ladde| 1 1
A1l || 100bp DNA Ladde| 1 1
A12 || 100bp DNA Ladde
Bl 100bp DNA Ladde| 1 0
B2 100bp DNA Ladde| 0 0
B3 100bp DNA Ladde| 1 1
B4 100bp DNA Ladde| 1 0
BS 100bp DNA Ladde| 1 0
B6 100bp DNA Ladde| 1 1
B?l 100bp DNA Ladde| 0 0 LI
- [ »

& 25 F 5t _ERIkRIC BT (Flag Analysis) I

% 16 ¥Ri29 47 (Flag Analysis) 3£+

bl xR

TLRER 2R S FRRICREfFL: 55 & ID (Sample ID) FI51H T A
(Well/Sample Name) FE G AR

%1 (Columns) i B RTRR R B — SRR b6 4% B RBRAC 4% A o

ProSize ¥iE 7 ik 4 A F i
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% 16 ¥Ri29 47 (Flag Analysis) I+

=]
5 /47 4% (Column/Row Data)

Fe o T BTGB
(Export Data to Clipboard)

ProSize H#E 2 4 A A+

i: %

Pt s s Bt AR RIS A AR E AR
0=FALSE R 2 %44
1=TRUE G2

TR A 11 2R 5 B v i BRI R S B BB EAR (Export Data to
Clipboard). #&%1% (Peak Table) {5 5 5 H BIBTGHR, LA B3
KNG 3] Microsoft Excel 554 H L FRIEFETH . FHEAE.
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SREISE T 7T HT 3R (Smear Analysis Table)

W R SRS 4T (Smear Analysis) &30 (1 c B A ST ik 5 E, SRESE
43HT (Smear Analysis) i 101 0K 7R A Bl ) 3% 100 5 U§ 513 (Peak Table) 41
Bx (E26f3%17) .
TR RFNEMFERATERU TS GERF 17D -

Ff &t 1D AL B

H & X yRcskal 7 2=3eE (Range)

5E SRy EVE TR EE, B4 ng/pL

BIRE B L (% Total), RPHRALSR I FE PRSI B 1 4 b

5E ISR B2 YR 9 nmol/L (nmole/L) #< &

F195F= (Avg. Size)

5E SRR B AT Y 1Y) %CV
SRS 23T (Smear Analysis) JEFER B EFRL, HIKIER B BR— KR
RE2k, T RG-S AR IR B P TR (WE 27D .

W SRRE S FL A B % 3% T oRBRERTE 04 (Smear Analysis), MR ATH N2 H.
RA—AMFERIER T 20 FREEHE, MaBR2MT. £E 26, gl
R T B IRENS T ER . 190-500 bp A1 500-900 bp.

A LK SREL ST 434 (Smear Analysis) JE I 1 11115 55 H BUBT I AR, DA(E R I 21
AR RIS . BRI RS B 2B E4R (Export Data to
Clipboard). HXAricIREMIEZ(EE, HSNE 3E, “ProSize £ 51”7 B #EE) >
VLSRR > SR EETH 94 (Help > Tutorial Videos > Smear Analysis) .

ProSize ##& 5 ik 4 = F i
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SRS T ST #r 3R (Smear Analysis Table)

Peak Table | Smear Analysis ®
1D Range ngful | % Total | nmole/L | Avg. Size | %CV
H1: Sample AL 100 bpto2500 bp | 45760 |[996 17.2809 | 436 3511
500 bp to 2500 bp | 1.0569 | 23.0 2.7109 642 28.07
H2: NGS5 Lib Mix1 | 100 bpto 2500 bp [6.0333 |99.0 200585 [ 495 46.56
100 bp to 600 bp 48439 | 811 19.2688 | 422 2085
H3: Adapter NGS Lil| 100 bp to 2500 bp [ 31396 |99.2 124723 (414 3461
100 bp to 600 bp 28641 |90.5 122740 | 384 23.55
H4: NG5 Lib Master | 100 bp to 2500 bp 38746 |99.2 141503 [451 4381
100 bp to 600 bp 33697 |86.3 139386 [398 2277
H5: x 100 bpto2500 bp | 0.001& | 296 0.0167 180 10334
100 bp to 600 bp 00018 | 294 0.0181 165 2719
Hé6: x 100 bpto 2500 bp | 0.0024 |50.1 0.0068 584 14033
100 bp to 600 bp 00019 | 400 0.0188 168 2544
HZ:x 100 bpto 2500 bp | 0.0017 | 20.2 0.0033 854 10585
100 bp to 600 bp 00011 |135 0.0082 226 52.89
Ha: x 100 bpto2500 bp | 0.0022 [619 0.0244 147 23.56
100 bp to 600 bp 00022 | 619 0.0244 147 23.56

B 26 F Gt _ETRESkH /0T (Smear Analysis) ET

H1:Sample AT T 436 ;62

g
+Ew

5750~

376

RFU
EEas o

2750+

s & 2 & Sbad & &
& 8 9 3 REERE8 8 8

weR 8
Size (bp) ’l

27 fEEFUm Bk EE T URECKT 0BT (Smear Analysis) IR I A FLK i [ AL ]

1]

2000~

ProSize ##E I+ R F A
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17 REETE 5347 (Smear Analysis) I

A=
ID

il (Range)

ng/uL
RIREE L (% Total)
nmol/L (nmole/L)

¥ 4F & (Average Size)

AR5 ZHBA S (% CV)

R HE T 2B AR
(Export Data to Clipboard)

62

iz
IR AL BB,

S IRBER I, AN T & (bp).

R T R X N TSR B SR A (Smear Analysis) IETIR (2B
& (Global Configuration) X ifHE) ¥ \ I#EH 5 F 2 (Start Size)
£55R5F& (End Size).

W WS ARXAR R R FLAE I RIA (Apply) ThEE, TWEERHANEA,

LA ng/uL Dy BT A i i SCER R R Y FE IRE

e (50T 5 SCHR TR AR T Vi ] PR RO i AR P T L

A nmol/L it FE B0 5 SRR s ok Y FEREAT 4 A

2 CHITRIAR W B 1075 (bp), B8 T IRERSR A IR L

e Bk, P850 F& (Avg. Size) 44 WUE T RIE T4 1 50% 1)
SRR LR L) 20 8

R SRR BRI T TR I S, FIAE B RB (CV) %
T OV BRI (o) 5T (W) B LLA:

CV(%) = o/

VR AT AP BT RIS« MO, SRR IR 14 TR
i,

M B R SR B R i B g BUIE S W B 55 I AR (Export Data to
Clipboard). 1§53 (Peak Table) {5 2. 5 HBIBY MG, LAE BRI,
F] Microsoft Excel %% FI B FRIEFE T FHEANRK.

ProSize H#E 7 4 A A+
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=R FRIE 7 H3R (Advanced Flag Analysis)

2 FHECE (Global Configuration) X & HE [\ &R FRiE (Advanced Flag) % 1 f2 4t
Thrid ik E . BRIFCHHT (Advanced Flag Analysis) %55 K4 Ay B ) i 75
51£%3 (Peak Table) %) &~ (& 28) . Snbricssi®, iR E L.
EEFRIE ST (Advanced Flag Analysis) i T 75 LL R 45 B4

SRR E

WEEH

nmol/L

RFU

WFRFENEEA LS R, EEH RS (Export) 12404 5dE 5 H 2
.CsV X

ARAMETHREMWEZ(ER, S WE 45, “ProSize AitE ” SEEEN > MIRHAE >
SRFRIE S H (Help > Tutorial Videos > Advanced Flag Analysis).

[ Peak Table | Flag Analysis | Advanced Flag Analysis
Title Tag and Criteria | Size (bp) | ngful | % (Conc.)| nmole/L| RFU |
1500 bp: 497 |o5791 (287  |19163 | 4954
1500 bp +20 bp AND > 2000 RFU

700 bp: [6s7 o315 |95 [oasm (128 |
| 700 bp 215 bp AND > 1000 RFU

& 28 EFH M ARIL /T (Advanced Flag Analysis) #£35

ProSize ##& 5 ik 4 2 F it 63
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R E B E XS (Set Individual Parameters)

MR SO VTN E R ProSize B, E£BECE (Global Configuration) Xt
THHE FP o B A AR AT Lower/Upper Marker 38, BESIEFR 2. 2> TEEHE. &
B ATAAR L/ TR ELSE T 98T (Smear Analysis) & REE (AXRIFAELR, 55
[R5 45, “ProSizeid&E”) .

INEEE S, W LRHON RN S AR AT I E S8 (RAiE) , thi]
PASAT SO T e (RJRBEED » BN T € L — B  FEdh

N 75 A AN Y BT R/ R G B 1 E, 5 {EIESIER (Peak Table) (45l
% BB BANEH (Set Individual Parameters). 4R )5 4 o B X HEHE, AL
MR F AR BN R 2 HORE (B 29) o IR VI EIIEFIER (Peak
Table), 1Hik# @ EREER (Show Results).

sssss

[B1:NGS Library #30 (sure select kit)

R

64

B 29 B O EXHERES T M E R (R
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%47, “ProSize IE” A T MBI RN LE . DL E A
T AR BT R R

BCE — g5 H

U5 (Peak Analysis) 3T 5 I & SURE dle AR 7r . Sl o Wik g . 70 #r
XA T R B st E (B 30) . 7E58 85 “&/ALE — IgNHh” —

H XL T e

17 1 VAN

US54 (Peak Analysis) 1T < A 1087 15 B AT LAY T 24 157 Frde fORE & L (Apply
to Selected), W] PARZ TR mAR I ATE R (Apply to All) (LER 18D .

Advanced Flag

Peak Analysis Marker Analysis

Peak Analysis

Inclusion Region

Quantification

Advanced Settings

Smear Analysis

Analysis Region

Peak Width (sec) 10

Start (min)  End (min)

Min. Peak Height (RFU) 100 [+ L
# Extra Valley Points| 3
Valley to Valley Baseline?

Filter Selection Manual Baseline Setpoints
Filter| Binomial ~ Start (min)  End (min)

% of Points 3 2 8 B

Apply to All Apply to Selected
% Load L Save Current Configuration

(i}
Flag

E 30 K BASH (Set Individual Parameters) X FHE 1 (11443 #1 (Peak Analysis) 2LIii-&

ProSize ¥iE 7 ik 4 A =i
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*®18 HMENIEE
wE
A (Apply to All)

ST it 4
(Apply to Selected)

iz

534 (Peak Analysis) LEIR 1T 224 B ¢ 4G 18 FH T-m 3 it 28 <
PRI BTA RE R Rl & —Fh 4 R Th e .

e AR AL ThBEET, 2w B HOHE SO & AR TE 1 S AT (Peak
Analysis) i T5 - B 8 ) 1 B R A

534 (Peak Analysis) 215 1 BT 24 Al 1 BA 8L H TR SR I 48 2
FLo EBEMIIREIR, K BoRFriERESR (Selected Samples) FLR 4 #ii B2
B, R N A A BB AR AL

4 Selected Samples X

Selection

BHRTR L. TE, AR5 REHRE (OK) LS #dBGH (Cancel)
LRI 2 (EN

T A UR T AR, 2 BB O SO e T R S TE I 4 T (Peak
Analysis) BT HFEAT AT (o] B b 152 7 0K 5 78 75 o

ProSize ¥iE 7 ik 4 A F i
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Bt & — Marker 9%f

Marker 53#4fr (Marker Analysis) 150~ 3 & H - %€ X Marker Ui £ 1 Marker I
MM E (B 31) . #5990 i1 “2F/EE — Marker 734” Hhxbix o5 & i

17 TR .

Marker 534 (Marker Analysis) 3 5= H (1) 37 152 B AT LA T 24 11 B ik B R i FL
(Apply to Selected), AT LARIF T-#E AR H I FTE #E60 (Apply to All) (LF=19) .

Peak Analysis  Marker Analysis

Marker Peak Analysis

Advanced Flag Inclusion Region
Quantification

Peak Width (sec) |5
Valley to Valley Baseline?
# Extra Valley Points |3

Use Both Markers

Apply to Al
@]

2, Load

Marker Information

Advanced Settings
Smear Analysis

|
Flag

— 1 Lower Marker
=l | First Peak [+ /500 3| RFU
Upper Marker
Last Peak |~ >|200 | RFU

Apply to Selected

% Save Current Configuration

31 WEBANSH (Set Individual Parameters) XHEHEH ) Marker 434 (Marker Analysis) i3~

ProSize ¥iE 7 ik 4 A =i
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#* 19 Hft Marker SHTEE
wE
4x# 5 H (Apply to All)

S H T piride st 5
(Apply to Selected)

iz

Marker 7347 (Marker Analysis) & 0 1IBTA 24110 % B A4 N F gk
M SO BT RE o DRI & —Fh 4 R Thsk

e AR SEThRET, 2 X ECHE S & AN R TR Marker 43 #T
(Marker Analysis) 32 T H 5 2 19 152 B K A 7

Marker 5347 (Marker Analysis) 115 [ BTG 4 5T 5 B4 B T8 i

MR E fL. MRS, ¥ 2o FriEsfm (Selected Samples) fL
WA FEISREE,  FH T B L 2 i v A AL

P Selected Samples X

Selection

C123456789101112
A

B
&
o}
E
F
G
i
<

SEREFTRIOTL AToRF1, JAJE S AR (OK) BARIF; BB (Cancel)
e Lk

VE: (EFIBCINARI . 2 B E B SR TR S Marker 43
(Marker Analysis) i 55 it 7 0 (7 Mg 50 B A0 140 7 25

ProSize H#E 7 4 A A+
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BE —E=

E £ (Quantification) 1K ¥ % B 55 F5 2 T € &1 Marker 2% ladder, H
TARRFERAEGRERT S T MR 5 (B 32) . £ 97 L “&/iLE —
EE” FXIXLReEAT T A4

E £ (Quantification) 12 -~ H 8 15 B AT USRS 24 115 BTk (% i AL (Apply
to Selected), AT AR T bl B BT AL (Apply to All) - (JL5= 20D .

Advanced Flag Inclusion Region Advanced Settings F]

Peak Analysis Marker Analysis  Quantification Smear Analysis Flag
Use Lower Marker Final Conc. (ng/ul)
0,083
Use Upper Marker
Use Ladder Dilution Factor
@® 12
Applyto All Apply to Selected
2, Load %, Save Current Configuration

B 32 ¥EBASH (Set Individual Parameters) X HEH ) 72 & (Quantification) 15

ProSize ¥iE 7 ik 4 A =i 69
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#20 HttE2gE
wE
AN (Apply to All)

ST BT 4
(Apply to Selected)

iz

E 2 (Quantification) 1% T = ¥ BT A 4 5 15 B ¥ B T n#k i
Hlm SO BT RE S . IR —Fh 4 R T fg .

e AR RER, 2 R AT X B SR A AR A R
(Quantification) HeT5-< Hh BpL 8 42 114 157 B 5 o 7 5

E 2 (Quantification) 3 T 11 AT A 4 il 62 B K N TR R AR I
fewfl. EFIIhEEE, K RoRpTiEsES (Selected Samples) 7L
B AT RS, BB BN 2R 15 B ORE h fL

24 Selected Samples X

Selection

()123456789101112
A

B
C
D
E
E
G
H
\/

BT R ATES, R REERE (OK) BUMH; HdiER
8 (Cancel) M 1k #4E

Ve ALThRENS, 2 R O SO R 0 BT R TR E B
(Quantification) eI HrEAT I AT AT B2 152 28 005 e 7 5

ProSize ¥iE 7 ik 4 A F i



ProSize =/ &

BLE — SRBIEE T 74T (Smear Analysis)

SREQSE T 34 (Smear Analysis) I o 1) v B A H - se g i e TR AliE 5
BIRE (ng/mL) K FEVEE (El33) . £ 99 1 “£/EE — SREEH o
(Smear Analysis)” XX DIE AT T VEA A

SREIEE T AT (Smear Analysis) T HH (1385 B rT USRI T 24 11 Bk A AL
(Apply to Selected), AT LARIF T-#E SR H I FTE #80 (Apply to All) - (LF= 21D .

WA T BRSRESEHESERE (Display Smear Range), 7 H ik I & A R 2R
WS 0 1) 3 B RE 26 6 (cursor). IXEEJEFR (cursor) € X T 4Rl I ) TR B A&
6 H e T = (bp) (Start Size (bp)) f1ZE5R 93 F 2 (bp) (End Size (bp)) HIFIA
B 3 A B A SRSk T Y R S5 1 6 nT DA AT 6 o T R B AR
(cursor) U, [a) e 8% A 45 B AH N D'EAR (cursor), AT LA % 5 Ho% i Y Bl A A
20 IREZRA /AT (Smear Analysis) X 38015 H 31 58 51 28 6 b (cursor) 47 8 .

6827+

6500
6250~
6000 -1
5750~
5500~
5250
5000~
4750
4500-]
4250-|
4000~}
3750~
3500
3250
3000~
2750

RFU

2341

H1: Sample AL 2 | Flag | Inciusion Region || Advanced settings
Peak Analysis | Marker Analysis | Quantification | Smear Analysis | Flag
< Start Size (bp) | End Size (bp) Display Smear Range
| 100 | 2500 ¥ @
] 500 | 2500 ¥ @
&
Lis ®
M L
Apply to All Apply to Selected
R ERT Y
8 EaReg 8 8
Size (bp) " ‘l 2, Load [®  saveCument Configuration |

=

& 33 WEBEASH (Set Individual Parameters) i AE H1 TR BUA& T 73T (Smear Analysis) TR, 3 H
T RIRIREZEATEH (Display Smear Range)

ProSize H#E2 4 A A+ 71
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R 21 Hh3RENES 24 (Smear Analysis) & &

wE
4x# S H (Apply to All)

AT RTEST 4 (Apply to Selected)

iz

SREISLE AT (Smear Analysis) eI HI A 24 i3 B ¥ N
FF IRz A B SO R BT R e DRI — 4 JR T A
T AR ULIOBERT, 2 AT e SO S ANRE R R TR
3T (Smear Analysis) 32157 = H SRR 1 B B 1 P
SRECETHE T (Smear Analysis) SEI5 R (BTG 24 w5 Bk N
TR RR AR L. BBHIIGE, HERRERER
(Selected Samples) LR Aii EIZE L, F Tk 2R 24 61
BB R AL

P Selected Samples X

Selection

B

&
o}
E
F
G
i
<

Apply

RS, T, RS ERRE (OK) AR il
HUGHE (Cancel) M dr1E34E

e (FRHLIRRT, 2 AR e SO R R T A R TR
2 53 Mt (Smear Analysis) 3 I - o 347 FO AT ] A 5k 1 B

ProSize H#E 7 4 A A+
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BLE — #ric 547 (Flag Analysis)

FRIB S (Flag Analysis) 0 (14 152 B8 7 BE A% T e 200 75 20005 2 14 8 b
(I FRBGRETEED , JFERGRN Y (0=41%, 1=1Ff (E34).
E 101 T “&FECE — FRI8”7 R B AT T VEGIN .

FRIE S (Flag Analysis) e 5~ o (B 5 B S TR AR TR BT A R 5 . 3= 22 %)
Horp—2e i BT T4,

Advanced Flag Inclusion Region Advanced Settings B
Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Tag 0o~
Value  Unit Range Value  Unit Range
350 bp vt |w|| 50 AND [\l O RFU ~ || £~ 1500
Tag [m]
Value  Unit Range Value  Unit Range
700 bp ||+ s | 100 AND vl D RFU ~ || > |w || 1500
m}
v
Save Flag Parameters Lozd Flag Parameters Remove All Flag Parameters
2, Load b} Save Current Configuration

E 34 B #BASH (Set Individual Parameters) JHEHEH (FRIE /04T (Flag Analysis) T
* 22 AMFRIEHINEE

wE iz

{R-1ERIC S5 (Save Flag Parameters) {1 B A5 12 43 AT (Flag Analysis) ¥ B ¥ 08 47 S A
(*Flag ¥ &%) , 7T LUMEEA 5] (10 s ScfFrb o K47
FE—A SRR AR SE R, T e 2 i & SO E IR L
P T WSO 2T R AT s B (OK) TRAFSCM, B
THEGH (Cancel) MFHE .

In#EARiE 2% (Load Flag Parameters) BMSAE < Flag ¥ B4 H gz s RAF AR ic o H
(Flag Analysis) & & o W4T H— SR AR, 1T
S8 VL) e 75 SCAHRAE B I N 5 (SO SR RRRE (OK)
m#ESCHE, B EGE (Cancel) I E K.

MERPT AR C S KB PRk IR T B

(Remove All Flag Parameters)

ProSize H#E2 4 A A+ 73
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BE - SRLE

=% E (Advanced Settings) i 3K 7] F T 45 & 4b 21 H 45 (K 03 73 4 B0
(B35 . #1020 “&FEE — SR THEMANA T ixiEm-~H A

BH

SRR E (Advanced Settings) Z KN I+ 2l SCAFH RIBTAFER . &L ARE
AN 73 BT o b B A BEAE B SR BB ST, T Bl R —
o A kAT AL

Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Advanced Flag Inclusion Region Advanced Settings
Show Marker Information on Peak Table
Mode % Error
Mutation Analysis |+ 0
Minimum RFU for Signal Processing
0
2 Load & SsaveCurrent Configuration

35 WEBRANSH (Set Individual Parameters) SHEHE 1 1% B (Advanced Settings) &1

ProSize ¥iE 7 ik 4 A F i
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AL E — SRFRIC T

SRFRIE T (Advanced Flag Analysis) & I+ 7] F ¥ & £ s 75 2550 2 1045
SENRE (R IREVH . &R JHEmREERE (B 36) . fEH
102 71 “£B/RE — SRR FX e BT TN H.

Peak Analysis Marker Analysis Quantification Smear Analysis Flag R

Advanced Flag Inclusion Region Advanced Settings
100bp ~
:100 bp 30 bp AND > 1500 RFU

500bp

+500 bp +20 bp AND > 2000 RFU

700bp

: 700 bp 15 bp AND > 1000 RFU
(Add..)

v

Apply to All Apply to Selected
Load Advanced Flag Parameters Save Advanced Flag Parameters
2 Load % Save Cument Configuration

]

& 36 i HASH (Set Individual Parameters) X FHE 1 (=2 A7ic (Advanced Flag) 2tIi-&

ProSize ¥iE 7 ik 4 A =i 75
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BCE @A 77
Ui il ProSize B+ HIFCEE S 78

4R B X IR HERL IR 81
LRALE — MRk E 82

L JRBCE — W5 HT 85

4 JRHEE — Marker 2341 90
ERE — S L BMEIESHT 93
LRE — T =L 94
2R E — E & 97

2RI E — Bk 8T (Smear Analysis) 99
A JRBCE — fxid 107

ZJRNE — mhaid 102

A JRELE — BFIXIE 106

WEBPNSH 108
BEPANSH — SRR E 110

WHE BN S — T 117

BEE AZH — Marker 4381 112
WEBENSH — €& 114

WHE BA S — TREGEH /BT (Smear Analysis) 116
WEBNSH — FRid ot 118

WEBEANSH — DNA FiESH 119

WEPNSH — @mBbRE T 121

WHEBAANSH — AFIXE 125

KEAHT ProSize Bt HECE (Global Configuration) XFiEHE. HAMNENH T
TEFTIF HIBE SO i B AN E S 0SB

ProSize ¥iE 7 ik 4 A =i 76
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FiC & faj /1

2B/t E (Global Configuration) XfEHE (BLER T B SCHE IR B BN S8
(Set Individual Parameters) X i&HE) F T I0&k. g BRORAF 8 7 i U DL S Ak
AR SRR, Bl T EAHE. Marker/FEIERY . E& . IRELZEAT M
(Smear Analysis) Fl/EbRIC 7> M bRt o

A P B B AR 38 5 VA BE B AT A RIS R AORE S Hr . P AT LA B ProSize
AR 70 BT o 1X EER ProSize B B A4 HIHT 10 ASF4F 5 14T BAE FLIk
ARGHIHT 10 A AFARIL AT .

FERZHNEOT, A A A 223840 30 SR AR AR B, wT LN #k &5 7
58 SCRIAEAR 1) 4 Jey e B ST A o MR R 7 1R ) S 2 5 0 P B SO AR R AT T b,
41 DNF-910-33 - 35-1500bp.ini. AR 75 2 ZFEARIRIBUX L B M. 22380
PERS TR0 2% 1 L B SCEAL T C:\ProSize data analysis software\Configurations 3¢
e,

ProSize ##& 5 i 4 A 2 F it 77
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i7718] ProSize - HRIELEER

AT Eh i PRy s 1) ProSize B 1 BC BAS S

ERBCEXEIE

e T T 5 R b PR A K SCEAE ProSize B i AT IR T e 4TI R
AL IR BOHE SCAF IS, G SR FH AR R 43 B T S i B E AR UTEE, W2 E 3hign
P f £ BECE (Global Configuration) AEHE (& 37) .

BCEAEFT BRSO IS, 7 R] DURE I 3 Ik £ E TR (Option), 4R )5 i 4miBEc
E (Edit Configuration) &%, SRIEKACE.

TERZHNGEOT, A MA [ 22340 380 SR AR, v LN & i 1
58 SCRIAICAY, 1) 4 ey e B ST A o AR A R S PR ) S 5 0 B B SO AT T b, 8
41 DNF-910-33 - 35-1500bp.ini. AR 75 2 ZFEARIRIBOX L P B M. 22380
PERS TN 2% 1 L B SCEAL T C:\ProSize data analysis software\Configurations 3¢
e,

ProSize ##& 5 ik 4 = F i
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L DMF-474-33 - HS NGS Fragment 1-6000bp.ini X
Advanced Settings
Guantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis Marker Analysi Peak Analysis for Cap Size Calibration
Peak Analysis Analysis Region
Peak Width (sec) 30 = Start (min)  End (min)
Min. Peak Height (RFU) 25 | 0 =0 =
# Extra Valley Points| 3 3
Valley to Valley Baseline?
Filter Selection Manual Baseline Setpoints
Filter Binomial ~ Start (min]  End (min)
2 of Points 3 : 10 : 43 :

H sae 4 Load # cancel
37 4 JAlLE (Global Configuration) 4 iEHE

WE RN SHIHEIE

S %o 135 AE P LE 4T B0 SO 18 B e R . e SR A Y
B4 ATLAET IR I8 SO o 5 ) 1% B NS 3 (Set Individual Parameters) X
WHHE ([E38) o A, WEIREREBNSH (Set Individual Parameters) Al E
REER (Show Results) () %2 )%, J&# TR RIETIZE (Peak Table).
SRELSE T ST (Smear Analysis) BiARIE M4 (Flag Analysis) .

TEFLERIEC (DNAL NGS) T, &EBRANSH (Set Individual Parameters) XHFHEL
5 DON LI, 1 AES 1 B DNA FRES# (DNA Quality Number) fIBRI{H -
F & T BME ) DNA B4 EBREL 10, 193] DQN (—MfiEdabs, JEH 0-10) .

ProSize H#E2 4 A A+ 79
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IR B B A5 3 (Set Individual Parameters) SHEHE, B 24 5l sk A90E 5 )
W E AR A R B R . HeAh, A0SR A R O B S 4 [Enter], WIEE Bk
AN a0 FE RS BRI, X2 —Fr “RE” Wl . FEEm-RH s
N T RA RS, E AT ERRIA (Apply to All); 4075 4 5 BN 82 T T B b e
E B M A T RmEXT S (Apply to Selected).

£ /AL E (Global Configuration) F1i& & 8 4> & % (Set Individual Parameters) %
T AE RN E TR I B AT A R D RE . TR AR 3 1) )5 B2 5545 HoRe v -1 B i
TR AT E VA8 .

74 ProSize Data Analysis Software. - 8 x
A Aralyis_Option Prsjct _BatchProcessing_Help
wl ODRO EE =Rl SN | [ AN
1234567891012 [-20000— E
o LA
Ec —sox0. —0
5 I i
K =
g e S
g e ey
A Seee e .
(i) . o0
. .
-
e e
-
| e
S S
222}22‘i:2‘;’3;63;53sxaasg;gauéas8535gggaszs885ssggg.:.mm.zmm:amm555;xémxxn:xgigagsagaggggé
1350 R T P DA o P | PeakTabie
3 Size(bp) | ng/ul | %(Conc) [nn
o] : e
= e N ) 0.5000 M
11000-| 8 R ED 21001 |56 174392
) T -
10000 4 Jan 21464 57 8.8508
s & |5 im lemn (69 (2w
w | [0 (200 [55 amem
2000- R m 7 103 20995 56 3.4350
L | e s 673% | 180 73280
7000- L 9 2028 1.6316 44 13363
o\ [iess |45 oot
000 o 11 4001 162 |43 06684
5000- g & § ® 12| 5075 56624 | 151 18383
B0 [1em (a4 o
a0 Wl [ieost (43 oo
00 15 | 20000 (UM) | 0.2708 0.0210
a0 QB EZ R LT
T [ 7976 | nmelet
Toto Conce 375994 [ ng/ul
o S S S S S |2
& 8 9 @ ® € 88 §¢§ 8 E g 8
Size (bp) »[ =

& 38 FIHFHIE MG, FTICE & E IR E AN S H (Set Individual Parameters) Kb

80 ProSize #IE D& B A FEM
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& R e B X I HEREA

2B E (Global Configuration) Xf HHE AL E AN EIR, T E SO 2 B HE
TR DA AL BRI B, R SR A .

2 JBCE (Global Configuration) FFHEREHS, P 1T LMRTE (Save). Mn# (Load)
BURA (Apply) BLE X E (W% 23) .

% 23 £/5BCE (Global Configuration) XHEHEIZA

124 ik
H sae # 4= /I & (Global Configuration) fif 77 Jy FI /7 5 9 SC 4
Cini #8320 o TERARTE ST 3T I BRI, #0KE A7

BT S5 R R i .

& Load InERHE OB SO (rini ) o R, iR, KE
Hree ARG & 1 Tl RGBSR e 35 1
C:\ProSize data analysis software\Configurations {3,

#2481 H)4 JREEE (Global Configuration) % & M Fl T ¥4 <
fF. WRBEE SR G AT, AR (Apply) ALK L4 AT
IR BT SCE . I REHE SO T AT, Bk E
VB TR, B R 2 B0 E S I E R

% cancel WO BT SE B 6 2 RECE (Global Configuration) & .

ProSize ##& 5 i 4 A 2 F it 81
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EREE - SHKE

=R E (Advanced Settings) B IR {5 FH - BE 05 45 & F T A0 3R EHE 1) H0Hs 25 A
X (B39 . 785 24 XX BT T AN A,

Z4 DMF-474-33 - HS NGS Fragment 1-6000bp.ini *
Quantification Smear Analysis Flag Ay d Flag Inclusion Region
Peak Analysis Marker Analysi: Peak Analysis for Cap Size Calibration

Advanced Settings

Show Marker Information on Peak Table

®

Mode Size Threshold (bp)
DNA [v~] 300

.+ DNA

RMA (Eukaryotic)
RMA (Prokaryotic)
RMA (Plant)
MRMA

Small RNA

MNGS

Mutation Analysis
gDNA

Restriction Digest
Linear Interpolation
High Sensitivity

H sae % Load 8 cancel
B39 4 JRALE (Global Configuration) X iFHEH &% 1% & (Advanced Settings) &<

% 24 S4%E (Advanced Settings) AL B T~

®E iz
(S
DNA FT 3 W AR 1E B0 Wi i bR vt dsDNA 7 BX (f14n PCR 7241 #4 .

ZAE G DNA ladder #EATHRE, DABRFEXT (bp) AL IR T &
it 5 Upper/Lower Marker 5% 4019 B ) DNA ladder HEAT Lh 5 sk 52

IE &,
X FEAAREETE, TREUE T BN PIR L IS, AEBUER
DNA ##3,

ProSize ¥iE 7 ik 4 A F i
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% 24 S4%E (Advanced Settings) AL & T~

®E

RNA (FE%)
(RNA (Eukaryotic))

RNA  (JEE%
(RNA (Prokaryotic))

RNA  (HE4)
(RNA (Plant))

MRNA

small RNA

NGS

ProSize H#E 2 4 A A+

iz

FIT 431 B A% Total RNA B, i RNA ladder /T4 HE, H5H 5T
# (LUEERR (nt) A o it Lower Marker 38 LRI FE Y RNA
ladder #HT ELECRSCBLE B . THE 18S Fl 28S %Ak RNA IR LA,

PAX RNA &2 50 (RQN).

T4 4% Total RNA #E 5. 51 RNA ladder #EA78HME, 1HE 5+
B (UEHR () NEAD . 815 Lower Marker 8% 2L A0 1) RNA
ladder HEAT LA R SEIUE B . 115 16S 1 23S Btk RNA W LA,

B RNA i B 24 (RQN).

FT 53 Hr#e#) Total RNA #Edh. i RNA ladder #EATASHE, THEL40F
& (DU (nt) D o @5 Lower Marker B¢ CUANVRBE 1) RNA
ladder AT ELBORSEBLE & . 115 18S I 258 #% Mk RNA LAl

BLK RNA i B 2 (RQN).

FIF 54154 RNA (MRNA) £5. {# RNA ladder #E4T1:HE, 154>
TR (UEHER () A8AD . J@id5 Lower Marker 882 509K B 1)
RNA ladder #EAT LL BRI E B

FF 20 #r mico RNA (mMiRNA) ¥4t . 43 RNA ladder #E4THHE, 5
miRNA B 4rtE. small RNA (pg/uL). miRNA (pg/ul) florF& (P
IR (nt) AEf) . i85 Lower Marker 52 503 FZ 1) RNA ladder #
AT HEBOR S BLE &

M Tt &, vRdacir. = m g A/ s P 240 dsDNA FE
ie ARG E T AN (NGS) v BOCRE T

ZAEAEH] DNA ladder #EATRME,  LABBIEXS (bp) NN R R T .
i#id 5 Upper/Lower Marker B¢ &N & 1¥] DNA ladder 3347 LLHCR 58
DER.

AR % IFR (Peak Table) iR TSN FREIGGH. “Fi 5 7 &
1% CV S
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% 24 S4%E (Advanced Settings) AL & T~

"RE

RAEG W
(Mutation Analysis)

gDNA

PRSP i) 23 #
(Restriction Digest)

i R
(High Sensitivity)

iz

1% 3 5 Mutation Discovery il &4 & H T A B R S i
DNA ladder 47 #2 , VAW IEXT (bp) A M ER S F&E. BidS5
Upper/Lower Marker 5% E.503& & () DNA ladder #E4T LR SEHL E = o
HXFHAT, SRIZE (Advanced Settings) K 2 R4 1
REBDEE (% Error) 7B, fEIREBTEE (% Error) F B #IA M E 2
FLYE R Y, G SRR i AT R AN B 2 i ke o 45 T8 0 38 1) e
KA B (BENEERERD 4R, XEIEEEIETIR (Peak Table)
0 H 3k % B (Electropherogram Trace) 158t o . s ol LLilid &
1)y RFU (Min. RFU) 32 45 1 2 S5 /I 06 1 B3R 190

A DNF-474-33 - HS NGS Fragment 1-6000bp.ini X
Quantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis  Marker Analysis  Peak Analysis for Reference Cap Size Calibration
Advanced Settings

Show Marker Information on Peak Table
Mode % Error
Mutation Analysis |+ 0

Min. RFU
0

H sae & Load ® cancel

T FrEa, vRBc . JEm g R s 1 2R 41 dsDNA FE
who ZAESE R T3 41 DNA (gDNA) 43H7.

ZAEAEH DNA ladder JEATRHE, BABSIEXT (bp) AN EIR 7+ 5.
#Id 5 Lower Marker B{ 2 &1 2 1] DNA ladder #E4T ELECR SR ILE & .
AT ISR (Peak Table) &R TA4MAO 2 FREEEL FI5TF
. %CV M GQN =%,

FT Wi A2 B Um0 R bt dsDNA FrBE (4sildm PCR 7)) B
ZHLEE T DNA ladder #EATREHE, DABREEXT (bp) AL R RS T &
jBit 5 Upper/Lower Marker B¢ £ %09& FE [¥) DNA ladder #E4T LR 5k
PoE i o AT T 20 b B ) 1 P L e R 2 (T

BiEoR (L pdf, 1§53 (Peak Table)) N pg/ul A2 ng/ul.
LT NGS 27 (HALH THARIKRE) .

ProSize ##E 7 4 A A+
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% 24 S4%E (Advanced Settings) AL & £ T~

wE ik

A RFU (Min. RFU) A DA F TR I RFU.

1SR R Ja L ThAE G, FE &SR (Peak Table) ¥ &= Lower/Upper Marker
Marker 15 & W DL B 2 AR 43 0 T AT A S U 1) 3 R IR P A S

(Show Marker
Information on
Peak Table)

EREE — &S

g5 4T (Peak Analysis) Je 34 FH 7 REWE $i5 5 T T3 R ATAR 04 il 04 (10 06 v A1 e
TERAE: EAEL I, JRREEEI X (E 400 . f£5% 25 Pofixet
BEEBAT TR

ProSize ##& 5 i 4 A 2 F it 85
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A DNF-474-33 - HS NGS Fragment 1-6000bp.ini *
Advanced Settings
Guantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis Marker Analysi Peak Analysis for Cap Size Calibration
Peak Analysis Analysis Region

Peak Width (sec) 50
Min. Peak Height (RFU) 23
# Extra Valley Points| 3
Valley to Valley Baseline?

-«» Ak |4

Filter Selection

Start (min)  End (min)
0 A0 <

Manual Baseline Setpoints

Filter| Binomial

i

2 of Points 3 =

H sae & Load o Apply

Start (min)  End (min)
10 o 43 :

# cancel

40 % JRNCHE (Global Configuration) XJ 1% AE H1 i 53 # (Peak Analysis) I~

% 25 &5 1 (Peak Analysis) B Eif E

w’E ik
I&453 1 (Peak Analysis)

&5 (s) (Peak Width (sec)) & UM TU A I AUV TE BRAEL, LARD N BAAr. 0w R B0 B W) LA SE &F
b SR U PR /2 a5 TR PR 5 L DM T DS Bt s SR 0
(A R/ 2 R
T RIET S, ARGy 3-5; X IREGKH M )y 25-50. %X
B AEN 50,

i (RFU) T IR R E AR (RFU), T8 20 A UG . IR T e 52 B 04

(Min. Peak Height (RFU)) ALBAE P TR
W E i fE 20-100 RFU T A, BARHCG T4 S 55 ARIH] .
R, RO T R LI KT 5 RFU,

ProSize ¥iE 7 ik 4 A F i
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% 25 1&5347 (Peak Analysis) it B1R &

®E
# BOMIIELS

(# Extra Valley Points)

VAT B A 2 7
(Valley to Valley Baseline?)

ProSize H#E 2 4 A A+

iz

Vb B 2 A I R FE LR AR A s/ 4 s DA S 2 () 22 R R 2 bt
BRSO R SR L P A AR . o SR R A
Ky REAE BT — AW RS KM B M) 25 12 18] 2] — 2% SE LR 2

2Ry IR VLR, W3 LR T 4 b 2 1 B A R 2 B 0 2 1A
“ ﬂ}%//ﬁ\” .

W TEEMIESBIEREL? (Valley to Valley Baseline?) % & A
REMLIT LA E .

WG 15 T 2 5 M WA ) i 2 R 4 S a5/ 46 R DA S W 2 R e P B 2 o b
T B T B W A S T 2 4 S T AN U TR B2k . i SR AR
BB R, A HE S — IS ORI AN A T TR 2 ] — SR BE LAY
T2 WY LR, R 2 5 2 b 2 i 3 A AR 40 88 0 IR 11
CUER

1E R EIH, 77 RR T )8 HIES BligE R (Valley to
Valley Baseline) if &l (4 2k; T 7 2R SR 72 B B 5] —
FE SR

17 {at: sampAT

nnnnn

17 {at: sampAT

nnnnn

nnnnn
>
& 3400
3200
nnnnn
27961 \_/

Size (bp)

G251 25 (Valley to Valley) = B4
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% 25 1&5347 (Peak Analysis) B BiR &

wE
it & 243 3% (Filter Selection)

it
B % (Filter)

R (# of Points)

23X (Analysis Region)

#LE (min) (Start (min))
453 (min) (End (min))

F AL T R

(Manual Baseline Setpoints)

iz

E S 8 SR AR B A A R B A . A P R AL T A e i

LT

« Jc(None): AXFHHEHEAT AT 98

« BENFIIME (Moving Average): 78— sk (R 5 10 BT 24148

« Savitzky Golay: —Fh £ I [A A4, 1 Savitzky-Golay 5
IR RS
:Iﬁit(Binomial) F T O R HOHAT m i 3R R 2 1 5 A
/J\/&%ﬂ;,g (Wavelets De-noising): B BN A8 Bk 23

e ST REHSA, HEFRIER G 3-20 A TR IR .

SE SUBTI B T 8 A R I S R

ﬁﬁuﬁﬁ%‘%%i@ﬁﬁiﬁ’lmj@’?i&
BEriME: 9

+ Savitzky Golay: 9

« Zmi: 20

o UNEEME: 4

SE SCRR 3 A0 93 T Rk g B R (O AR 461 1] (min) . oA G065 Marker
AR iy U
e IR 0, BN O min FFAE 5T R bk e B .

SE SCRR 3 A0 93 AT Lk g B B0 19 225 SR 1) (min) . oA G065 Marker
R iy U
QRGN O, K B 370 M S ek 0 1 e 4 5 RO 18] B PAY PO 0

% Lower/Upper Marker [X 4 LA T s e X AEER . 1% DR JuH:
T FH TR A RSO AN T R R IR A R

ProSize ##E 7 4 A A+
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= 25 &S 1 (Peak Analysis) BL Ei% B

®E

24 (min) (Start (min))

S5 (min) (End (min))

ProSize H#E 2 4 A A+

iz

HETFEIREIRLN, & IR HIHEL AL ] (min). A
SR TE] (min) AbJEER I Y bz B R T T BT i B ARk o

W A (min) (Start (min)) FIZE5R (min) (End (min)) #B%IA O,
Y2 RZ DR £ IZ TR d NI, 15 5B #E 238 (min) (Start
(min)) FB A NG5 A (] o 78— ZKH N AR I RIS, 45 I (]
¥ B FIE A 455K (min) (End (min)) B .

TEF U E IR, & A AL B IR ) (min)o SN B2 st
) (min) Kb B2 Y Sl B K FH T8 OB IR B R 2

VI FEEREE (min) (Start (min)) FE3R (min) (End (min)) #B%IA O,

Y25 % T Re. 15N IZ T B NE I, 1 S 7E &2 1R (min) (Start
(min)) =7 BER NG SR ] o 7EF — IR NSRRI TRV B, 45 i ]
¥ B FIE 7 453K (min) (End (min)) B .
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2 FECE — Marker 1

Marker 7347 (Marker Analysis) e 355 I ' B 126 £ FH T~ 16 % Lower /5% Upper
Marker W ffubsiE, FFHOEREN AR EXHRR B TR~ (B 41D o 7
F< 26 0T IX LT BT T AN .

£ ProSize 1, F A LLA Lower/Upper Marker 15 B AN [7] T i 43 47 (Peak
Analysis) IR FEE S IE S B0 B I SE. RN T, XDl dEw A
F, Etn 53 H e g T (0 Marker HHEE, BEGAL 30 5E B R kg I

I PR AR G R R, AT PLi% R Lower/Upper Marker Xt (8 @4 Marker
(Use Both Markers)) , =8 128 ] Lower Marker ({X{£F Lower Marker (Use Lower
Marker Only)) 5% Upper Marker ({1 F Upper Marker (Use Upper Marker Only)) i
ATHAR I —1K .

L DMF-474-33 - HS NGS Fragment 1-6000bp.ini *
Advanced Settings
Guantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis Marker Analysis Peak Analysis for Reference Cap Size Calibration

Marker Information

Marker Peak Analysis Lower Marker
PeakWidih (sec) |5 2 [Pt v - e T
Min. Peak Height (RFU) | 200 2
Upper Marker
# Extra Valley Points | 3 M _ast - =200 &/ RFU
Valley to Valley Baseline?

Use Both Markers

# Use Both Markers
Use Lower Marker Only
Use Upper Marker Only

i

H sae 4 Load # cancel
E 41 4/RACE (Global Configuration) Xfi&HEH ) Marker 4347 (Marker Analysis) #£35

ProSize ##E 24 A A+
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AT DU 3 U B A0 = R A %k B Marker, AT LLAR3E Marker {58 (Marker

Information) &575 o B TR)VE [ E AT e 4% (& 42)

ZA DNF-474-33 - HS NGS Fragment 1-6000bp.ini
Advanced Settings
Quantification
Peak Analysis

Smear Analysis Flag
Marker Analysis

Advanced Flag

Peak Analysis for Reference Cap

Marker Information

Inclusion Region

Size Calibration

Marker Peak Analysis Lower Marker
PeakWidh se0) |5 [l rrst [l >[200 Ei[RFU
o First Peak
Min. Peak Height (RFU) 200 |3 F+1
#Extra Valley Points |3 = F+2 >(200 4/ RFU
Valley to Valley Baseline? F+3
Use Both Markers v s
F+5
Between
B save & Load <« Apply ¢ Cancel

A DNF-474-33 - HS NGS Fragment 1-6000bp.ini
Advanced Settings
Quantification

Peak Analysis  Marker Analysis

Marker Information

Smear Analysis Flag

Peak Analysis for Reference Cap

Advanced Flag

Marker Peak Analysis Lower Marker
Peak Width (sec) |5 2! [| Between |v >/200 |3 RFU
~|lmin.| 10 +-min. 2 {
Min. Peak Height (RFU) 200 |3
Upper Marker
#Extra Valley Points |3 E [l Last v »/200 |3 RFU
\Valley to Valley Baseline? M
Use Both Markers v
EH save & Load < Apply ¥ cancel

X

Inclusion Region

Size Calibration

42  Marker 24T (Marker Analysis) i£Ti, 7R T Marker 4% 10

Lower Marker ] DLk 8 —ME (First Peak), B —AME (F+1). =& (F+2)
2, HPETBE (RFU) M NANE. [FRE, Upper Marker AT DLk & fE—NIE
(Last Peak), iL-1. L-2%F. A LURAER A, MW TS hiafEmE
i8] (Between), Jf:LL X min +/=Y min 7% 2 AW 8] >R i% % Marker. #1140, [E 42
(145 B Bz i) Lower Marker ik ##5##E4 8—12 min (10 min +/-2 min) Z [a], U >

200 RFU.

Marker & 4534t (Marker Peak Analysis) & {KlES; (RFU) (Min. Peak Height (RFU))

FF % & Marker ()2EathE = RI{E . Kk, Marker {52 (Marker Information) iR
(1% Marker F#J0& i B{E 2 2055 T 5K T & RIES (RFU) (Min. Peak Height (RFU)).

7 26 /48 T Marker 4 (Marker Analysis) 635 41 () ¥% &

ProSize H#E 2 4 A A+
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# 26 Marker £ (Marker Analysis) BC &% &

RE

R

Marker 0§53 #r (Marker Peak Analysis)

&5 (s) (Peak Width (sec))

BRI (RFU)
(Min. Peak Height (RFU))

# AL 1
(# Extra Valley Points)

WY B AR FE L ?
(Valley to Valley Baseline?)

{E AP Marker
(Use Both Markers)

XA Lower Marker
(Use Lower Marker Only)

XA Fl Upper Marker
(Use Upper Marker Only)

58 SCHI T VARG Ry e S BRMEL, DA S W i/ 2 i, AR,
FRMELRT LS G b e SCTE W PR A/ 2 s TBAIR ) e (ELIUI T AR &
Hhji AU 25/ . XT- Marker TR, —M B E N 3-5.

SE IR R BIE (RFU), FH &8 Marker W, KT 1302 {E 104
AW FEAE N Marker.

BE 5 B S50 Marker Vg (R FE R ARAMIE fl/ 28 s A S BE 2R L
FELRW RIS B PN B . W e
K, NG — AN WD SR B AN 4 A 2 E) 2] — 2k B ELIN
Rk WREEBN, NIRRT L H BB R i A
My IR

R HIEARIESELZ? (Valley to Valley Baseline?) it B4
REBGS LB E

SR 25U Marker WSR2 R ite s/ 2% s DL R B 2R IhREE
FLE R A S IE LR A B AN TR I JE 2R . W R AR R L
HETESE — NGRS ORI EE MG ER S 7 TR 25— 2 B BRI LL. iR
JE UL, MIIELE T 2 H A H BB RS BIEZ A “0ER7 .

{8 FH B % i Lower Marker #11 Upper Marker X} CE $dfs #k47 19— 4L A0

A Ad T ) Lower Marker Xt CE #d #E47 V4 — (L AR Uk .

A FH BT 1) Upper Marker % CE i k47 V9 — 4L ANk i

Marker 15 5. (Marker Information)

Lower Marker

Upper Marker

BEE B A BRE (RFU) 1R AT IR B i AR =, #fiE T M CE 3%
P % Lower Marker 75 2. 7 BLA R $i 3 4F A 3% 3% Lower
Marker, 1T ff7s:

« 554N (First Peak) (F)

e F+1. F+2. F+3. F+48{F+5

« Wi (8] (Between): LA X min+/=Y min TG E K TE]

BB RE (RFU) 1R VAT IR B AR =, #fiE T M CE 44
P v % B Upper Marker 1977 Ko 7 BLA R S 4% 14 1 3% #% Upper
Marker, 1T Fis:

)i — % (Last Peak) (L)

e L-1. L-2. L-3. L-48L-5

o Wi [A] (Between): LA X min+/-Y min T EIN TS E K1 A

ProSize ##E 24 A A+
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=B E — StLERMBEE S

S EMEUESHT (Peak Analysis for Reference Cap) #5511 /- G 45 & T
1E “ZH” BHE PIEB WS g TE R, S B RIEEN
8 F T RHE S 751 DNA 5% RNA ladder L (B 43) . fE3R 27 XX s
BT T VAN A

BETh RS FH P BB ladder 6 5E SCELAE i 06 B8 1 ) BRI

L DMF-474-33 - HS NGS Fragment 1-6000bp.ini *
Advanced Settings
Guantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysi: Marker Analysi Peak Analysis for Reference Cap Size Calibration

Peak Analysis

Peak Width (sec) 10
Min. Peak Height (RFU)| 100
# Extra Valley Points | 2
Valley to Valley Baseline?

-«» Ak |4

Manual Baseline Setpoints

Start (min) End (min)
10 o 48 :

H sae 4 Load o Apply # cancel

& 43 4RI E (Global Configuration) X EHEH 112 LL B4 W /34T (Peak Analysis for Reference Cap) i
o

ProSize H#E 2 4 A A+ 93
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= 27 BLLEMEED T (Peak Analysis for Reference Cap) BELEi&E

®E AR
W53 4T (Peak Analysis)

I35 (s) (Peak Width (sec)) 52 U T UEATIN A T BRIME,  CARD N AL, B 108 (B W) LASE 2 3l
SE YL W DA /2 s T AEAUR PR 0 U T DA B A b 5 SR U )

P/
TR 2, — BN 3-5.
AR (RFU) 5E SUR ARV BT I (RFU), FA T3 BB or e o MR T B2 1 IR 25

(Min. Peak Height (RFU)) WOk TR 4y .
28 DNA ¢ RNA ladder 100—200 RFU s, 15 B 1) i 784 B vk 1
ladder I BERIN FH

#WOMIEL 1 LB 2 M VEE 1) FE 2 AR T RS 2/ 28 T DL K W 2 TR 2 (B 2 IR BE
(# Extra Valley Points) FBERSEWIR SIS B I PI AN W 2 (] (2R 2. SR BUE EECK,

KL — RN SR 3 AN I 2 R 2 e — T B B 2k
RV RN, ML T L B AR B UEZ I <48 .
W HE R HIEABIEAEL? (Valley to Valley Baseline?) % B A4 ik
EIEE .

WS B A 2 2 BB 2 N G P R 2R AR i N/ 4 S DL R T 2 B 2R IR

(Valley to Valley Baseline?) 3z 3 Sx o A SLBL L8 40 B0 M NI 2 [ (3628 . T S8 AT L
HETESE — NS ORI S N2 i T 25— S B B BE G . iR )
PGB E, WIEELRTE 2 M2 B AR o B 2 IR “UE”

EREE - P TERE

5 FERAE (Size Calibration) EI-RAFH P BRI £E U1 “S” L, Hba
& T ROUERE S 2T E 1) DNA 5% RNA ladder; 7£ calibration ladder 4 A\ i 24 1)
F B (B3 Lower/Upper Marker) ¥ &A% E; JHR G BIELHIbRE & 2
TR AERENERE (B 44) . 783k 28 FFXHX LS E AT T VRGN 2.

1E ProSize #, F P Al LUk 78 FE SR i FLH 2 1T DNA 8¢ RNA ladder  (HEZ#E)
B IEE FAZ AT S PR (fscal 4D RRUEREM A
B FH.

ProSize ##& 5 x4 = F i
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W HAE ProSize HAE S NI T EAUHE, AT (KB5S N (KA 41 75 2
155 A IR) 1R 2 8 e e« B A 78 B 1) RO HE A/ 12 4T R DA Lower/Upper
Marker, PURTETRERR 4T 20 2 R o

N7 IEMRHE YT &, ladder WA ZAUTERE & BT {8 1Y) Lower/Upper Marker i 52 ]
EHEN. AR, Lower 5 Upper Marker ] f¢ 55 ladder W& 3tiE 42, X%t
T oy RBHET & 0T A2 . — 26 ARG & (B4 RNA RIS [RIZH DNA 78D
A% Lower Marker; K, {0 f# ] Lower Marker 541 ) DNA 5% RNA ladder
HEAT A, M B AT U — 1k

L DMF-474-33 - HS NGS Fragment 1-6000bp.ini *
Advanced Settings
Guantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysi Marker Analysi Peak Analysis for Cap Size Calibration

Calibration Ladder

Size (bp) |~ Default Ladder Well
7 [H][2]
100
200
300 Curve Fitting
400 Point to Point ~
500
600
700
200
(O Use Imported Ladder Profile
0l Insert Before
=

1000 Delete Current Selection _l
1200
1500 Clear All

Import

Export

H sae 4 Load # cancel
44 £ JRRCHE (Global Configuration) X i A H1 )4 T &AL #E (Size Calibration) iR

FESP M HARFER Z AT, W B R & A 70 T EAHE ladder MRS (“ZLH” 1L &
WA T ladder B, HIBCH H AR ).

¥ DNA/RNA ladder ({345 Lower/Upper Marker) 48 (B4 BC 4> B EL
BN S ARES FEiER (Calibration Ladder) 7B, 4075 BLRE 4 N AU,
H R BN TR

ProSize H#E 2 4 A A+ 95
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PR FEFRMESR (Calibration Ladder) #RHR ML T BoRsgs ., Hb &%
RN R B WEBRFTE % H s DU AECT Y ladder 5 B30 Ctxt

4D SFIET.

TERZHUAEUUR, o] LA B X AN [ () 22 AR R & AR Ak 1 T S ladder 15 5.3
, HAENEBELE (Global Configuration) HI—#NEk. M4 & KAF &g =
%} ladder SCAF#E4T T 4712, 1]%1 DNF-910 - 35-1500 100 bp ladder.txt. 7] R4 75
B\ 2 AR PR ALK L ladder SO, TN #k (1) ladder SC AL T C:\ProSize data
analysis software T 5 FErrESR (Ladders) LI

% 28 T E#U (Size Calibration) BLE IR E

wE
e 4y T2 AR (Calibration Ladder)

IRAES T EARHE S > Z A

(Calibration Ladder > Insert Before)

WAMESS T BebrRiE il > M 2 i e 4
(Calibration Ladder > Delete Current
Selection)

RAESFEbRi i > A SRR
(Calibration Ladder > Clear All)
RS T mbr il > S
(Calibration Ladder > Import)

RAMES> T BbRE R > S
(Calibration Ladder > Export)

BN 23T bR v i AL
(Default Ladder Well)

£

PL#EARTE RS T calibration ladder thaL4 i DNA/RNA
F By T KA BE (B3 Lower/Upper Marker)
Mo 7R EEMARE B R R (ERESFE
frofEqh (Calibration Ladder) R st ) TSN

FERHE ladder R AT PIL I Tk BT AT E
BT o
TE: AR BRI T2 B BTk AR N A BT

MBRALHE ladder 2 P =4 Bl FTI iR 50
T AR SRR T2 B BT AR N R BTG

B A% HE ladder A1 BT A S ITH

SN T FHRAEN ladder 15 BOCHE. RS,
FATIF SRS S, T SRRSOt (Rixt
Y4 . ladder /5 B30T

C:\ProSize data analysis software\Ladders 33,

SHCYETH) ladder #ER (ixt R4 o vk
J5 o BEFTIF SO AR SR B, T B BT G A SR DL
B IS0 2 AT R A7 . 7E5 HY ladder 15 BCHHRT, o
208 WK ) 2 SC AR £R A7 B A2 T C:\ProSize data
analysis software\Ladders SCfJe il AL H 3.

S8 SUALF oy A HE ladder (IR SARFL. AR H1E
WA T EBAHE ladder (IARRAT (A-H) F1F (1-12)
hrE.

ProSize ##& 5 x4 = F i
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% 28 S FERIE (Size Calibration) Bt Ei& &

RE fk
i ZE & (Curve Fitting) + fF| 4 (Point to Point)
i I 45 %1 5 (Point to Point)  (#7%) L& 4> T & (Size)
(bp B¢ nt) SHF1A] (Time) (s) M4 FRARHEML, Lk
1% B IR el — 2% E 2k .
« 2T (Polynomial)
{311 2 R4 7> T (Size) (bp B nt) 5IE (Time)
(s) M FERHEM L. £ (Order) FB AT S51H

(3-5).
RN T B bR b 2 FAZHTF RN TERAEAE (tscal §TRYD , AT
(Use Imported Ladder Profile) SFERHE.

S FEbRUES 2R (Ladder Profile) BRGNS F RS S 45 . Bt (B Nk
FNHISC o AT SO RS S 5, T SRR A
TR (*scal IRA) .
W NS FEME IR, BRSS9
B . BUNEMESIHEE . Lower/Upper Marker. CE 4
BHIE) o TS SN GRA 2 I0 80 E R 5 m o1
WU 5E O HERF B

% 5%, “ProSize 4> 72Kk (Size Calibration) FL 7 A4 T % T T EASHED]
REMIVEANE B o

EEAE - T8

E 2 (Quantification) IR FH P e84 7€ ProSize Bt g &7 Gl
Marker 5% ladder) ; & X Marker 85 ladder Z: LI TARMEE; LUK N PR R f 30t
B ARENIRE (B 45) . 783 29 thtix teis B 3T 7 V4N 41 .

fE£ ProSize Bt A7 T RAS [R] R it I € BT 1%

+ f5F Lower/Upper Marker: %77 1544 FE i I THIAR BORE St R BS& AR S Lower
8¢ Upper Marker W IR AT ELER . Wb ARV E AR IR S5 T AR (i AR/ 3T /%
WD, R BB fUBR DL IE B I 18], 1% 7 VR MO T 2 R0k BE (1)
Marker, il H BE#ESFE MRS
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- ERSFEFRER (Use Ladder): %77 V00 FE S W TR AR SRS S /R U AR S
SRS IR BE ) RNA B DNA ladder fUg AR 34T EAL. 115 RNA/DNA ladder
5 Lower Marker HIELAE: #RJG 1T Lower Marker SRE GBI EUAR, 8 B 2 FE
SR . T T O AR B ) RNA/DNA ladder, o w B8 SRR S

RS TERESR (Use Ladder) &AM —MEAET, WL IERE ST
AR AR AT RS R 2. B FAR A4 Diluent Marker ¥ #5 BE SR ladder,

WA 5 R S AR R 55 BB BURTIE & RNA/DNA ladder, AT fal >k H £ i 81T
AR i 22 R 4 2 FETE N .

%I F RNA B30, A FE4rEmR (Use Ladder) 52 2R A (1) E & (Quantification) J7
o XFF% A DNA B, F P arLLAER Lower/Upper Marker (Use Lower/Upper
Marker) {5 FEF0EM (Use Ladder) J7 ikt Tik#% . 155 WM 28R
FIGAE LRI, T AR HERE

s AER R B U7 VE R AR UK Marker CIR) BOFRRECRARRERE Bl o T8I
FIRGRERFE ST (1A 1X TE Z2piiB0) FBERE dh 2RI 5T 5 72 S ) Marker
FLAR i) 25 1) Marker BRORESRAHULED) , JRAEAH R M2 0F CRUES/INF TR R,
AT LAFRAGAF: it 2 B (U3 AR 3 AR X B 2 5

A DNF-930-33 - DNA 75-20000bp.ini X | | Zo DNF-930-33 - DNA 75-20000bp.ini X
Peak Analysis Marker Analysis Peak Analysis for Reference Cap Size Calibration Peak Analysis Marker Analysis Peak Analysis for Reference Cap Size Calibration
Advanced Settings Advanced Settings
Quantification Smear Analysis Flag Advanced Flag Inclusion Region Quantification Smear Analysis Flag Advanced Flag Inclusion Region

Use Lower Marker Final Conc. (ng/uL) Use Lower Marker Final Conc. (ng/uL)
05 O 05
Use Upper Marker Use Upper Marker
O - (O] -
Use Ladder Dilution Factor lise Madder Dilution Factor
12 1 O 12
E save & Load < Apply ¥ cancel E save & Load < Apply ¥ cancel

& 45 4 REEHE (Global Configuration) XEHEH %€ & (Quantification) EIiF (/. P ERSTFERE
& (Use Ladder); 4: %+ M Upper Marker (Use Upper Marker))

ProSize ##E 7 4 A A+
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# 29 EE (Quantification) BL Ei% E

wE i

i Lower Marker i A% 1E J5 (R S W THI Y 5452 1F J5 19 Lower Marker W THIFR [ E AR JEAT A%
(Use Lower Marker) /o Bk s 5 B 57

7 Upper Marker i HIC1E 5 HORE it I 11T AR 558 1E Ji5 9 Upper Marker U4 IR 9 EGABLEAT 4 i
(Use Upper Marker) /52 45 5 f 5

A6 2 F AR Eb% ladder S A IEWETHIFR 5 Lower Marker (W THFR . %45 5B S5k AH
(Use Ladder) T H A& B Lower Marker FrI 15 W T A7 (4 LL AR .

AR (ng/ul) FHT 52 81 Marker 5% ladder (#4 TAEIKEE (ng/mL).

(Final Conc. (ng/uL))  7=%4): 7€ RNA iX#& (DNF-471) #1, RNA ladder 2 12 f5##% (2 pL ladder +
22 uL Diluent Marker) , JGWE A 96 ng/mL. ik, KHBRE&ERE (ng/pl)
(Final Conc.(ng/pL)) #& A 8 ng/L, FFEFEH (Dilution Factor) &N 12.

PR AT AL 2T B ladder BITRELE T, LA 87 B (KA1 BA RSP 3R
(Dilution Factor) TE: A AERE S Z A T REAAAE 225, BRHR g TR A 2T TR TR 280 T
ke«

Bian, 75 HS NGS FBafkml&, A 2 pL #£4% + 22 pL Diluent Marker;
Rk, 7EffH ProSize % 4F 11 F Upper Marker (Use Upper Marker) & &5
EAER A AR AR RE R I, R AR RS B 12,

. FRRE# (Dilution Factor) 1 F R RFRAEL

L FHECE — SRESE T 574 (Smear Analysis)

FREL ST 2 # (Smear Analysis) 3% TR f# H 7 GEWE 45 2 F T8 40 AT S R IR
(ng/mL) (4> TG . IX5FT DNA SREER N & JE% A . RO T Rk
R R IR FE LG T AR R o PRV IR I E 2 (B 46) . 1F
7 30 WX e BT T VRN

AT LUK JUANAS TR ) 4 B0 Bl ) B R T — AR g LRI TR R B os T A 3
(e e JE R P IR B, AT LLLL osv 4% 305t BR3T BN AR il PDF i 4% .

W RAEREISE T 4 (Smear Analysis) &R i N — k2 ANk, T EuE
G, RAEWESHT (Peak Analysis) T - 5% & /R SREL S A 434 (Smear Analysis) i
iR, BANERPM—AT, BaRGATEE N EIRE.
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L DMF-474-33 - HS NGS Fragment 1-6000bp.ini *

Advanced Settings
Quantification Smear Analysis Flag Advanced Flag Inclusion Region

Marker Analysi Peak Analysis for Cap Size Calibration

Start Size (bp) End Size (bp)
100 500 2

] ]
] ]
] ]
] ]
] ]
Insert Before
U U
- - Delete Current Selection
0 0
] ]
] ]
] ]
] ]
] ]

Clear All

H sae & Load o Apply # cancel

46 4 )5l HE (Global Configuration) Xy 1% AE H1 I SR EL &7 73BT (Smear Analysis) I~

%< 30 SRELSH ST (Smear Analysis) AL Ei%E

wE
HL4E 5> T (bp)
(Start Size (bp))

450y 1= (bp)
(End Size (bp))

Z AN (Insert Before)

Ul SRl prik e
(Delete Current Selection)

437 Bk (Clear All)

100

iz

58 AL BRI H A5r T-E BE (bp).

TE: GRENR > TR T 0/ SRR R ], AR % TR R T A T
B, AN FEAR T %20 1 B BB O U/ SR BR800

58 AL BRI 1) B A5 TR BE (bp).

TE: WSS TR T/ Rk ], AR TR BRI ROREE, TS B
T TR BME R/ SRR Y .

SRERSH I (Smear Analysis) R IR RS IR, 423 T 1 BT PTG I L ToH% EJ7 4
FHBICHAT.

TE: AR LA T2 i BTk A R RS BT

SRBISHE AT (Smear Analysis) SR SRS BT, BRI 245 P I TR AT o

AR BRI BT SR AR N PR R AR BT

SREQSEHS 4T (Smear Analysis) 1RSI . MR P 0 FTA ook .

ProSize ¥iE 7tk 4 A F i
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EREE — R

¥RI8 (Flag) & 10K 48 FH 7 REW8 45 2 B0 75 2000 2 R e b il (4 TR EK EE
B, FFAEmREE R i HE . (0=4%%, 1=1EM) o XX T/ EN 2 BAAE
Zor AT E N (Bl R T e B R (B 47) . 783R 31 XX e
BT T RN

PRIChRE PTARYE 5. IRFE . g A/ sl 1B J5 I I R TR B . KA k2 4
IS FH A 5 % P 2% A O b v o

WRIEFRIE (Flag) TR i N — a2 ANER, FTH8dEE, HEr—AEsk

HIFRIE 4 (Flag Analysis) L3, Hrp A48 RNIESIER (Peak Table), L=
BEF] 1/0 MR IRPRIC S R

A DNF-474-33 - HS NGS Fragment 1-6000bp.ini x
Peak Analysis  Marker Analysis Peak Analysis for Reference Cap Size Calibration
Advanced Settings
Quantification Smear Analysis Flag Advanced Flag Inclusion Region

Tag | Flag#1 mff
Value Unit Range Value  Unit Range
330 bp v (l= || 15 AND e || 440 bp (s 15
JE
Tag|Flag #2 N O
Value  Unit . ge Value  Unit Range
330 e [V . anonot (U 440 |op o[z [v][15
< bp
Tag|Flag #3 ngiL a
Value  Unit Range e Value nmolal Range
440 bp || (w15 0T |+ || 330 RFU 15
-

Tag|Flag #4 AND a
Value Unit Range OR ue  Unit Range
330 bp v||= [+]| 15 AND NOT 0 bp w2 [+ 14

NOR o

Flag Analysis Clear All (O
H sae & Load *® cancal

E 47 4 JRACE (Global Configuration) X FHEH fAFic (Flag) 2Lk

% 31 #5ic (Flag) BB E

®E iz
1745 (Tag) T AL AR IS 2% A
18 (Value) R SARCAAF I AL H

ProSize #iE A A F it 101
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% 31 #5i8 (Flag) L EiRE

wWE £

AL (Unit) —ANTHRAIR, T AR A AL . S5 — AN AL (Unit) B2 T
AFE (bp BNt 3 XHF5 AR (Unit) barE, A YA REFRICIE T
« bp (UFTFED
« ng/mL GKRE)
« nmol/L GRED
« RFU  CRHXS 2 00 4 BT )

JaH (Range) R SCAE L AR AT A AR IR0 IO BBV B o 2% B e M ) o 38 B0 e 227
P4 -

o & CHTERTE M IE 638 B AT hRid)
« > (HBEEREATRRL
© < (RTFYEERH#ATRRL
o = CETEHEE TS
fiRiBH —/NTRIAIR, & SCERH T hRE A AT RIS SR TLR0 R I TR -
(Boolean Operation) o R AR S
« 5 (AND): AR ZAFRCE AL AN
« K (OR): B—AEEE —/Mrid & BAUAE
+ 53E (ANDNOT): H—Mrid KR AUNIE, HE ARt kAR
HE
« =3k (NOR): 2B —AMAIEE AR K EBAN R N
FRic o A 4G M BRI A ARid 24
(Flag Analysis Clear
All)

ZigE O THERAR R AT PR iC 26 2% H

ERECE — SRIFIC

SRFRIC (Advanced Flag) &I A# B P BE 0% 2 SCE B 2 ibrid 264, S8, (AT
B —H m Fhrid 24N T BT 06 REBYHE .

%, & E B8NS (Set Individual Parameters) SHEHE £t 4 AR B R FLS
MAFRIARIC &AM ATLUE X RAF EA A FbRc 26 LR AR B, ol s
L TR LR o = b e A R AN FLAR 7 A B P LASEF T BT f 96 ARBANE
HA IR B E 1 S R L 2 A A

ProSize ##& 5 i 4 = F i
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NIFRICHRE (AddaF

lag Criteria)

s mT LU IS A PRECE R 2 ok g U RINpRichriE. ATUUREE > T8, IR, &
i~ REU R/ EI0R TE 5 PR e THT AR R 1 B AR v o A4 AT /R B2 80 IS FH 1 5 % o 2% AR IR B

e X T HEFATE RO AT (Flande 58 JE% AR
1 ESHAFE (Advanced Flag) #E3F Fh X350 (Add)

A DNF-910-33 - DNA 35-1500bp.ini

Advanced Settings

Quantification Smear Analysis Flag

X

Peak Analysis Marker Analysis Peak Analysis for Reference Cap Size Calibration

Advanced Flag Inclusion Region

Allelic Mix 1

350 Only: 350 bp 50 bp AND > 200 RFU AND

450 Only: 450 bp 50 bp AND > 200 RFU AND NOT
Not 1000: 1000 bp +50 bp AND > 500 RFU

(Add...)

Clear Selected
Clear All

Load From Template i
Save To Template i
|
I

~

IH sae | |4 Load ¥ cancel |

BT I NARE (Criteria Input) & . 7E3% 33 hxfiXeeik BT 7 H4H.

A Criteria Input X
Title | Allelic Mix 1 | ]
Tag| 350 Only a

Value  Unit Range Value  Unit Range
[30 Jop [0 [ o [© [Rru V][> V][ 200 mo [
Tag|450 Only (m]
Value Uit Range Value  Unit Range
[0 Top [R50 [ aw [© [Rru ][> M) 200 anonor [V
Tag|Not 1000 o
Value Uit Range Value  Unit Range
[1000 Top  [sf50 [ aw v [Rro ][> [ 500 |

=) =)

ProSize ¥iE 7tk 4 A =i
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2 ONEE TR A RSO (R IREEVER. RFU JEHL RE B

HESE) o K T a5 R R

WIRESRIFIE (Advanced Flag) i i< hf A — el 2 Mk d%, FTHEERE,
BR—NFSNIERFFES T (Advanced Flag Analysis) #&35, Hogh i 7 1%
% (Peak Table).

RICF MR EFIER

W RIS A FEAFRAC AR N Z MRl St 2 — B T AL, 15 i brid
fR47 7 template

RS A s — HARIC KA R T REAL (TRRELS — AN B A Bl 5%
1), KRG SCtmpt  (Hih SC R BAE 4 E)

U SR A B — Al S AR R T AN AU, HR AN LT RE AL S AN R bR I
1 (RREFEASEFHIHEN “EEBAANSH” (Set Individual Parameters)
R . MPEFRCRAE A ACtmpt (Hf “AC” fRE “Frff BHE )

7 32 vl T &R HRIE (Advanced Flag) B I o i) i

% 32 SRHFIC (Advanced Flag) BL Bi%E

wE

M. (Add..) AT NFRAE (Criteria Input) & M. 7 LA — 4 bRic 2614

R

N Y IER REAFLIT I R — A FE bR s Cel P 2 g G JE R

(Load From Template) %) (SCtmpt). i .SCtmpt SCE X F—H 46 E R T Fifs 96 4R
BME.

TRAF IR AT AR OB B AEN SCtmpt, B T P& 96 IREBHE (B,

(Save to Template) Ha HIFRIOARIE T BT A 96 ARBANED .

T R T e X 5 TERRFTERIARIC &M GEPRICAHE T FTE 96 IEB4IED .

(Clear Selected)

A HRiE R (Clear All) HERRFTA A& GBERE T 06 IR B .

ProSize ##& 5 i 4 = F i



4 ProSize it &

% 33 AT EXRIEEHHEMNFRAE (Criteria Input) X E

BE ik

FR (Title) FIT fr A BG4 (TR LR .

FR% (Tag) FI T fir 44 5 PR 3 AR TR

f# (Value) 5 SURFE P 0 R A

Sufiz (Unit AR, R SRR CA R 25— BT (Unit) AR 2
TorTa (bpsint) ¢ AT ABA Unit) b, HIMKIERRR
HET

bp (4FE)
* ng/puL GRED
« nmol/L GRED
« RFU  CHEXS 55 BE B )

i (Range) SE SCAE L AIBRAC 26 F I A B BB VE o 1225 BOR U BR N 0 33 B0 5
N A ERAE -
o & CREAEPTH N ) IE G036 B BEAT ARIE)D
© > GEEEEN#TRD
¢ < IRTYEHI#ATERE)
o = TR BETARD

fi/RieH —ANTFRFIER, & CENATRRCAERIA RIS . St TR R T
(Boolean Operation) o AR AR

« 5(AND): H—AFIE - AMRIC KB HIRE
« B¢ (OR): #—A I = MriCK LA
« 53 (AND NOT): H—Mric& B IUNE, HE ALK HAR

RENE
« ZKIE (NOR): HE— AR ZAMrid KA AR
% (Accept) B A LE S bRt 461
hn#k (Load) Ik — B i bRIC 254 (K template). R, A LUK Z A B FRC

SAERLH T [ — L.
;12 200 bp: 300 bp 5 500 bp: 12 600 bp.

R17 (Save) TRAFEAFRIE M (template). VEREL, TTBLK 2 AN B bR 1E R R
AT =1L
4 1% 200 bp; 300 bp 5 500 bp; {¥ 600 bp.

(Y (Cancel) NP SEERSS: NP1
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EREE - Ba X

£ 8 X8 (Inclusion Region) 1IR3 FH 7 AT BLE X238 DYAN 4 G . AR
BT CTE A g CRALEE Marker) o X520 FLH B PDF 775 15 H 1)
BiE. 3 34 N T B X (Inclusion Region) #E15 - & HThAg .

4 DNF-910-33 - DNA 35-1500bp.ini *
Peak Analysi Marker Analysi Peak Analysis for Cap Size Calibration

Advanced Settings

Quantification Smear Analysis Flag Advanced Flag Inclusion Region

Start Size (bp) End Size (bp)

0 200
205 500

T00 900

Insert Before
Delete Current Selection

Clear All

H sae 4 Load # cancel
48 4 JRMLHE (Global Configuration) %A o 1)1 £ X 38 (Inclusion Region) #£15

% 34 815X (Inclusion Region) Bt BiZ &

®E R

#7515 (bp) 5E XA 2 X3k (Inclusion Region) 4> F & R IR (bp). A< ER1IE
(Start Size (bp)) FTFIRIE (Lower Marker BE4M) .

4 o1& (bp) SE XA X3k (Inclusion Region) 14> & EIR (bp). A2 EoRm
(End Size (bp)) T BRI (Upper Marker [41) .

106 ProSize #iE 4B P Fi



4 ProSize it &

% 34 84X (Inclusion Region) Bt Ei% &

wE 3%
ZHifEA (Insert Before) B2 X1 (Inclusion Region) £ I f/R e I, 53R o 2 7 frik

BT BTN — T F L TRAT .
Ry AE 2 (A BT LA Bl

MR a5 B2 X1 (Inclusion Region) & I i/~ Sk I, M Bk =& A 24 i B

(Delete Current Selection) ISR TCAAT o BT AH L IR R A BT LA FH L 190

4 ¥8i% R (Clear All) BE X1 (Inclusion Region) F 1 SR SE BRI, bR R+ I HTA
HATTH .
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BEANSH

£ ProSize R#FF T IT 8 SO 5, P LLGE I % B B ANSH (Set Individual
Parameters) i% I i B 5/ RE S (I BC B 12 E .

W E B NSH (Set Individual Parameters) X AEHE H1 24N 3R IR 4R, X EEIE T F
Al Ll 2 J/ELE (Global Configuration) X & HE 1 (&R —FEREAT %L . 7E RNA
FEER AR, REBNBH (Set Individual Parameters) Hlf 4t 1 &5 ix tk
S HTHIBSME TR o
—SEE IR AT B TR, T S IR I R R R T T R

=S%I%E (Advanced Settings)

TSR IR T o AT, A R A TE SO RE B
#5347 (Peak Analysis)

MFTH RS, AT DA AR L E R B, AT DA — MR B O A R
wWH.
Marker 43#fr (Marker Analysis)
HATIF ST, AT DA 48 B S G B WL, ] DA — M B T A
B

2 (Quantification)
MFTF AR, DA gw A L B R B, AT DA — M B O R
wWH.

. SRENETE AT (Smear Analysis)
LATIF AR, AT DAGR 4R B AR O PG BV L, AT DL — I S BT R )
WH.

+  ¥ric (Flag)
LTSRN, P REaE R SO BT HIARIC (Flag) W&, Joiksdifs.
DNA RE5 %) (DNA Quality Number)
MFTF AR, DA gw i A L B R B, AT DA M B O R A Y

BH.

ProSize ##& 5 i 4 = F i
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=2 #ric (Advanced Flag)

LATIF SO, AT DAGR 4R SRR O PG B B, AT DL — I S BT R
WH.

B8 & X1 (Inclusion Region)

LATIF AR, AT DAGR 4R SR O P B B, AT DL — Ik B BT R
WH.

= RNA HEBR[X 15 (Total RNA Exclusion Region)

LATIF AR, AT DAGR 4R SRR O PC B B, AT DL — I B BT R
WH.

small RNA [X13}; (Small RNA Region)

LATIF SRy, BT DAGR 4 B AR O PG B VB L, AT DL — O S SO R )
wWH.

EFE4AFRESH (Genomic Quality Number)

LTI PRy, FratE A Oy AT GON W&, Joik sl .

15 5% B A58 (Set Individual Parameters) X i AE H (01 B 3B N, L
ladder fL 5 FERLFLKE T AL ER . PRIE, AP SRR S FLIAT = JBRZ A (Apply to All)
e, W4 HTHI S ladder FLEA S8

WM A NS ladder LA EBEEERRIA (Apply to All), TILK: 58 B 5 ladder £L
TEN AT A FE L.

IR E BB (Set Individual Parameters) i % HE ) JES 352 FH T3 B AN 4 B B
FIPIIILIAE, W[E 49 Mk 35 iR

ProSize ##& 5 i 4 A 2 F it 109
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% 35 RBHB NS (Set Individual Parameters) 1241

1=
BE BN E

(Set as Default Configuration)

n# (Load)

iz

NIEEATFIIPTE R BRI E (H£FELE (Global
Configuration)) » WIRE ST TFARBESRAL S (B,
BTG SCHAE A “A12” FLFRE) ladder) , X AERE A .
A=A A SR, T nEcz a0 i B S
ini g% o SMEASTE W ERAE, A&
Je R (OK) HEAT N .

R B BB (Set Individual Parameters) S iHHEFIET KX B 52 BECE (Global
Configuration) X HHE A A o 5 SO X B3R TR BE4T T AL

RERNSY - SRR E

=R E (Advanced Settings) IR FH 7 Be % 45 & F T A 33 £ 1) 5080 25 b A
X (E 49 . BFESAERMHK RFU (Minimum RFU for Signal Processing) H
TRERIKI T RFU{H.

ZXHE (Mode) BEATAEATRE N, At dn # g o8, WIE 2Lt ladder fL.

Peak Analysis
Advanced Flag

Marker Analysis

Inclusion Region

Quantification

Show Marker Information on Peak Table
Mode
DNA v

Minimum RFU for Signal Processing
0

Smear Analysis Flag [

Advanced Settings

Peak Analysis Quantification

Advanced Flag

Marker Analysis

Smear Analysis Flag

Inclusion Region Advanced Settings

Show Marker Information on Peak Table

Mode
DNA [~]
v DNA
RNA (Eukaryotic)
RNA (Prokaryotic)

cessing

RNA (Plant)
mRNA

Small RNA

NGS

Mutation Analysis
gDNA
Restriction Digest

49 W EHBASH (Set Individual Parameters) SHEHEH 1= KX & (Advanced Settings) &5

110
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WEBNBY — ESHh

# 36 M4 7 £ /EL B (Global Configuration) i HE b AN | H () & 43 #7 (Peak
Analysis) IR 1) H AN E . Q5 B e Bl /8d% R [Enter], $73 EDRHY
ST 241 AR ORE AL L. 1853 HT (Peak Analysis) #1141 [E 50 FiR.

Advanced Flag Inclusion Region Advanced Settings 2§
Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Peak Analysis Analysis Region
Peak Width (sec) 50 = Start (min)  End (min)
Min. Peak Height (RFU) 25 | L R
# Extra Valley Points| 3 3
Valley to Valley Baseline?
Filter Selection Manual Baseline Setpoints
Filter| Binomial ~ || |Start (min)  End (min)
# of Points| 3 < 10 : 48 :
Apply to All Apply to Selected
%, Load & Save Current Configuration

50 ¥ E BB H (Set Individual Parameters) XHEHE AR 23 H7 (Peak Analysis) 35

ProSize ¥iE 7tk 4 A =i 111
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% 36 UE5 47 (Peak Analysis) &I~ haY L big &

RE

o A
(Apply to All)

L T B
(Apply to Selected
Samples)

ik

g5 Hfr (Peak Analysis) 32 T5 - BT 24 i ¢ LK ] 00 282 0 Bl S
IR IR AESH ladder fLA R AHX S BE, WA R A Z L
ladder #RHEHT: AR STEAFE M AL N XU E, W HTARE R AL
W, M2 ladder ALt EHT

L Selected Samples X

Selection
(C123456789101112
0

TOTmMoON®B>

&7 Apply

e AR A BB E AR (Peak Analysis) SR K T ¥ B B T 0T ke
WHIRE, AR BRUEIR I, 2 A B SO A i BT AT B A R

UK IE 34T (Peak Analysis) He T IR BT A 24 11 15 B R T F 48 5 BORE b
WAL ¥ BoRETERESR (Selected Samples) FLIR M B8, JH T 5N
PR ERRE SRR, EFFTFENIL. T8, R5RHHRE (OK) LINH;
G (Cancel) I A ik #e4E

WRRES L ladder FLH N XL E, M ATAFE SIS ladder #0K4
B W R R AL R R, BT R ALK R, T
ZH ladder A2 4 5T

AT A B UE S A (Peak Analysis) 1635 B B A 1% BN T B i i
— RSN, R IR T . X B S BT I R S BT A £ S
.

wE BB — Marker 17

% 37 /v 7 £ /L E (Global Configuration) 1 A a] H i) Marker 447 (Marker
Analysis) IR ) HA 15 B o G SR B e BRI/ Bd% T [Enter], 7R B AR
N T SRR FL.  Marker 4381 (Marker Analysis) #E3-K 4n[& 51 Fis.

112
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Advanced Flag Inclusion Region Advanced Settings 2§

Peak Analysis Marker Analysis

Marker Peak Analysis

Quantification Smear Analysis Flag

Marker Information

Peak Width (sec) |5
Valley to Valley Baseline?
# Extra Valley Points |3

<>- 4

Use Both Markers

Apply to All

%, Load

Lower Marker
First Peak |~ >|500 |5 RFU
Upper Marker
Last Peak |+ >|200 |5 RFU

i

Apply to Selected

& Save Current Configuration

51 & E#BASH (Set Individual Parameters) XF G HEH ) Marker 4341 (Marker Analysis) 3

% 37 Marker £4 (Marker Analysis) £ H0 E thig &

®E
438 (Apply to All)

ProSize ¥iE 7 ik 4 A F i

ik

X Marker 4347 (Marker Analysis) 33 () BT & 24 i 4 B4 B H T
IR AR ST BT RE o SRR TE S L ladder FL AR B iX 2%
WE, WA RS ladder HOB W B, AR 27 FARER,
LA AR B, WA R AL RS, TS ladder A4
BB o

4 Selected Samples X

Selection

(C123456789101112
A

B
C
D
E
F
G
H
o

W AT LE TS s Marker 24 (Marker Analysis) % 55K [ Ty
BT RERE, ARk, 2 5l B SoeERE R T i
AT ] 58 T 7

113
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%< 37 Marker 53 #7 (Marker Analysis) &I+ E thig &

"E £
N T TSR ¥ Marker 434 (Marker Analysis) 3655 () i 24 i ¥ B R T

(Apply to Selected Samples) I &2 HIRERIRFL. 5 BoRETiEHESR (Selected Samples) FLAR 2>
SR, TR N P U B BORE AR AL BT IIAL 1TER
5, SRJEHEHE (OK) AR A B (Cancel) I H 144k
W 7E S L ladder L R IX 22 5 B, W T AR SRS L
ladder #K T BT QAR AEFANRE S FL P R X SR i, BT
B RS AL E R, TS ladder A2 5T
v AT 7EFS BF Marker 9347 (Marker Analysis) 335K it fr A 5
BT BTG — R, A IR T 2 A EE S
JHAE T AR 14 AT AT B O P

RESMSY - &

W
il

= 38 v T £BELE (Global Configuration) 1 A~u] H {1 E & (Quantification) i
T Al B . W R P e BRI/ 8% T [Enter], 3500 EURS T 24 AT
Frik RS FL. & (Quantification) &I & 52 .

ProSize ##& 5 i 4 = F i



4 ProSize it &

Advanced Flag Inclusion Region Advanced Settings 2§
Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Use Lower Marker Final Conc. (ng/uL)
® 05
Use Upper Marker
Use Ladder Dilution Factor
@] 12 3
Apply to All Apply to Selected
%, Load & Save Current Configuration

& 52 #EHASE(Set Individual Parameters) XHEHE H )% & (Quantification) 17

% 38 & (Quantification) IR EIH MG E

®E 3
AR 1 2 (Quantification) i 151 1 9 FIF 47 24 i 8t B 12 ) sk ffy e S
(Apply to All i R W FRAES L ladder FL R ATIX L REE, A £ i A2 L

ladder #RAGH T AR AEIEAFE L P B R L BLE, W PTA R AL
K, Mzl ladder Ao BEHT .

4 Selected Samples X

Selection

(C123456789101112
A @ L

B

C

D

E

F

6 GO
7

L

e A TEAS ¥ E# (Quantification) I (9 AT 15 B N H T i A #
W, A IEFRMEIT . < T B SRR it P A £ S O e

ProSize #iE A A F it 115



Flag

4 ProSize fit &
% 38 E £ (Quantification) i£I-FHAYH IR E
wE R
N TR 12 £ (Quantification) LI (1 BTG 410 v B S FH T F - 48 8 IR S iR
(Apply to Selected flo B EIRETERES (Selected Samples) FLAR /0 BISE 8, 1Tk 328
Samples) BB RIRE SRR AL EEEATTRMAL. ATES, )5 B HE (OK) LAR
#o5 BUH (Cancel) N ep k3845,
W RES I ladder FLH R HEX LB, MG FESFIS L ladder #0KE 4
BB RS AL B R SR B, T R S ALK R R, 1
Z W ladder N2 ¥ .
W AR S B2 (Quantification) M- 1 AT AT 30 B B T Bride 19—
HFEIY, A EBIE I 2 0 SO B af R ot BT (R AT 47 B8 5 S
W .
S ma s o +HH .
WEBNSY — SREETE 77 (Smear Analysis)
# 39 /4 T £ /AL E (Global Configuration) o AN ] 1 3R EE & 42 47 (Smear
Analysis) HEI-R AR B o 5 P oo BoRl/ B 3% T [Enter], #7152 B
L FH T 2 BT BT IR RE S FL o SREZE T 20 AT (Smear Analysis) IR @& 53 AR
: ==in
. :
N Smwﬂ ’ PR RREEERER 3 »l 2 load € Sove Cunent Configuration
B 53 B #ASH (Set Individual Parameters) X EHEH (7R 8IS H 204 (Smear Analysis) i35
116 ProSize #iE 57 #3 4FH ~ £t
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4 ProSize it &

% 39 RN AT (Smear Analysis) IR AIE M E

wE
4xE S H (Apply to All)

L T B i
(Apply to Selected Samples)

BIRURERTE
(Display Smear Range)

ProSize H#E 2 4 A A+

iz

{XBREN L HE 4 (Smear Analysis) I 19 TG 24 1l ¥ B 5 5 H
FInER e EE SCHE TR RES . iR 2 AES I ladder FLH R X
LB, A RE RIS ladder FOGHEE BT 1R RS RE
mn AL R IR, AR RS LR CE R, TSI ladder &

P Selected Samples X

£

IonmonmEr)

C
& Apply

VE: AT Ay A SRE SR TE 4T (Smear Analysis) G35 19 T %
BN TR, A EFET . 2 5SSO BT
AT Ao B8 DK e P R

{4 SRBIEH 534 (Smear Analysis) 2635 HI P A 2481 % B N T
F P48 2 R AR L. K R FriE#ES (Selected Samples) fLiR 7
TS, FT B N W B R SR AL . &R AL, 1TER
b, SRIEHREHRE (OK) IR HEBUH (Cancel) U - #E4E .
WSS ladder LA R FTIX LS E, W BTA SIS E ladder
OB R AR AR WAL A IX S, BT R AL
B, S L ladder REHEH

VE: AT AE TS A SRR 4T (Smear Analysis) 35 19 T #%
BRI — 4R, AR BRI T 2 w0 A SO i
TR it BT A0 P A 5 0o o 7 2

JE G, E K B S R R AN R BDBAR (cursor). SXEESBER
(cursor) & ST 4R BT I 1 R B4 1 VG Bl 1Y A2 4R 43 + & (bp) (Start
Size (bp)) F14EH 4> T& (bp) (End Size (bp)) M NE .

JEIT FREEAR (cursor) U, ) A2 Bk ) A5 HE S AR B [T 6% (cursor), FTEA
VAR DRI A% T B 1 AR s RBRSR A M (Smear Analysis) X
UK B 3SR 2H 0 ehr (cursor) A7 H .
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4 ProSize it &

WEBRNSY — tReath

#= 40 N4 7 & BBECE (Global Configuration) H A H] I KIARIZ 24F (Flag Analysis)
IR ARG E . W P S e BORY/ A% R [Enter], TR ARTC 1 B R A T
FERAR T RE S BRid (Flag) 350K 4 & 54 Fion.

Advanced Flag Inclusion Region Advanced Settings
Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Tag |1 o~
Value  Unit Range Value  Unit Range
100 bp ~ | £ |~ 50 -~ |»]|0.05 ngful |v | £ |+ || 0.01
Tag |2 O
Value  Unit Range Value  Unit Range
200 bp ~ | £ |~ 50 -~ |»]|0.05 ngful |v | £ |+ || 0.01
Tag |3 O
Value  Unit Range Value  Unit Range
1050 bp ~ | £ |~ 50 -~ |»]|0.05 ngful |v | £ |+ || 0.01 v
Save Flag Parameters Load Flag Parameters Remove All Flag Parameters
@] @] @]
%, Load & Save Current Configuration

54 L E BB K (Set Individual Parameters) XHEHEF IARIC (Flag) i

* 40 HMRENINRE

wE it
RIS HL R, 4ETARC T (Flag Analysis) % B -7E N (*Flag

(Save Flag Parameters) Y REA) , AT LIS R R R S o T I — AN SR AR
B, AT SURA TR NALE IR SRR RTTRE
(OK) fRA7 3, sk BUH (Cancel) 3T # ek,
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4 ProSize it &

* 40 EMRERE
RE
nEARLS

(Load Flag Parameters)

TR i b il 2 8
(Remove All Flag
Parameters)

REENSY -

%

R, BN (K Flag I RE4) FinEkz mi A2 AR L /00 (Flag
Analysis) & . BT H— ORGSR, HF SR AT AL
BB REFE (OK) Mn#k S, 5 BUE
(Cancel) J83F # %.

W s, RREERIEDR T A WA

DNA (RiE=5#

DNA RE 2% (DNA Quality Number) 3304l F /1 e 053 %1155 DNA i &S
i TRE (bp) ([ 55) . JUABIAI. AL EE LR bR, &
% B (Advanced Settings) 13+ T 1 DNA Rl NGS %, 3 41 /447 DNA
Jii 2% (DNA Quality Number) i35 H () 1% &

[B1:NGS Library #30 (sure select ki)

RRU
g

Peak Analysis. is ificati lysis Fag [

+B®

Size (bp)

ﬂ 2 oa Wl e oo

& 55 ¥%EHASH (Set Individual Parameters) SHEHE #1 ) DNA i #2541 (DNA Quality Number) 35

% 41 DNA FE%% (DNA Quality Number) i+ i &

wE
5 T EB{E (bp)
(Size Threshold (bp))

ProSize ##& 5 i 4 A 2 F it

ik

H & X it 5 DNA FRE58 (DNA Quality Number) 4 194> 1 & B 1H -
DNA )’y‘igﬁﬁ (DNA Quality Number) (DQN) R4 i ik B 1IAF Fh 2ok 1t
H. DON J@E it = T RIME R DNA H4rLuBR L 10 1931,
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4 ProSize it &

% 41 DNA ZE%# (DNA Quality Number) i+~ &

®E A

4ERRH (Apply to All) X DNA FRE£# (DNA Quality Number) 34 3 (1) fir 45 24 iy 15 20K 5
FIMBI B SO BT B SRR AES L ladder AL R X 48 1

B, WPTA RS ladder #REBEEHT: AR R AL P
XURE, WPTA R LR BCE ST, TS H ladder AN HT

4 Selected Samples X

Selection
O123456789101112
A

ITommonm

 Apply

VE: (L ATE7S S DNA FRES% (DNA Quality Number) SE59-F i T4 1
BRI T R, A S PRI, 2 WO SR B BT

B R 7
N T BT A {2 DNA FRE5% (DNA Quality Number) 1% 555 (1) T4 24 Al 4 & 30
(Apply to Selected TR IL. ¥ B EEHR (Selected Samples) FLIR 4 A
Samples) BISE o, T 3 5 B R SR FL . BT R AL, 47881, R

JE HLERRZE (OK) BARIH; 7 BUHE (Cancel) W - #24E .

R EAE S ladder FLA R AR LS E , W FTA BE AT Z . ladder #55%
ETEHT: AR AR S L B IR R, BT R ALK A
¥, ML ladder A& #.

W X ATAE A 2K DNA R2 5% (DNA Quality Number) 3354 (1) BT 4 1%
B F TR I — AR S, AR PRI I, 2w B SO TR
F A0 0 A £ B 5O 48 7 i

FEIRIF (Option) X 1 AE H AT LAIEOE 5445 A DNA FRE5 % (DNA Quality Number)
IR . ML £ (Option), /5 F DNA FRE5 % (DQN) (DNA Quality
Number (DQN)). 28 3 &, “ProSize £5 " 48 7D (Option) S HIXTE
HEAN & T
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WEBENBY — SRIRCT

ERFRIC (Advanced Flag) £ 7 BElS & SCE R AR IIARIC AT

£ /SECE (Global Configuration) XJifiHz i i) Sk #RriE (Advanced Flag) i 5 -~ 1X
VP —HARC KN TATA 96 IREB4HE . (HIERERENSH (Set Individual
Parameters) XFiiHEH, B DUAREASFLIR EMEERIARE &, FEETRUE XL 1R
AN FEBRC S AR I FLAR AT B, R L E08 B T8 R FLAR

NINFRIC AR (Add a Flag Criteria)

I I AN BR B8R 1) SR AR e SRR IbRIC AR . AT AR 73 1 & WREEL I, RFU
1/ B 1 S PR U TET AR B B AR A o R AT 2R B2 45 N FH A 5 B A R R I BR v o IX0)
TR EHAT R AR TN A (B D) R A A .

1 SRS (Advanced Flag) I X700 (Add) (5% 42 ot s B k4T 1

4D

Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Advanced Flag Inclusion Region Advanced Settings
Allelic Mix 1 ~
350 Only: 350 bp £50 bp AND > 200 RFU AND
450 Only: 450 bp £50 bp AND > 500 RFU AND NOT
Mot 1000: 1000 bp +50 bp AND > 500 RFU
(Add..) Load From Template
Save To Template
Clear Selected
Clear All
v
Apply to All Apply to Selected
Load Advanced Flag Parameters Save Advanced Flag Parameters
@] @]
%, Load & Save Current Configuration

ProSize H#E 2 4 A A+ 121
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ProSize it &

B AT HHINERE (Criteria Input) & .

A Criteria Input X
Title| Allelic Mix 1 [ |
Tag|350 Only o
Value  Unit Range Value  Unit Range
350 [bp [v]+[v]s0 ao Vo RFU V][> ] 200 v
Tag|450 Only O
Value  Unit Range Value  Unit Range
450 [bp  [v]=[~]s0 o [V][o RFU [v][> V][ 500
Tag|Not 1000 O
Value  Unit Range Value  Unit Range

1000 [bp [v][=[v][s0 ao [v][o RFU - [v][> ][ 500
[ Accept ] [ oad G ] [ save A ] [ cancel R ]

2 M NEURE B bR Gk ME (TR IREEERE. RFU YEREL. BA B

WS . XA TERRHR, 1558 43 Pt ix g B ir T HH
WIRAESRARIE (Advanced Flag) IR i N — M2 Mk, 18R, ¥
BoR— AN ERARE 2 (Advanced Flag Analysis) &I, Hgh T Ig%)
% (Peak Table).

R SR B S BRI/ i [Enter], SBTROBRIC BB T T RE AR A R AL .
Bk T AT A AL, AR ik e 230 A (Apply to All).

FRICEHRREFER
R BRI FE R Z DMhRid & 2 — B T HAL, E#H ixbrid
RAFN template
R A A R — AR D R T RN L (ATREE S — e A B 2%
1), EEZAMCIRAFE AN SCtmpt  (Hd SC HBEREBAENES)

Un SRS A B — AR S AR B T AN LR, FE R A AL RE AL S AN R B BRI
St CRASE “BEBRAZH” (Set Individual Parameters) iR R ) |
MPEARIC IR A ACtmpt (H “AC” fRFE “FraBHE”)

ProSize ##& 5 i 4 = F i



ProSize it &

% 42 SRFFIE (Advanced Flag) BEEiRE

w’E

WIN...... (Add...)
R
MRN8

(Load From Template)

PRAF BB
(Save to Template)

T R IR G
(Clear Selected)

AE5iEBR (Clear All)
4xE S H (Apply to All)

P T B
(Apply to Selected
Samples)

ProSize H#E 2 4 A A+

A
M T FFNFRME (Criteria Input) & 1. AT LA —HkRic 5 1F.

R EAFLFTITIF R — L BiE AR e 26 4F  CHlt P 2w B IR AR
1£) (.SCtmpt). B .SCtmpt SCHEE I F— 226 AR Tl 96 HRE
.

B A FLIARICBR E SCtmpt, R T-FrA 96 IRE4ne (RN,
A R AR IS 26 R T BT 96 IRBANE) .

THRRPTIE PR GRARCRMRN T A 96 IBME) .

THERFTETRCRME BEXETE 96 IEBME) .

N ERFRIE (Advanced Flag) eI I BT A 24 5 B0 E K R T In 8
BRSO BT A R . R RAES L ladder FLH R HX BB, AT
BRERANZ L ladder #RIEEHT:  DRRZAETEAFE S AL RHTIZ L5 8
B, WPTAER AL BEER, TS ladder NHCEHT.

L Selected Samples X

Selection

W Apply

W AU FER B S RATIE (Advanced Flag) $EIR-R BT A % B M T
P RE S, A BRI 2 F S SO S BT R AT AT S R
U ERARIE (Advanced Flag) &I R (KT A M aT % B R H T H 46
SERIFEMBFL . ¥ B R EriEsEsh (Selected Samples) FLAR 437 FISE .,

P T BTNV B RO SR AL SREFT T ISL. 1TE, ARG B
7 (OK) LARIF; *BYE (Cancel) MlH 141k .

MR ZAES . ladder LA R FTRLE TS, W FTE BE S RIZ L ladder #B
BB R R R AE AR AL R X SR B, AT RE ALK
., MBS ladder R H#Ho

e AT E A B S RATIE (Advanced Flag) Y55 1954 % B BT T
P —ALRE S i, A BRI I, 2 i B SO BT R S BT i
AT 1T B EACHIK 4 P
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% 42 SRFFIC (Advanced Flag) BL Bi%E

wE

RAF B IR IS EL
(Save Advanced Flag
Parameters)

JIIE= A= G IVE 2
(Load Advanced Flag
Parameters)

i)

24 FT I S RFRIE 4T (Advanced Flag Analysis) % B {577 97T LN,
B FEHAR SO 130 (L ACtempt B 42D o BT IF—AS S B
PR, FTSAUEIFT T AL E 3 DA T SO 2 TR AT ik
E (OK) A7, a7 BIGH (Cancel) k44

HE, R URAR I A B ORI FLRT AR A AN F A AR
%10 .

W TR R A LR A B, b AL A bR L&

ML (2 ACtempt 44D In#RZ i fRAZ M EBRARIE 24T (Advanced
Flag Analysis) % & . B H— RIS 8, HT SRR
0 B I AR T I S0 AR S B (OK) In# SR, B i BGH
(Cancel) H i #21E.

TR R BB SR LA B T BRI TURE S RS FLAR AR
WA, ER AN LR AR AL &

#* 43 AT EXFRIEEHHEMNFRAE (Criteria Input) X E

®E

FRAE (Title)
Fr%: (Tag)
{H (Value)

BA7 (Unit)

JuE (Range)

124

i: 3%

T % B — 2% CTREESEJLAMREE) .
P T i 44 AL A R BB T 2 Ao

SE SCPRAT A R SRS B

—ANTHAIR, T E XFARC &AM AL, B — AN AL (Unit) B2
HETFHTE (bpaint) ; KT A (Unit) drdk, A P9MREFR
T :

« bp (UrTED

« ng/uL GRED

« nmol/L G

« RFU X2 658 % BT

S SCAE R IR AL % P IR B BBV Bl 125 BOZE M) R 3 S
R AR -

© £ CRETERTH B IE 7038 B A BEATAR D)

G H S FE R AT AR 1D

(TR AT AR 1D

(ST IN EAT B i)

I+

n A v

ProSize ¥iE 7tk 4 A F i



4 ProSize it &

#F 43 BT E XHRiE £ HR R (Criteria Input) % &

wE A
fi/KIBH ARG, SCER A TARC AR AT RIZ S . At TR0 A T
(Boolean Operation) o AR AR

« 5(AND): FHE—MHIE AP KR LAY E
+ 3 (OR): H—MEEH -~ Mrid kLI R
+ 53E(ANDNOT): ZE—Mrid K RIUNE, HE = Mrick A
RENE
+ gdE (NOR): Z5—/MHIEE “/MRic 25 AN BE N I
FERRC A MR RIS INAT /R IZHAF, 7T LA gkEm AbRic 26 0F, i

SR RMHEE .
52 (Accept) RN B S FRL A AF
In# (Load) InE—H A AR IC &R (*template). TEEL, AT EUKE 2 A SRR AR

FAP LT H AL
fildm: {X 200 bp; 300 bp 5 500 bp; X 600 bp.

{#4% (Save) {RAEBABRIC & (*template). VER, W LUK 2 AN B R IE S5 4 B
AT FE—A L.
0. 12 200 bp; 300 bp 5 500 bp; 1X 600 bp.

B (Cancel) BUH SN B AE B IR A& 1.

REENSYH - a3XE

B &R (Inclusion Region) IR AT LAE L ZIEPUAN > T-REE  (E56)
IR T 5 EHE P g O3S Marker) 15 X4 (Inclusion Region) 2§
W S 7 PDF #R35 A1 F H R . 3= 44 14 7 £ B/ECE (Global Configuration)
XU HE H R R R I H AR 1 B

ProSize ##& 5 i 4 A 2 F it 125



4 ProSize it &

Peak Analysis Marker Analysis Quantification Smear Analysis Flag
Advanced Flag Inclusion Region Advanced Settings
Start Size (bp) End Size (bp)
100 500
900 1500
Apply to All Apply to Selected
%, Load h - Save Current Configuration

& 56 % E A4S H (Set Individual Parameters) SHEHE H1 )4 & X 35, (Inclusion Region) &34+

% 44 815X (Inclusion Region) &I+ A E g B

wE 3%
4=ER R (Apply to All) LB & X8 (Inclusion Region) & 1K 1 BT A 24 /i & B ¥ N A T

INE B ST BT A B b o 2R AE S H ladder AL R IR 4%
B, WAFTERERRIZL ladder #RIGHEHT: AHIRLERANE &
LRI LR, W PTA RS URBCE ST, 2 ladder A&
W H .

A Selected Samples X

Selection
()123456789101112

¢ Termonwe

Apply

T AT E A S Bl E X8 (Inclusion Region) #5715 B M7
FFArA RS, A BRI, 2 Wi s SO BT AT AT
W .

126 ProSize #iE 4B P Fi
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% 44 815X (Inclusion Region) &I+ A E g B

wE 3%
S T BT R KB & X (Inclusion Region) %15 & i fr A 2410 ¥ & N A T H

(Apply to Selected Samples)  Ff&EIREMIRTL . 4 TR FTi%kES (Selected Samples) FLIR 4315
P, T a3 2 5 % B IR AR L. ST R AL 1T8E
Hl, SRJEHEHRE (OK) LRI : SadBUH (Cancel) TIH 4% 1E .
WNGRAE S ladder FLH B IX LB B, W BTA FE A2 L ladder
A TR WA RAEREARE L B AR e, A R AL
B H, M2 ladder AL HE T
W AR S B S X (Inclusion Region) 35 (19 FT 4 4 B 8
FHT Rk i — R S, A BRI, 2 Bk B SCAR T A
JIT AR AT AT B SO 0 7 5

ProSize H#E 2 4 A A+ 127



5 ProSize 9 FE=# 4 (Size Calibration) A
HFRRAERA 129
g oy v R HE RN 2 130

HEIF T TEEHME CUFTIT) 136
WO IEAN B 10 237 B 147

KRBT 5T ERME (Size Calibration) FHl (ORI Z A ED o Kkl
2R ST T30 B R RO RE AV /R BT o R AR T 251

ProSize #IE Dt B A FM 128



5 ProSize 7y F=#f (Size Calibration) R &

o 1 ERHER A

7E ProSize B4, AP Al LAUE L ERE AR FOFLF 1247 DNA 3 RNA ladder (3
), BFEBELESAZIIIEIFSHAS FERECH (rscal I REZ) Kk
Fefh B B 1 &2

WIHRTE ProSize H# S NHI4rFEARHE, W FT /W7 B AN SN RS HE AR 75 4
FHAH RN 43 Bt e . BN P R~ BEFRE/i8 47 HUE LA & Lower/Upper Marker,
DUR AT REHE 20 1~ B s R P

R T IEHRAE D F&,  ladder DAZRAERE 5 B Ad FH ) Lower/Upper Marker 7 i 1]
WWHEN. RN, Lower 8% Upper Marker f] it 55 ladder W3R8, X%t
T EARET 5 0] A2 . — 28R R (9 RNA AR 2H DNA 76D
VA% Lower Marker; [, {248 Lower Marker 5485 ff) DNA 8§ RNA ladder
HEAT LR, AT B 34T 15— 14k .

T AR 28T, TEMRSH SRR ladder FIFET CIEH D TG
ladder Fr B, HEH HAIER .

PAUR S50 T Al £E R HE il 20 5 IR AT I ZmAE AN e N/, DR TR
AN IE A HEAS 24 28l SO

ProSize ##& 5 i 4 A 2 F it 129



5 ProSize 7y F=#f (Size Calibration) R &

&S FERVERLZ

e i 2 T L@ L R i S
A: TESE—IRATHF AR A I OB SO R BIILEC AL B, 2B RERitE
(Global Configuration) Xf1&4E, Ui 57 AN . X2 e Rk M 26 i i FH 1 5.

TERZHNEOT, A A A 223840 30 SRR AR B, wT LN #k &5 7
58 SCRIACAR 1) 4 Jey e B SCAF o MR R 7 1R ) S 2 5 0 P B S A R AT T b,
1 DNF-910 Kit - Fragment Analyzer.ini. 7] #4575 22 M 22 SEAS SRBUX LUfic B 0. T
Tk e & SCEEAL T C:\ProSize data analysis software\Configurations 303,

B: STIFICARE, BERS R DUELAE T S0 Lk - sl oH > BRaF
=1 (Analysis > Show Size Calibration) k& F #EZE (Calibration Curve)
FHH
£ FHAELE (Global Configuration) X i HE H [ 4> FE# 4 (Size Calibration) i<
WIE 57 pizn; 3k 45 XX E AT T /4.
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5 ProSize 7y F=#f (Size Calibration) R &

21 DNF-474-33 - HS NGS Fragment 1-6000bp.ini X
Advanced Settings
‘Quantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis Marker Analysis Peak Analysis for Ccap Size Cali

Calibration Ladder

Secbo T  DefaultLadderwell
1 (bp) E@
100
200
300 Curve Fitting
400 Point to Point ~
500

Insert Before

Delete Current Selection
ported Ladder Profile

file =

Clear All

Import
Export

H sawe & Load 3 cancel
& 57 4 JRACE (Global Configuration) X FHEH i) 53 F A% #E (Size Calibration) i1+

% 45 9 TFERUE (Size Calibration) & &

wE £
TR 4Y T bR dE i PLE#ITE R T calibration ladder HrL41) DNA/RNA F B
(Calibration Ladder) TR AT B (3% Lower/Upper Marker) (11475 B4

BN A B R SRR (TERHESY 7 = AR UE S (Calibration
Ladder) &0 T #H1T7F AN

e Sy T Rebr it i > £ calibration ladder &+ 4 /7 FTi%k it ok L7 AN —A 2 [ 5
Z Hi4d N (Calibration Tk .

Ladder > Insert Before) Y R R AR BTG DL e T

BHE T EARAE S > MIBR calibration ladder & 41 Frik M B oAk . 4. S AHR

MBS 24 AT e $E (Calibration Rk 5.0 LA FH b 1,
Ladder > Delete Current
Selection)

BHE T EARAE S > MR calibration ladder &/ (I AT AT 1 I0HS
A=¥iE kR (Calibration
Ladder > Clear All)

ProSize #iE A A F it 131



ProSize 5> 72K, (Size Calibration) R

% 45 HFERVE (Size Calibration) & E

wE

By 7 Bobrife i >

S\ (Calibration Ladder >
Import)

R 5 Eohr it i >
S (Calibration Ladder >
Export)

BRINRI 23 7 B b vt i AL
(Default Ladder Well)

HhZ& 44 (Curve Fitting)

SR 5T bR
£k (Use Imported
Ladder Profile)

I3 TR ARAE A it 2
(Ladder Profile)

A

SN S HIRIEN ladder 15 8300 &R ILIETUS, KBTI
SCHRSE AR, T SPURER RIS Caxt RS .
ladder 15 B 3C#H47F C:\ProSize data analysis software\Ladders
pai L

ST ladder HER (ixt ¥R o AT, BT
FESCAFR SRS, T SR BT 7R A7 O AR 5 R SR 44 3
ITORTE. TESH ladder 15 B3RS, S ZUE SO QU IR SCAF R AT
FfzF C:\ProSize data analysis software\Ladders St J¢Ff 2
JLH.

T L& TR HE ladder RIREMMARAL. MR RIZIR Tk e &
53T ERCHE ladder RIARRIAT (A-H) 171 (1-12) frE.

S5 (Point to Point)

f# F A3 55 (Point to Point)  (HEFE) #0447 F & (Size) (bp Bk nb)
5 (Time) (s) M5 7oAk th 2k, 76210 & sz Mgl —
FHZ.

« 23 (Polynomial)

8 2 =G 5 F i (Size) (bp 8 nt) SHA (Time) (s) 14>
TR . TEIRF (Order) FBUHHINF 51 (3-5).

SAZH S H BT R (scal FEAZ) , HToT &

BRSNS F RSSO 2. i [ InERS AL
fFo BT H SRR SR, T SMORE R M (scal
EZ .

e TSNS T RSO, R AR P& o BB
BYIEREFKE. Lower/Upper Marker. CE 3B HLE) o 7 HT%k
115 5N 2 18] 1 22 54 5200 231 B IR

ProSize ¥iE 7tk 4 A F i



5 ProSize 7y F=#f (Size Calibration) R &

E X calibration ladder

DNA/RNA ladder (345 Lower/Upper Marker) 4 & A A B 0 T B8 T
K FErnER (Calibration Ladder) % (WLE 57) o v LAEHAERME A,
WA DME A RS (TERE AR FISN (Import) frd-. T ASNHT R
RIS, SRS B IERTA % H LS AT H ladder (5 5
T Gt iEAD .

TERZEEOUT, o LAE A A AN [J] 0 2 A R s AL ) Tl e X ladder {5 8

%, FAE N4 Flc & (Global Configuration) f— &4 IN# . *Eﬁ%iﬁ’hﬁﬂfﬁﬁ
5%t ladder SCAFHEAT T 4%iE, 4% DNF-910-33 - 35-1500bp.txt. A ARHE 7 2 M %
FE TR EUX L ladder SCF. FN#E Y ladder SCH447 T C:\ProSize data analysis
software\Ladders 33,

EXEIARY ladder 7L

WA AR TP S ladder, AT ladder MIFE S FLE R TBRAM S FEFRERTL
(Default Ladder Well) 7Bt (WLE 57, T 45) . BidiiZz7E, M FRAIFEFE
PEELE I T B E bR e AL AL BL R FLAT (AL B &) AIFLAI (1. 20 348) o 1E
REFE 12 UM BAE BT, KA LS B (1-12) Wik,

E XS
HhZe A& (Curve Fitting) NHsc A F 5 o 7 BAHE M & E 7730 — |REI =
(Point to Point) B %I A (Polynomial Fit) (=& fik) (WLE 57, & 45) .

EME D TR AEMZER, 5w A2 (Point to Point). FrA brifE 77 i%
Bfdi e 3

EFRS A ladder

MFEERAZAFHO S TERERE, HERERSANS FERER (Use
Imported Ladder) (L& 57) . WFE KK, EIEFE @ B3I 0
VAR, AT SNIRERIT RIS (rscal I 4D (B 57, F45) .
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ProSize 5> 72K, (Size Calibration) R

SHEEMEED

HERINK ladder FLALA “SHCBNE” o AN ER (BT AR A HE ) ST
), EEH BN NS EMEIE ST (Peak Analysis for Reference Cap)
(EAE TR (& 58) o AT DU I IR IR AL R 1 B, i o) EERE
ISk IE A ) DNA/RNA ladder 1%, sk 46 H TR,

KTPXEFEBMNELZEL, EHSIE4E, “ProSize itE” . 1EINEBgmE 4R
Fic B (B B R, I A A X e S HOR R AR R E R T T E AL HER ladder
e S

0 DNF-474-33 - HS NGS Fragment 1-6000bp.ini X

Advanced Settings
‘Quantification Smear Analysis Flag Advanced Flag Inclusion Region
Peak Analysis Marker Analysis Peak Analysis for Reference Cap Size Calibration

Peak Analysis

Peak Width (sec) 10
Min. Peak Height (RFU) 100
#Exra Valley Points 3
alley to Valley Baseline?

n4> Ak 4

Wanual Baseline Setpoints

Start (min) End (min)
10 > 48 S

H sawe 4L Load 3 cancel
& 58 4:JRMACE (Global Configuration) X iEHE H 12 LL BANE 14 4 1 (Peak Analysis for Reference Cap) i
Tk

< 46 BLLEMEIEHH (Peak Analysis for Reference Cap) Bt Ei% E

®E ik
I3 H7 (Peak Analysis)
W52 (s) (Peak Width (sec)) SR T W RIS SR, B AL, e

A e 5 ML P DA B S b s S0 e PR i/ 4 s T
B R LR L DU AT DA SE A 3 S SR e D i/ 4%
#io XTT DNA/RNA ladder, #ZUYEREI 3-5.

ProSize ¥iE 7tk 4 A F i



5 ProSize 7y F=#f (Size Calibration) R &

% 46 BLLEMEIE N4 (Peak Analysis for Reference Cap) AL Ei% &

RE fk
AR (RFU) (Min. Peak Height (RFU)) & SUR A 5 B (RFU), P T 26 36 35 B4 110

W AT SRR AT SRR I T AR )

# WAMUIES 55 (# Extra Valley Points) BE B 2 5 M U 1Y) SR 2R B A3 T A/ R S D g 2
[E s 2k . bk B 2 B e R SE I R 2R 4y
BHIPIAN G (A AL . GRS R EROR, KA
B AN UG 1D RN AN 2R 2 A 28 ] —
S BRI WRE RN, R 2
I BIHAN R B TR IR
H: BEEHESEIESEL? (Valley to Valley
Baseline?) % & A4 BeIE LT RE -
DNA ladder i ¥ &4 3: %7 RNA ladder,
WEBENO.

G B 3ELE 2 (Valley to Valley Baseline?) WG R B 2 5 T U [ R 2R AR 3 T i/ 24 R DA S U 2
[H s 2k . b B 2 B e R S R R 4y
BHIWANIE 2 (AR L. R R, KA
AR TN AR T (M ] — R
BRI, e L E, WL 2 )
FIFAN R B2 A “UER7 .
XF T DNA ladder, i## 5 UL E, % RNA
ladder J& % MIZE F M5

R E M BOES FEFRES (Calibration Ladder) F Bt BUARIS FEIMER
FL (Default Ladder Well) FIgRZIAA (Curve Fitting) Hik (B0S A Z BT I
TEIEH S L E@EWE 4T (Peak Analysis for Reference Cap) 15 DA HAh
BEWEE, 2R INEE ProSize B .
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ProSize 7y F=#f (Size Calibration) R &

EEHSESTFERE THTH

R B SRS ProSize Bt AR FE S AL & 701 ERHE ladder, HFLAE
TR E GRS (B 59, H12 fLMEGRERE BN . FHEEE ladder 1L, 1#
Bl LR 3 A1 R AR AL -

AERRRE]

[tz Plantt

g BEEEEEE

136

B 59 FFE: LR E R FERMESL H12 frid vt (EaRERE RRS L EMENIME) .
VE: ladder SEFFIERE (ERHRIER)

AR Z WAL R g 8 5RO FE4nEm (Calibration Ladder) 2+ f B
KR ARUCHC, DR Bk 1 Bk & (Curve Fitting) FOERL G 70 FERAEIIZE,
FHAR A BN S A LT 515 o ProSize BRI HAT 55 20K Wom SCHF R A2
A& BREfTEIR (B 59) .

FEACBR BT A 2 AT, BB A T R SL LURA 2 57, R IR
IEFEPT B Bt/ Marker .
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5 ProSize 7y F=#f (Size Calibration) R &

i M ProSize BAFI EFMEE 7 FREMAEML, rIEFFMmb R L, ®

SHRE D > BEROFERE (Analysis > Show Size Calibration). K & 7~k #E #h
e m (E60) .

jbration L
Default Ladder ¥
Size (bp)
a0 J = [ 2 |
00
0
4000
/ 30 | | CcumeFiting
3500 / &2
g E
/
3000- 4 7
= / L o
8 / Use Imported Ladder Profile
< 250 %
00 Lade
/ 1200
200- i 750 |
2000
1500+ 4 300
e 00
1000+ e
s00- o e ——
PR b Min.
0 —s——yj : T T T T T — T T v T ea— ; ; . . ;
050 110 w0 20 B0 1m0 14 S0 150 1600 1650 170 80 %0 1950 20 2050 2100 w20 250 235%) i
Time (HHEMMSS)
20681
KX
2000- i
20000- . & Bpot
i
18000-| N R Concel
16000
14000
&&&&&
10000
a000- 2 &
5000- =
000
000
0B0000 00200 00:0400 000500 000800 0:TR00 001200 001400 OXISED OKTE00 002000 02200 002400 002600 002E00 003000 0BI200 00:3400 003500 O3B0 0:ADD 004200 00ALDD 004500 004EDD 0045
Time (HHMMSS)

B 60 K<k (Calibration Curve) #4Hi, 7R 7 IEMIEEEHIS T8 RME ladder

Iy FERUE 2 ERTIE) (Time) 59F& (Size) Wk RE, T4 LA, EWME
RIRLALAHE LR T B A s . ERZEEL T, S8R
(Point to Point) & ik o] 32 {404 1 fe 0L & . (HTE IR LB L, 2R EE
(Polynomial algorithm) 7E i 73 ¥ & X 3k 1 AT DA B P . 2Ll & .
WA Th e 5 £ BECE (Global Configuration) X il HE i () 4> FEBRUE (Size
Calibration) f1& L EMEUE 53 #7 (Peak Analysis for Reference Cap) % T+ # i
DhReAHE (& 57 FE 58) .
= A5 N T ROES FEFRER (Calibration Ladder) 3 [ H B RS THAE, LA
KERMARI S FEFrEMTL (Default Ladder Well). BiZk#U& (Curve Fitting) il
FRASANS TFEFRERIZ (Use Imported Ladder Profile) Zhfg

i FIUE 53 # (Peak Analysis) MiHR AT LA % calibration ladder fUERR /315 & ;
XEEThREE 3R 46 HUSAE I ThREH A
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5 ProSize 7y F=#f (Size Calibration) R &

Rk i 28 7 B £: B calibration ladder FLA LUK EE#R) o %8 AT LU ih
M THEBOR. B4 s EE B NERE S/ 24N, W5k 47 rid. &
Al LU I Lk % I (Electropherogram Trace) o3 it (I The, RIEH B
B Pk 2 ALk g, DUIILACROE S FE47Em (Calibration Ladder) %
HHTE (247D .

WL PR (Export), W LAT I M BT &S 170 T ERAMES

= 47 ROfEMZ (Calibration Curve) REAYE b IhaE

| R

NH (Apply) B 4TI 437 A HE 1 B IR B ProSize M3 ST . A
BAHIFT IR HE 2% (Calibration Curve) ST T 46 B i (6 4F T 58
SRS LA T80

St (Export) S H SR 4T B (size calibration) 3 B R 1) HL Ik 06

P/ ol 2, 3 e H A wT DL SN Atk i AR R S AL B ST 1
(*scal I g 42) o KITIF AR, AT SMBnS
PRI B 5 AT 5 (9 SO A 48 EAT DR AT

HU (Cancel) K HREHE R 28 (Calibration Curve) Ftifii 338 i ProSize #4:1
FARE . NEBYIFTHRHER 2k (Calibration Curve) SR 46T
AR ATAR] S SO AS 22 R F T80

AT B Al LSO FL ik % & (Electropherogram Trace) HIAEAT#4. 4n
TR, Bk BRI RARCh B 75 IS a8 7 B
IR (cursor) HEBhBIFTHRALE, RJEIAF AR .

HEHE < FIF A 3046 % B vk W& 18 (Flectropherogram Trace) ) x/y %
ME.

oL F B Uk (Electropherogram Trace) & B BT MM, DLk
053 HARFE - (Fln Microsoft PowerPoint) .

BRI/ B RGN% | SEIT K B R SRR TR R A S s R T (B N TR
HBELE) .

T TRUEAR A3 TR R/ 258 0 B T R A 1 7 S AR 3 HEAT R
HE, T B L M 5 SE BRI TR » P T LB 50 3E (R0
(Peak Width (sec)), Bk f# I Hi ik i Pl (Electropherogram Trace)
RN (4N 34 (Split Peak) SRAEENIEHE & /48 5 (Move
Peak Start/End Points)) K 58 Bglés (e s /28 5
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5 ProSize 7y F=#f (Size Calibration) R &

< 47 ®OEZ (Calibration Curve) R E I E thIhAE

e
HE% 9 24 (Accept Change)

IX7H (Cancel)

ININiE (Add Peak)

43 540& (Split Peak)

&% (Merge Peaks)

ProSize ##& 5 i 4 A 2 F it

A

B2 MR PAE R F A& GRmE (Add Peak). 43 34I%
(Split Peak). & F 1 (Merge Peaks). MiIB&I£ (Delete Peak).
BrnlgtE /4 5 (Move Peak Start/End Points)) . Fahisik
SERUG, Ak kg A (Electropherogram), ik FiEs
BEEX (Accept Change).

I R WA 43 AR R 3B 20 GRINiE (Add Peak). 432
(Split Peak). & F & (Merge Peaks). flB&1E (Delete Peak).
BrhlEtE /4 5 (Move Peak Start/End Points)) . #HTF3)
BBUR, At e ke B (Electropherogram), i HEEGH

(Cancel).

F-Zh 30 0 A G L UE 43 47 (Peak Analysis) ¥ & H 317 4 19
g, I3 SRR RS i AN & A

TR S VS 0 D6 (1 DX 3o A B R o i X 3O 0 PR I (Add
Peak). 4 HILBEAN A 3 EDGHR (cursor); 24 (cursor)
SE SUHHOIERT A, A MDEAR (cursor) 5 SUHTIIIEE sk . R
Fr (cursor) HERIFTH MM E, RELABATIFEREZTER
(Accept Change), RIMIEEATAR

W NN (Add Peak) THREA 22 INAL T Lower/Upper Marker
& L2 A ClnSB A Lower Marker, IR 2:¥3 0 Lower
Marker Z R4 o

B TR I T3 5 BN AN, IR E S RN E .
TROK 243 UG (1 DX J. At B 5 2 X 3 o 3% 49 B0 (Split
Peak). H H I 103 BDGHR (cursor). #46As (cursor) #E3]
FRRRINLE, SRS A R B B BX (Accept Change),
F W 3 B A WEREAT AR

BAEBHENES I, RN

TR B FFWe X 3. Ao B i i X I i B & Hg (Merge
Peaks). 4 Hi 309 A 40 1) 3 B % b (cursor) s 7o fll AR
(cursor) & X EGIH M E AL Mg, AMDEAR (cursor) & XE 4
FHIIAT MG . EVE IR A5/ & 05 X I HE B Y6 Hx (cursor) i
ITEI, RN E I PIEZ B (Accept Change), #
ZAWEE I AR IEAT AR

139



140

ProSize 5> 72K, (Size Calibration) R

< 47 ®OEZk (Calibration Curve) R E I E thIhAE

=]
k% (Delete Peak)

Fo B UL A/ 24
(Move Peak Start/End Points)

i: 3%

F kR O AR .

TSRS S A o 0 £ [X sl A B o 12 DX S S B PR 1 (Delete
Peak). ¥ HBLLL )3 EEHR (cursor). K thn (cursor) HE3 BT
AL B, AR5 A SR o I PR BB B (Accept Change),
AT 28

B S il AL VAR S A/ 2

). 7B o OF R TR EhIE R S/ 48 = (Move Peak Start/End
Points). 15 2481 A A/ 2 fUAb s H B A 20 6 1) 3B B AR
(cursor). ¥otks (cursor) HEEIFT R MALE, REABATIFiE
PIEZ E X (Accept Change), N L s/ & S AL B, X
BATEH

W KRS UR LG AR AR S R, B
LR, F P U AUEIESE (B (Peak Width (sec)). IE#IE]
5 (Valley to Valley) 5 F & & % 1% & = (Manual Baseline
Setpoints) T HiHT %,

ProSize ¥iE 7tk 4 A F i



5 ProSize 7y F=#f (Size Calibration) R &

RAF L IENEMR D FERE

TEHAT 7> T EAHERS,  ProSize B R 225K 70 1 B AR TP IR0 I S5 BOE S
F=4rEm (Calibration Ladder) R ET 51 7 BTG . 0 ladder FLH IR
Iy IEHE SR E Sy ERRUE S (Calibration Ladder) 2 Hb () Fr BOECERIGES  (FR/MI4&
HEBEZEED) , FHREEHR SR ANEREREE: EE: RENESS
FEfNERIEZBIARLE ! KREL D FERERLZ (Wamning: Mis-match between
detected peaks and ladder assignment! No sizing calibration curve is established.) »

61 FE 62 FFR /TR Bt [ 63 FIE 64 A5t 2 7Rl
FERFMIE LR, AT BEAE 3 5 1 G B0 0 R v it 26 51 Hh i B UE A (Peak
Analysis) % &, MIMES T ERUE ladder L (f23E Lower/Upper Marker) ik
PR IR, SKIIER R T ERME. EEESBENEE, BHEA
(Apply) ¥4l . 48)5, ProSize 3AFRIRIBAT S5 AKG BoR SCHF R AR, A BN IR

- X
lysis Option Project_Batch Processing Help
LODEO
c2) >
123456789011
o L
f
¢
o — - - - - - - — - - - ———— — - - ——
€
3
s
H G000
[
» 21:’}“(’2‘i222226EEE3SE5SE'I,EGUSBS853Sgf)g&38588BSﬂgggi.mm-‘.ﬂﬂB:.]ﬁﬂE‘E’EKﬂﬁ'133!11!355633588586%63;2?li‘g'ii'E%;;
[F12: Ladder . | PeakTable  Flag Analysis 3
24000 Size(bp) | ng/ul | % (Conc) | nmole/L [iA]
22000 el N EETO) 0.7339 34.2665
ERN R 0 )
20000- ® |22 02473 [63 66469
P | foae (o7 [eami
& |5 400 07058 | 180 152384
- ' AL i ra—r
10001 L | foam (55 [3mm
2 1200 O ED 02180 [55 38188
0[S0 [oee |12 [T
10000- w0 [ozsE (65 |43
20 (oo |55 |34
£00- [0 Joxr s |36
] W [oans (5629
75 |5 0500 Sarex
4000~ 5000 (UM)
2000 S 39261 g/ul
e T 787 ool
Tota Conce 41669 | ng/ul
| o

61 EFM EER T RIEBMIGK S TEEE BMEREAE) o A1ET7: FIESHT (Peak Analysis)
K, BEIRRIKIER (RFU) (Min. Peak Height (RFU)) BIE, X ZRMIEE T CEEEED
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|24 Calibration Curve
Calibration Curve.

ProSize 5> F2#f (Size Calibration) A H
RBHLUERERB S FERA

2800

Default Ladder Well
T O
H2 |

BEEER

CuneFiting
PointtoPaint v

O Usel
000 Ladder Profile
1200
1500

4 Ladder Profile

§§§j§

§

i

Peak Analysis

55
Min. 5500 3]

1 1100

1150

1200

125

1300

0 M0 W50 10 1550 160 1650 100 1550 10 1850 1900 1950 200 2050 2100

“Time (HHMM:SS)

2]

25 20 23 &

3
Valley to Valley Baseline?

22000

18000
16000
14000

2 120001

10000-|

a0
00

s

500
500

100
—
00
700

BHe ¢ e
&l
i

000000 00:0200 000400 00:0600 000800 00:10:00 00200 0XTH00 001600 O1E00 002000 002200 002400 002600 002500 003000 00:3200 003400 003600 003800 0B4000 004200 00:A00 004500 0040 004959

“Time (HHMM:SS)
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& 62 fififhZk (Calibration Curve) S, 27n 7ok EE 61 KR IEHHI& #1707 EAE
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ProSize 4 FE## (Size Calibration) A
RBIHHERERN S FERA

|24 Prosize Data Analysis Software: - 8 x
File Administration Analysis Option Project Batch Processing Help
]

2 Codder §, | PeakTable  Flag Analysis *
2400 @ Sze(bp) [ ng/ul | %(Conc) [nmolerl |4
n (ng/ut)
200 | T s Jomse 352667
il | 2w 000501 ooie
2000 o1 oo
18000 b 53 15804
& o 00n
16000- w o1 00153
I 56 10505
oo i a1 [oons
£ 100 1 59 o

- &3 0573
10000- 70 [13415
57 02916
000 54 oirsT
500 50 o137
(] 0082
4000- 62 [028
&1 00703
200 52 00515
= 54 0056
53 00368

.I 00681 |l

B 63 FItH LSRN T RIEFIAN S FREHE (FoiEd2, HaRED o 2iERE: BRI
& (RFU) (Min. Peak Height (RFU)) BI{EL, Y80 AT AR (0
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ProSize 4 FE## (Size Calibration) A

IRANHYER RS FERE

|24 Calibration Curve
Calibration Curve.

11000

10000-

Size (bp)
g

e

e[| Dcfaul Lodderviel
) ]

700

0

30 Curve Fittng

40 PointtoPoint [

50

C—

700

%0 Use Imported Ladder Profile
50 o profil
000 LadderProfile

200

7500

200

3000

| 2000 N—|

Peak Analysis

Min. 2

Moo S0 120 150 10 10 10 1450 100 10 1600 1650 700 10 &0
Time (HH:MM:SS)

w0 100 180 2000 200 2100 20 200 250 230 23

3
Valley to Valley Baseline?

22000

18000
16000
14000

2 120001

10000-|

1000

s

500

00

|

5000

SRR

1500
2000
3000

1200

J

gls 3
il il

00 000200 00000 000500 000300 01000 001200 01400 001600 00180 002000 002200 002400 002600 002800 03000 003200 03400 003600 00300 04000 004200 004400 00400 OBIED0 0040150

“Time (HHMM:SS)

<

Apply
L Bport
K Cancel

144

& 64 fuifiihZk (Calibration Curve) FHii, 27n 12K E[E 63 MR IEHHN & 117 T EAE
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6 ProSize ZhN1¥£ 5

BINIET 146

P S N 146
B INFE L S 147

ARES R T AE ProSize BAFH LUBRE i (K 7] I i

ProSize #IE Dt B A FM 145



6 ProSize &%

2 Nk

FRALPI A T LOROPE e 0. £ 2 17 (Quick Overlay) 12 217 ## i (Overlay
Samples) Ftifl .

PSEL=Y)

1 (R LA R E AN A

HL Pk e ] X 3 s B T P AR

5000-|

] ) : 3 )
& § § & g £
St L
primer dimer CE

2 WREREFT M 4 —7£ (Normalize) Ebs (5l Lower Marker Y3—1¢
(Normalize to Lower Marker)) , #Effi S HUFE - 8] (1 L e 45

3 TSR S 7 (Quick Overlay) #LE, i XU I B AT 2 vk B
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nnnnn

ProSize &%

S AT E

Z M 47 (Overlay Samples) 5t 1 A 176 25070 i B AR L ko b PR B o, R AY
R FT T B B8 S A AT i 1) Fe A 25 S CA 3 R AR AL Marker A8 56 25 445D
FRR B RE AT B AR LI AE R, DL AR R I iR A

& 0 & (Overlay Samples) Ft T 4T ¥ )&, K &b 2 5 45 3 9 - 47 9 5 H
(Projects). 7E 5t & sl il pdf ey 2 7, 0K S B i 45 R AR A7 T H
(Projects). JHILHIH (Projects) I+ 7] AT FF 2 BT ARAZ (I H

PLR B34 T o] B InEE i (Overlay Samples) FHidT JF. %655 &0 ) %
¥, R/ bR AR, T HAR BB S LR S S R E R

FTHE N+ (Overlay Samples) A H

1 T M S 85 B RS, (Overlay Samples) i, ikt &) s Smis 4
#r > BfNkEM (Analysis > Overlay Samples)

TN 2 FEAG (Overlay Samples) FtiT (& 65) o 3= 48 &4 T T2 A2

&
B

Bl e

W% oD

ssssssss

65 ZINFEM (Overlay Samples) #if  CREFAE M)

ProSize ##& 5 i 4 A 2 F it 147
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ProSize &%

# 48 &R (Overlay Screen) TREBIE THAE

SRR
T H . hn#k (Project...Load)

T H .. .fRFE (Project...Save)

TiH .. 55474 (Project...Save As)

T H...f% (Project...Create)

& HE A (View Data File)

R
FIITZ B PR AF I BB H o

TRAE LT RN BTH -
E: R BRAE AN BMBTA S, S ARG B A
S -

KBMBE A, AR HREANSHE .
E: R BRAE AN BMBTE S, S ARG B
S A -

QI BN H R FFHT T B8NS, I MBS B S

T IR D S AR R S AR IR Bl R, TR
InH..1R[EE (Project...Return to Project).

T 49 B TAEFTHETRE S FLZ BT FH I R AT I ZhRE . A2 2C LA AT DUE B — L
WA B (Plate Map) S8, T ib s B S AOREfh RSP 44 81 T2 ST

% 49 BN (Overlay Samples) EEINEE (RikiFHER)

BT
TS [

B AMES @
B )m [H

% 5
e

i

S, KTNSO E O, TR BT T AR )5 4G
oSO raw 4D, DMES SR 10 B SO T St
ST .

VE: WU EAE B ANEE S (Overlay Samples) i d 3T 71 £ A4S S 5%
T, A TIREE B IR R, T ARSI R 1%
 $RATTE ProSize BAFHEHTALEE  (EPiESE Marker. £HES 2D
o AUEFARIF K Lower/Upper Marker

o DAUME AR SEER A (O BSERR . BEFICEE. 43 Bs i)

KB INEER (Overlay Samples) FIEI 3R 7] ProSize #4154 1Hi

FE R — % 1 op D A vk b R AR I o “REdR B n” (&
68) .

BRI E BR “Feddm” (E69) .

PRI E R EoR “Haan” (& 70,

ProSize ¥iE 7tk 4 A F i



6 ProSize &%

% 49 EN#5 (Overlay Samples) REINEE CGRIEFER)

SRETH i: %

P AR 1 B IBE R (Overlay Samples) ¥ PDF %5 (LE 71) . ¥5xi4g
ASCHEHATHERRD. 85, “M ProSize /iR K5
WGHEAT T VEAA SR . SR BT bRIR . T W AUGIRAT
WiH, SRIFRL A A R

SHHE o MBI (Overlay Samples) S H%dE (WE72) . 887 3F, “N
ProSize ‘T H¥dE” X+ 5 HIEWUEAT 7NN A B i st
P tabRL .
e DAURMREIE, RIERET AT B R,

FLAR 3 A B F T e R S ALHEAT LB

INAGEEEAE AL AL, R EISIMEEAT RNl R TR AR
B GRAERIBUT) o« & EIN/ARI, ERTAMNTIES (1,
255) o WMFHEIN/ AT, HREHMAITT RS (AL B,
NG PR/ R B AL T L, I EALRE AL, BRSO
G s TR i (Plate Map) 75 .

2013 10 03 09H 04M.raw
(1234567 89101112 [
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6 ProSize &N+t &

% 49 EKET (Overlay Samples) EEINAE (RiEFHESR)

SRETH i: %

FER D S PG, A AER ID (Sample ID) %% CFED , i/ Agsid
B2 B R R 1D ST R R
PR S, R AR I R IR
L, EEK S WEERPTE L, AR I 2 AR
(Clear All). tn# <+ ID (Sample ID) S, BB dMA F77
k.

2 4Ble

- i ] B, BT —AE N, SRR R RIS SR E R
AR

A DNF-474-33 - HS NGS Fragment 1-6000bp.mthds X

[Full Conditioning [1Gel Prime to Buffer Gel Selection  Gel 1

DOGel Prime

BdPerform Prerun Voltage: |6 kv Time: 30 Sec.
DORinse Tray: |1 Row: [A #Dips|1 |
O Marker Marker Row: | A

(@Voltage Injection  Voltage: | 5 WV Time |10 |Sec.

OVacuum Injection ~ Pressure: -2 PSI

RRinse Tray: |3 Row:|C #Dips| 1 |
R sample Injection

(@Voltage Injection ~ Voltage:|5  [kV Time:. 30 [Sec.

OVacuum Injection ~ Pressure: -2 |PSI

BSeparation Voltage: | 6 W Time: 50 | Min.

Tray Name Tray-2.

Separation Method | DNF-474-33 - HS NGS Fragment 1-6000bp.mthds

Capillary Serial # [ 100318-105FS Effective Length (cm) 33
Capillary Usage count |60 Instrument Type | Fragment
Device Serial # 2524 Contoller Software 5 -
Version Number 20
Notes:
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TEENFE fh (Overlay Samples) FtHIEREFE AL, EATE S A0 e B A 420 %
JIE P AL B A B, A F k0 A B p e B TR B B os (Bl 66) . aniR
R 24 ANFEN, BES ID BB TIRE LT, Bk B pRe i 24 4, MIARS:
WIRFES D

TR E R, B ife i B RE AR /KB EE THAARIE 1 4L 1D AR SR PR 24
BT I B SR ARae oy (1), AR — MTIFRISCAF . a0 R AT I HoAt Hodis 52
P, EATIIRE S/ GE AR A (2) (3) S B b i B A0 ) FH 7 B
i, XNT T EALHE ladder. EECFALE BRI —DME s, il AR
A3t BT B 2% T LA B AR AR 9 B /% LU

fEr K IEEE I, SRR UARMEE SR, FFESIEAMZ L 1D Ak
dh A FRHEAT 1 BB EARIE: 4 ATIT T RO SO gbRie oy (1), AR —MT
TFIISCA o ARITIFHAREAE SO, EATRIRE R ACER AR IC N (2) () 55 1
g mEd, x #HSF2 (Size) brid, yH#H RFUbRC. 78/ IkIE RSN A
A — A Bhsk, I e s P R ST Bl 2% 7T DL B it £ 22 1A ) 3 ELA] B

. T 1 T Frens
I T
» | R ey

66 & JIFES (Overlay Samples) FL i GEIE T 24 MFERD

ProSize B4 A F it 151



6 ProSize &N+t &

EMERAFEATHET. FEMSHIRER

FEZ INFE A (Overlay Samples) FrifiiH, T AfSE T T H A D ek o7 A i B A
UK B BN AT BRI B B AREAISE R T . IXEEDREIC S T AR 50,
RV BT B BN B B TR T RE, T AR R B (& 67D o X T H
KGRI BINA, BT THEFSN, e RMER RS

= e ‘(‘*:i’"%? .
= — — e 3
o 'y Py & Py Jé I
» H H iw § & & REEEREE g
Ready
67 ENFER (Overlay Samples) FHIT CHr i Bl T LA R G S 84 10 i i e D
% 50 &Nt (Overlay Samples) TEREMERKEGS (BikFHEM)
TR 3%
b T HAE
SR e B 20T 24 BE 6 B 0 P B BT B BT INEAR ARG N

HABFEF (140 Microsoft PowerPoint) o ATfa 4. EMEIH—
R T HI B EUG F  FEERIEIGH, 7L 1D FIRE S 2R
BEHBGNKIE LT,y SR M AT SRS E L
ST RAE ladder 3773 o
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% 50 &fn#Es (Overlay Samples) TE#MERHEEHS (BEFEHRESR)

SRETH Tk

&on/BaFE AT (cursor) B TEH AL B B B R K SE 2ot dw (cursor), 8RR
AL E R T8 (bp Bint) #HTARVE. @i diebs (cursor)
AT RAFAZAL, 7T LLEEHR (cursor) VWS IR s BT AL E .
25h% (cursor) A TR EPR S H Bonit, BikiEESMEY &8
AN T EIE R SRR B OEHR (cursor), HEsh5 kR
Fr (cursor) #3AHRT o
N1 FEF (cursor) , i BRI i 1% BT

GEI S ALK E G2 IE N y B (S FED .
MK K RARE Tk Loy, pdidtmsiEsy, A —AITHE,
B E ORI DX 3. FAFF AR T4 DAL A O ER 1 . UK R ME1%

A UAS ) B BT AR«
HEE e H ShFEBCE AT TR BT 24 ANIKIE B Ao 2 n B y Al

Bl H 3h4i ) BUE R 7R BTG Y Lower Marker £ Upper Marker
LR, S48 Lower Marker, TUJ9 M\ Lower Marker |43 85
1 AR 3 (e

EEIEEEA RN | FF E 3N B AR B S B R 5R R . A BG  2R 21 )
FEXNG S B G SR I B 55 5 o

5 Fl Lower Marker X} 5 FH T ¥ B A B & B AN OB 1Y Lower Marker 38 5 3 — 1k

EATIH— B NAATEME, R B AN IE T 2 AR SRR . IE AT

i FH Lower Marker v 5% i i £ 1 BT 4l 89 A0 #6456 3 Lower
Marker X 58 BE AT IA— 40 fG, AEEAN G A5 31 11 5 FE 0 I e %

I SERNS R =R
% F Upper Marker X 3 FH T K e A R B B n B 24N Wik T8 19 Upper Marker 58 5 15— 4k
E# A1 B8 NARTEME, AH LR A B ANYKIE TR 2 AR SR . IE TR

i F Upper Marker 11 & # 5t 3 B B BT 400 I8 &, {88 FH Upper
Marker %88 B AT IA—10fE, A EEAN G 0045 3] (1) 5 P e %

WIE RIS .

Bt o i F LB (Digital Gel View). &jn# & (Overlay Samples)
ST DL R 5 H BT B AT AR S B IR B R (T %
e B £ 34 350 <

- BIEAK (REOWS, AGEFE
« ARBE (AGES, BOEFKE
« BIRGE (REWS, @G
« BIRAK (REWS, 46K
<t GEOER, SEIAEKS)
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% 50 &fn#E& (Overlay Samples) TE#MEBERFEEHS (BEFEHRESR)

SREAT i: 3%
R 0 2 o P TR A
) N FT LATEOR WLk e T ) A y e JBOR: 5 RBRE T ik 07,

dFFIRAMES, IT—ANTTHE, B ORI X ke AT B bRl
CAREFHTBOR Bt o JBOK S ) B AT LA ) S BT IR AR o

A F LS ) (Plate Map) A i) AR RE it I H OR B 180k X
o WTHRAEBOERAE, 5 {E BEI4ER (Autoscale) TIRE .

Hizh o | FT DA B L KU JRTFR) x B y e I REHERD: K ARG hR E T
& EJ7, BEIREMERDT RS, ARERATT AR
EEE ) T B BRI K I I x/y iR oR . {8 B EIZIE (Time Scale)

R FRLIE (Size Scale) Wt , HWRHHT EUGHE SR M
AEIFR B G AR R A HgGE— 5 FEZIE (Uniform
Size Scale) i, Az TR M 0 bp FF4h.

ey BB B SO B s e G, AN R Marker
VR, W A ALFE Marker 76 IREAS y VG HEL, 1 AT AR TR
(Option), 3F % #% B zh45 51 (Autoscale) 1 4 & ;R # 3 (Display

Mode).
g 4 2 11 L U e L T S o) 8 BN, AR UG B A AR (41

a1 Microsoft PowerPoint) o S R FEMI4E FERE. FEL A/ a0
/A SR ERBIERG . EERPEGE, fLID fMEEH 4L
PR HI B £e /2 LM, x/y Bt BT 2410 BT AL IR

AL S F T B O K I PRI R IR SR B . AR R 430
VAR B -
-k
o WEHE (1. 2. JBFHERIFRD)
o EBEE (R RGBT
.+ & (RFU)
© SRZIEMUETHAR  (WETEHAR/ATREET R
« TR (bpInd
< CE¥SrTE (bp Ent)
« IRJE (ng/pL)
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% 50 &fn#E& (Overlay Samples) TE#MERHEEHS (BEFHESR)

SRR AR
R g 1 FL kG B s TP E e SR ZERINERE (Add Annotation)

SHEAE, AT DS BT RN T BUh . B ERE (OK), ¥
T oA HLYKIE K (Electropherogram Trace) & H o

20 Add Annotation

Annctation

Enter Peak Annotation Here

OK

W IERB B ML LT E: AR I G B TR A

B i, EERER S e M — AN k.

jE It 2 A3 E R (Create Annotation), A LARIEE 2 MR

{31 FH & (Copy) HRE T LAY Bl G Fr) AT ¥ 52 61 1 B M A
ERTERE FTIFE 474888 (Annotation Editor) & M. FH AT LL:

o B AE AR T B RS B AR R SUAR

o I e T R R R AT B

o B RS A MR (Delete) AR Z TR, B @idk

LTS (Delete All) LA R BT A 1R

L Annotation Editor - X
Annctation 1 W Delete()
Annotation £2 I Delete20)

B Delete

|

u

]

]

u v

Delete All O
« Apply © Cancel

BRI (Apply) LABRAIE K% .

VAR =y SR A

F PG S 181 30 B V6 2T 0 FL e PRI S B BT, ARG B HA AR (4ldn
(Copy Image to Clipboard) Microsoft PowerPoint) o S s KATM4RR. [FIFE S REHE 5 hil 2

KGh. ZIRERIZAT 77 S E %I (Copy) EIFRDRESAL.
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% 50 &fn#Es (Overlay Samples) TE#MEBERHEEHS (BEFHESR)

SEEATR ik
B0 5 B IR DL .csv 4% F A i HL kI P x B CRbiED; DARB MR, AN Lower
(Export Data to Clipboard) Marker JF45) Ay H% (RFU), 3 F s X 00 Hod oy LA #2805

Microsoft Excel & Fll i T-EAG FE P o 72 B4 x 0 &= il
BSOS, Ky BRI 5, ORI BRI R
sITE. DUE O e, 1% 0. 1. 2. AR BT AR
gk DU os BoRsR L, RE IR EISEIE S HBISIIGR (Export
Data to Clipboard) #47 Tt . AREHIF TR, KBIFTHRHE
JUAEFRGING BIFR T b s AR 75 BEAT A B AN (R AF

FEE 5 H E Excel FEAEHHL L2285 Microsoft Excel A B8 1EWIZITZIE. ik
(Export Data to Excel) Ja ¥4 E shFTH Microsoft Excel, F£LL .csv k% zRE Hil %A B0 s

VKU x HdE (Tl AR ERAZ, AN Lower Marker JF46) Fly
Bl (RFU)o AZE B4 K x Bl S HI B0 EE—51, %y Bl =
RIS 50, RSB R IR P an . DUE 0 g s, %
0. 1. 2. KRN FIBEATARIE
g LR R BoR3E R, RGP SR S B Excel (Export
Data to Excel) HEAT T i SR J5 AT LURE 75 B0 SO kAT AL BE AN
PRAF o

BIEIERE (Create Annotation) 78 ML UKIE B R vh () H € SUAERE . 7E7RINERE (Add Annotation)
SHEHEF, A LT R IER AN FB . EHRERE (0K),
TEREK SR AE B KB & (Electropherogram Trace) & H .

4 Add Annotation

Annctation
Enter Peak Annotation Here

QK

WIERER A B MR BB AL S SRR IR e B B B AL
Bo fEshiy, AR i Bk
Wi 2 5 1% 4% 8325 EFF (Create Annotation), T BAGY & 2 AR
& (Copy) ThRemT LAY 61 2 A AL Ty 8 52 o1 B BT AR«

THER T A TER MR K U P 5 ] v 7 R B 2 P A

(Clear All Annotations)
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EENHRFERERZINHE

18 ] ProSize H & InkE 5 (Overlay Samples) #41, AT LARINHT IR ELE: 2 A

I) PR B S

RNT WA FE IR, 7£8IN2A S 75 Z 2 JLA &4

o B 5 AR [ 2 1B Lower/Upper Marker 214 . %F T RNA 237, RMiA#
FH AR Lower Marker

o fEEIFER (Overlay Samples) ST T AT (] HoAth B0 SO0 M 42 A 42k
AbEE, TERRIGEEEYE I Lower/Upper Marker J IERTAT 20 TR HE. AREXT
FTTF I LL R S A AT BAN R AR B s I e VA 5 R / [ B
HARTS LR, PR 1 S8 2540 02 AH (R sAR AL, 36 P AR [ 1 2 B e o B
B 43 R A/ B IR A (i NGS 77 60D

1E & INFE S (Overlay Samples) Ftif A1 &oR 2 5§17 7 O 8Hs seemed, a8 O #71

TR ZANEE SCE . B Bon— AN SO RS R SR B, TR BT T AR SR 46 2k

WS rraw 4D o FTIFIE, TR SO T 5 # SR 58 =N EE ST FLAR

% (Plate Map), T34 (& 68) .

L8 — AT EEE SCHARR], KA hREA R T35 AN EdE St i

TEAT I R) G A 28 AN SO pF, i s FLR AR 1 (Plate Map) 4 AT =
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EmEmAE

Size (bp)

|24 Project: - 0 X
Project  View Data File
ETF .
REEEL- o HBave-B@@
s )
T 9
o
e
=
e — -—
=
e
==
=
AN [ S SN NN SN gy — —— -
et
Q1234567890112
$02909070000
BC
cC
D - -
EC
FC
G( — —_—
HOOOOOOCOOCO
= G
T =
2 : @l e
2000 | @ rans
) | e,
20000 LU o rane
i S 3 - — ~ )
[
P @) oo
& 160000- b | © '
140000 (02 Pancs
~ (102: Prant38.
[
- e
-
80000+ (1)8T: Plantts.
[
oo e ——
.
20000~
: =
& & & & b & baded L &
g H § § 8 § PE3EREEE

Resdy

158

68 FfNFEsh (Overlay Samples) Ft1H, FTFF T B AN AN F 188 S 1
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24 Project

Project View Data File

BEEEB &}

>0 § zomrmzoTro

Ionmon®
BAROGAOO

Jeo15 0429 16H 33M 2w g
1 ]

ProSize &N+t &

2 ntEam R RV E A UL E

ZINFE S (Overlay Samples) Fit i HHik o] LLE R J LA A FEIALE, @13k 49 Frik.
69 &7~ 7 EG AR (Image Layout) LKl [E 70 x4/ (Trace Layout)
M. i L P T g 5 BRI ) (Default Layout) # B I T REAR A .

IBHavoc-@EB8

ProSize ¥iE 7tk 4 A =i

B 69 WREEAMR (Image Layout) HLEIIE AL (Overlay Samples) Ftifi

159




ProSize &%
ENERIE

160

B 70 RIRMiZAGE (Trace Layout) ML & N#E & (Overlay Samples) Ftifi

2 Project:
Project View Data ile
I = 97 Pt
BEEE Y- © R 007 panas
280000-| [®]] 2z
~ @iz P2
e ot
2019 0425 168 33Maaw 270000 & G
O12345678910112E (012 Pantis
e COOE 260000 . (| oot paner
< 250000- £ »
3 £
3 240000 007 Pames
g &
s 230000 | I
(03 Pancs
2019 04 29 16H 33M.caw 220000 A | oz panss
(o Pana?
9;-,2«3:25131132‘2& 210000-| é (812 Panizs
8¢ 200000-
[
¢
190000-]
e (087 s
(88 Ptz
e 180000
HOOOOCO0O0CX 170000- **’}
160000
150000-
140000
130000
120000
110000 ]
100000-]
20000-]
70000
oo )
50000-
20000
30000-]
20000
10000+
v Y PR
8 § & 8
L sizebp)
Ready
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ENERIE

—— e
Fragment Analyzer™ Overlay Summary:
Ol 1 30 o, 413100 e
i s ne
- } - . - }
H H H
—_————— - I “ -
—— = o | IR N =Lyl
H : £ o Zom:
= I ) i b I
il | I | = |
o s s
= —
- E = te
i:m - - I -
- =z = =g
4l -’JL ZJMJNL
S s =

pase2tarat
‘Data File: 2013 1003 105 09w
‘Sample: Sampits
Well Location: 53
H 1
o . —
o
L =
= -
- -
' woe  om =
2 = e Ba
H = o e 20
. P am e 25
. wown  amo n
e 2m we
T

Bl 71 MG POF s, SR T8 & MMm& T, MM (Traces Summary) T i Al i e /v
%1132 (Electropherogram/Peak Table) T T
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ProSize &N+t &

B INtEm A |
Manage
fiew Picture Tools

» Windows (C:) » ProSize data analysis software » Project » test Project » Export

B g

test Project test Project test Project Gel test Project Peak
Electropherog Electropherog Table
m m

~ O

B

test Project
Quality Table

72 SHcfEF, BIRT MEBINEES (Overlay Samples) il T2k i) Sc i

ProSize ¥iE 7tk 4 A F i



7 M ProSize S #3E
SHEWAEF 164
SHMIRE A% E 164
S M ] 168

AEANE T T M ProSize Bfth T AR E 5 Bl g . LR S T
1715 Hi#de (Export Data) & s MEA 1 2 M8 T W A4 7 (T
il T s IR T 3 AR R
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7 M ProSize S #4E

TR

— HEHRAE ProSize 25 TR IR AL BE, S/ 58045 Bt T BALLH Rl A% a0
PAFE AL 2 380 e vh B0 T HA AR

SH#4E (Export Data) I T M ProSize F£F S Hif5 B

SHHFEERE

W S ProSize B4 OFRE T 45 R .
1 EEAmhEsE B SN E Xt > SHEHE (File > Export Data)
¥ o SHEERE (Export Data) & (& 73) .

B4 Expont Data >
Sarnple Optien
All Samples Selected Samples
@ (o]
@) Export All
Standard Alerrate

@ Peak Table &
(®) Smear Analysis Table

Seandard Alerrate
®) Flag Criteria Analysis Table (g)

{®) Advanced Flag Criteria Table

(®) Electropherogram - Exports a< cov File

File Export Option for dlectrapheragram X Aoz Seale Optian
Sansgle File Separated Files Size Scale Tirrve Scale
® O ® (o]

(%) Size Calibraticn Data

®Gd [sample Name

Ierage Farrat Fer Electropherogram snd Gel

aMp wEG PNG  ShowAnnctstion  EportFilePath
® Q (0] (o] CAR.\SureSelect libeary with primer dimer 16-38-33 ||
¢

73 S H¥dE (Export Data) i I
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M ProSize 54 #1E

F 51LE T SH#E (Export Data) & H Al I % E .

# 51 SH#3E (Export Data) & E

wE
FEAH LT (Sample Option)

443 (Export All)
Peak Table — Fr#fEELE AR
(Peak Table — Standard or
Alternate)

SRELSR TR

(Smear Analysis Table)

bric o #rbrdER — bRdEseE AR
(Flag Analysis Criteria Table —
Standard or Alternate)

AR FRIER
(Advanced Flag Criteria Table)

ProSize H#E 2 4 A A+

R

Tif 5 B SO R MR LR A TS B S . SRR PR
#& (All Samples) (5 A SCHFH AT BE RIS S+ DAKER
HEHE (Selected Samples). 13 Tk £ & (Selected Samples)
PRI 3T T Bk (Selected Samples) & M.

A Selected Samples X

Selection
(123456789101112

8!
L
GO
‘ssssssaas’s

Tommon®>

7 Apply

HEPERE AR AOARRIAL S ZURN/ 84T, AR5 BT R (Apply). s
bR IR P A R, 1 ST EGH (Cancel).

5 B SO 5 B (Export Data) F2 5 (AT A 7 BL.

#ofE (Standard): BT % E B L IS 3R (Peak Table) FHA
—/~.csv 3, HERERMALIIBT A (B 75) .

B (Alternate): KT A ik & FE i IEFIFR (Peak Table) S
—A~.csv M, FITEATH (B 76) .

B BT 3% 8 AR L I SRBLEE T M4 (Smear Analysis) R 5 HA—4
csv 3, IEFERALIIBFESIE (B 77D .

U BEREGZHE AT (Smear Analysis) A $E, 428 it
e.

#fE (Standard): BT L E FE T #RIZ 34T (Flag Analysis) %
SHAN—A csv XU, HFERMALIIUT A (B 78) o KL
] 01 A&, B —FI R IIFRIE (Flag) S5 E1TFRIC .
B (Alternate): ¥ T & 2 B FIFRIE 947 (Flag Analysis) %
SHAN—A csv U, HFERMALIIUT AL (B 79) . g
Fok 3547 5 ARE (Flag) 204 B B bn it P 1 .

WRARIE S H (Flag Analysis) RHEA HiE, KEEH LIRS .

B T 3 52 B S N B RARIE 94 (Advanced Flag Analysis) % 5
HOy—AS cosv SCfF, HfEm AL 5 (& 80) . s
BHEAT 5 H SRARIT 4 (Advanced Flag Analysis) it B 1118

165
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# 51 SH#IE (Export Data) & E
RE ik
VKIS — FHH o CSV 3 LA .csv ST 20T H R bk 0 B0 o

(Electropherogram - Exports as

CSV File)
ST 5 T HRL KU IR csv HdR (1 5 5 3
(File Export Option) Lk (Single File) B, K AT sk g B S H B — S
fEr, X SEHRALT 58—, GAER AN y SR AL T
3t EAE B AR s (B 81) .
3%k BT (Separated Files) i, KRS FLEKIE K S Hi S o
MESCAE, x AEBERAL TSR — B, y SR AL TR 5 (E 82) .
X A 21 B 3 157 fiff e HLIk g I .csv B TE x B Btk s
(X Axis Scale Option) ik TF-BLUIE (Size Scale) I, L4 TEAIER S x
Hyg, FFLLO A (B 81D .
2k FAFEIZIE (Time Scale) B, Kt AR AIRGTE NS x B, 9F
LLOB it el (& 82) .
oy F R 5> FERUHE (Size Calibration) {5 B S A csv SUHE, 451 518
(Size Calibration Data) FREMSFE (Ladder Size), % 2 51 KRHE (Time) (s) (& 83) .
5 H TR R B R B A IR 1 Ha BT A 1 B A R B S 1 5t v te ek X Cbmp. jpg 8%
(Exports Selected Samples png) IEIG S

Digital Gel Image)

P, Pk WA L R PR 4 =G Tt e FH T3 R v Dk A PR Jse L2 o R PR S A 4 X
(Image Format for ([ 84) o HEAE=FhAIA] 1y B SR A% 2 T
Electropherogram and Gel) * BMP (bmp# &4

- JPEG (jpg ¥4

+ PNG (png¥E4)

HIRIERE (Show Annotation) TER TR B b B0 R AL AR AT R

F U812 (Export File Path)  #fi7E F T 0/ 47 5 HHAUE I SO R #6842 . BN B SO EE raw il
SCHF R — SRR GHERRD S
INFIEREH A H S, 5 SOk s 7RSO AR SE
SHEMTEOES, R
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7 M ProSize S #4E

& 51 SH#4E (Export Data) R E

"RE i: 3%

S (Export) A FH e UV L5 A ST A
S H5ER (Export Complete) XFiEHEH, w7 BNFTF ik
(Open Folder Now) PAFTIF H 3%, #1355 (Close) #EAT I A
ISR,

|2
X

Export Complete

Open Folder Now Close

I (Cancel) B S 348, 3R [8] ProSize B 2 A .
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M ProSize &

H¥E

S #HERA

M ProSize T RN, FHFISCER L raw XA S, RS A, 3
AR T FHMELE (E 74 M5 52) .

Bxported Data - o x
+ » ThaPC » Windows () » Usens » boeckhol » Onelrive - Aglent Technologies » Documents » My Docwments » Exported Dats - & Search Exported Data ¥l
Haene Tags
o Quick sccess M SUIA LY FU S DIM LS TED MIUS UTA Laooed

[ Agitent Technologies
0 Crestnon Cloud Files

@ OneDivve - Agilent Technele
I This PC

i Hetwork

& 201409 10 20H 33M G3 Tk Plus DNA Ladder
5 201409 10 20H 53M G4 T Phus DA Laddes
D 201409 10 20H $3M 65 Tib Phus DA Ladder
& 201409 10 20H $3M G6 Tk Plus DNA Ladder
5 201409 10 20H $3M G7 Ti Phus DA Laddes
5 2014109 10 20H SIM 58 1ikb Phus DNA Laddes
2 201409 10 20H $3M 63 Tib Phus DA Ladder
& 207409 10 20H 53M G10 Tkb Plus DNA Ladder
& 201400 10 20H 53M G110 Tkb Phus DNA Lacdder
] 201409 10 20H S3M 612 Thb Pl DNA Ladder
& 201409 10 20H $3M Gel

& 201409 10 20H SIMHY 1k Pl DHA Ladder
5 201409 10 20H SIMH2 1k Phas DNA Ladder
S 201409 10 20H S3M H3 14D Pl DNA Ladder
& 207409 10 20H S3IM H4 Tkb Plus DNA Ladder
& 207409 0 20H 53IM HS Tib Pt DNA Ladder
K 2014109 10 20H SIM MG 1hb Phs DA Ladder
201409 10 20H S3M HT 1k Plss DNA Ladder
& 207409 10 20H 53MHE Tib Plus DNA Ladder
5 2012100 10 20H SIMHY 140 Pl DHA Ladder
D 201409 10 20H S3M HID Ti Phus DMA Ladder
& 201409 10 20H S3M M1 Tik Plus DMNA Ladder
& 207409 90 20H SIMHIZ Tk Pluz DMNA Ladder

E 74 BRSO RRAIN T e

% 52 SHBUEG RN

SHmE

I4%1% (Peak Table)

R (Size

Calibration)

FRELA T (Smear Analysis)

FriC /M 8 (Flag Analysis Result)

EFRIL S B 4 R
(Advanced Flag Analysis Result)

it i I A
(Selected Sample

s Gel Image)

IR0 RRRORRRRRRRRRRRRREY

iz

Y14 Peak Table
. 2013 07 15 18H 29M Peak Table

Y14 Size Calibration
w~l: 2013 07 15 18H 29M Size Calibration

A4 Smear Analysis Result
. 2013 07 15 18H 29M Smear Analysis Result

A4 Flag Analysis Result
. 2013 07 15 18H 29M Flag Analysis Result

144 Advanced Flag Analysis Result
w~fl: 2013 0508 16H 02M Advanced Flag Analysis Result

4 Gel
. 201307 15 18H 29M Gel

ProSize ¥iE 7tk 4 A F i
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% 52 JHBEGBIN

SHImE ik

R HL PR A A4 <L ID> <BE S A FR>

(Individual Electropherogram Gel Image)  7x#: 2013 07 15 18H 29M H1 SampH1

FAAS FLPK U P A < TR A

(Individual Electropherogram Data) 44 Electropherogram

(Csv) afil: 2013 07 15 18H 29M Electropherogram

o DT OSSO A
4 <AL ID> <FF B FR>
;2013 07 15 18H 29M H1 SampH1
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7 M ProSize S 4 #11E

TS BRI T SR T A A R
. 1§35 (Peak Table)

EE9-~-|s 2014 03 04 17H 06M Peak Table - Microsoft Excel o @ =
Home | Inset  Pagelajout  Formulas  Data  Review  View  Acobat 60@o @R
fm ii::yv Calibri i AN S=E e Sweere General - ﬁ @ E- ? @ ;‘:‘:is""‘v ? o)
P pomatpainer | B L U B | 2- A | W W[ E | Bueseacener| § - % 0 | B3| G0 S S| I 0PI G der  Fnet shear
Clipboard 5 Font 5 Alignment 5 Number & Styles Cells Editing
o019 ~E 2 &)
A B € | b E F G H i J K L ™M N | o P
1 |B1 SampleAl
2 PeakID Size (bp) ng/ul % (Conc.) nmole/L From (bp) To (bp) CV% RFU Corr. Peak Area
| = 11(m) 1.8665 2438.93 [ 11 144.93 2217  16.209
4 2 17 1.9213 11.3 181.364 11 27 12.59 160 1.39 s
5 3 111 1.6015 9.4 23.7611 102 115 2.51 91 1.159
6 4 119 13.4754 79.3 185.263 115 130 131 1547 9.752
7 5 500 (UM) 0.5 1.6455 485 536 0.67 1142 4.342
8
9 TIC: 16.9983 ng/ul
10 TIM: 390.388 nmole/L
11 Total Con 19.3138 ng/uL
12
13 B2 SampleA2
14 PeakID Size (bp) ng/ul % (Conc.) nmole/L From (bp) To (bp) CV% RFU Corr. Peak Area
15 11(m) 1.2229 1598 0 13 129.04 2888  21.559
16 2 17  0.8529 3.1 80.513 13 22 7.39 151 1.253
17 3 51 10.8973 39.5 347.151 22 71 14.73 199  16.009
18 4 111 0.5312 1.9 7.8805 103 115 2.09 79 0.78
19 5 119  6.1838 22.4 85.3461 115 131 1.04 1430 9.084
20 6 160  2.5292 9.2 26.0561 131 166 5.28 100 3.715
21 7 199  6.6219 24 54.7509 166 232 7.9 147 9.728
22 8 500 (UM) 0.5 1.6455 491 570 1.29 2056 8.814
23
24 TIC: 27.6163 ng/uL
25 TIM: 601.698 nmole/L
26 Total Coni 27.9356 ng/ul
27
B 75 SHi¥I&51% (Peak Table) — brifk U U
@9~ 2014 03 04 17H 06M Peak Table - Microsoft Excel e @ =
| Home | nset  Pagelayout  Formulas  Data  Review  View  Acrobat 2@o@ R
E g o Ak == v Swere W e R Ar @&
¢ gromar| B 7 W [E- (- A~| 3| Bmencons-| § - %+ |3 | oty ramt Gn | e v e | g B A
Clipboard ) Font 5 Alignment & Number . Styles Cells | Editing
[ Al £ | wel
A I B c D = F G H ! 1 K L L N o P Q
1 Wwell Sample ID Peak ID  Size (bp) ng/ul % (Conc.) nmole/L From (bp) To (bp) CV% RFU Corr. Peak TIC (ng/ul) TIM (nmol Total Conc DQN Threshold
2 B1 SampleA1l 1 1 1.8665 2438.934 0 11 14493 2217  16.209 16.9983 390.3882 19.3138
3 ‘Bi SampleA1l 2 17 1.9213 11.3 181.3637 11 27 12.59 160 1.39 16.9983 390.3882 19.3138
4 :Bi SampleA1l 3 111 1.6015 9.4 23.7611 102 115 2.51 91 1.159 16.9983 390.3882 19.3138
5 B1 SampleAl 4 119 134754 79.3 185.2634 115 130 131 1547 9.752 16.9983 390.3882 19.3138
6 B1 SampleA1l 5 500 0.5 1.6455 485 536 0.67 1142 4342 16.9983 390.3882 19.3138
7 B2 SampleA2 1 1 1.2229 1598 0 13 129.04 2888  21.559 27.6163 601.6975 27.9356
8 ‘BZ SampleA2 2 17 0.8529 31 80513 13 22 7.39 151 1.253 27.6163 601.6975 27.9356
9 B2 SampleA2 3 51 10.8973 39.5 347.151 22 71 14.73 199  16.009 27.6163 601.6975 27.9356
10‘52 SampleA2 a 111 05312 19 7.8805 103 115 2.09 79 0.78 27.6163 601.6975 27.9356
11 B2 SampleA2 5 119  6.1838 224 85.3461 115 131 1.04 1430 9.084 27.6163 601.6975 27.9356
12 B2 SampleA2 6 160  2.5292 9.2 26.0561 131 166 5.28 100 3715 27.6163 601.6975 27.9356
13‘32 SampleA2 7 199  6.6219 24 54.7509 166 232 79 147 9.728 27.6163 601.6975 27.9356
14 B2 SampleA2 8 500 0.5 1.6455 491 570 1.29 2056 8.814 27.6163 601.6975 27.9356
71?53 SampleA3 1 1 3.0509 3986.587 0 12 133.7 2179 16393 18.6028 498.313 23.8871
16 B3 SampleA3 2 17 2.986 16.1 281.8637 12 22 11.76 130 1.337 18.6028 498.313 23.8871
17 83 SampleA3 3 111 2.9956 161 442595 102 116 3.02 88 1341 18.6028 498.313 23.8871
IB;BS SampleA3 4 120 12.6212 67.8 172.1897 116 155 4.01 664 5.651 18.6028 498.313 23.8871
19 B3 SampleA3 5 500 0.5 1.6455 491 544 135 556 2.687 18.6028 498.313 23.8871 I
7i(754 SampleAd 1 1 16593 2168.177 0 13 15017 1662  12.553 19.2123 413.4793 21.1239
21 Ba SampleAd 2 17 1.6735 8.7 160.9488 13 26 12.12 109 1.055 19.2123 413.4793 21.1239
2284 SampleAd 3 46 0.782 41 27.6784 38 54 4.79 58 0.493 19.2123 413.4793 21.1239
23 B4 SampleAd 4 114 1.3468 7 19.3366 107 117 2.03 89 0.849 19.2123 413.4793 21.1239
248a SamoleAd 5 123 154101 80.2 205.5155 117 155 2.7 1374 9.715 19.2123 413.4793 21.1239
B76 MY (Peak Table) — AL IFHE
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« UREZEAT T (Smear Analysis)

ARSI Z AN IRESR T (Smear Analysis) 2RI, KR S H R
B AT . S HAIREEAT 4T (Smear Analysis) Edis ik 2 B 7R DNA Ji &
Z#( (DQN) (DNA Quality Number (DQN)) BLE AR 7> TR BI{E. E2EEES

2 4 &,

“ProSize fic&” »

EEAGEN| Home | Inset  Pagelajost  Fomuiss  Data  Review  View  Acrobat cwo @ n
P & cu Calibri i Ay = =g 9 Siweptet General | ) P T[]  E Autosum~ ;A] :
Bl BB Rl = B RN s
+* < Format Painter -] B it bzt & ®>% | Cormatting v asTable> Stlesw | v v v | QCear  Fierv Selet~
Ciipboard ] Font Alignment Number styles cels Editing

L6 ~ € £ )
A B c D 3 F H | ) K [ M N 2

1 Well Sample ID Range ng/uL % Total nmole/L Avg. Size %CV Size Threshold (b.p.) DAN M

2 Bl SampleA1 75 bp to 300 bp 4.4093 85.3 58.6507 124 20.6 300 0.2

3 B1 SampleA1 100 bp to 400 bp 4.4387 85.9 57.2228 127 29.32 300 0.2

4 B2 SampleA2 75 bp to 300 bp 6.5467 47.2 85.1748 126 24.52 300 1.8

5 B3 SampleA3 75 bp to 300 bp 2.8998 74.2 37.3439 128 25.93 300 0.2

6 B4 SampleA4 75 bp to 300 bp 5:275 83 69.3579 125 15.76 300 0.2

7 BS SampleAS 75 bp to 300 bp 5.0891 86.5 67.2696 124 21.63 300 0.2

8 B6 SampleA6 75 bp to 300 bp 4.8132 85.3 65.68 120 13.75 300 0.1

9 B7 SampleA7 75 bp to 300 bp 6.0526 85.3 76.938 129 27.79 300 0.2

10 B8 SampleA8 75 bp to 300 bp 3.601 81.2 49.4473 120 18.21 300 0.3

11 B9 SampleA9 75 bp to 300 bp 0.352 39.4 3.6198 160 37.42 300 1.2

12 B10 SampleA1 75 bp to 300 bp 0.6542 57.8  6.8057 158 32.79 300 0.9

13 B11 SampleA1 75 bp to 300 bp 0.5578 48.6 5.767 159 37 300 0.9

14 B11 SampleA1 0 bp to 100 bp 6.3358 551.9 2008.21 5 276.77 300 0.9

15 B12 Ladder 4

16 i

17

10

77  SHMTRESE T (Smear Analysis) SCHERS

ProSize ¥iE 7tk 4 A =i
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© e bR iR

(3= B AR 2014 03 04 17H 06M Flag Analysis Result - Microsoft Excel o @ B
\ Home | Insert  Pagelmyout  Fomulas  Data  Redew  View  Acrobat c@o@ R
<25 e = g 5 = R, R >
Ld iz::y' Calibri i A a S=El e Sweete General - :'_5] :ﬁ M == E?< Egj ;‘:I‘:':s"'" ﬂ ﬁ
™ g romuru | B £ 07 B | 9 Ac| B W | Baconss| $ - % 5 |48 oot foms cn | mu oo o | 5o fone s
Clipboard & Font 5 Alignment 5 Number . Styles Cells | Editing
AL - £ | well ~
[4 A [T 8B [ ¢ [ o [ e [ F 6 | v [ 1 [ v [ x [ v [ m [ N~ o] » &
1 Well Sample ID 122 bp 122 +/- 5 bp AND > 1000 RFU W
L2 81 SampleAl 1
382 SampleA2 1,
4 B3 SampleA3 0
.5 |B4 SampleAd4 1
6 B5 SampleAS 4
7 B6 SampleA6 1
8 B7 SampleA7 1
9 B8 SampleA8 0
10 B9 SampleA9 o
11 B10 SampleAl 0
(12 B11 SampleAl )
13 B12 Ladder
14
15 E
el =
17
18
78 FHIARIL T — ARSI
(3= B AR R 2014 03 04 17H 06M Flag Analysis Result - Microsoft Excel o @ B
EEI| rore | mset  pagelwowt  Fomuias  Dats  Redew  View  Acobat 2@=9x
=0 ¥ cut & | = . 4 ) Fem Fx R Autosum -
uj ::(opy i Calibri i A S=E e Sweete General - :Eél :ﬁ m == E?< EB’::[ = ﬂ ﬁ
™ G romuri | B £ LB 90 Ac| B W Bacnconrs| $ 0% 0 | W8 oot fomn cn | e Ovme o | 5 gtk pog
Clipboard & Font s Alignment 5 Number 5 Styles cells | Editing
A1 - £ | well
4] & B | © D E F s H | )
1 Wwell Sample ID  Flag Criteria Size (bp) Concentration (ng/ul) Peak Height (RFU) Size (bp) Concentration (ng/ul) Peak Height (RFU)*
2 B1 SampleAl 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 119 13.4754 1547 0
3 B2 SampleA2 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 119 6.1838 1430 0
4 |B3 SampleA3 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
5 B4 SampleAd 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 123 15.4101 1374 0
6 BS SampleAS 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 120 22.6417 1194 [
7 B6 SampleA6 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 119 15.4919 1659 0
8 B7 SampleA7 122 bp: 122 +/- 5 bp: AND: > 1000 RFU 119 19.3947 1652 o
9 B8 SampleA8 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
10 B9 SampleA9 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
11 B10 SampleA10 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
12 B11 SampleA11l 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
13 B12 Ladder 122 bp: 122 +/- 5 bp: AND: > 1000 RFU
14
15 =
16 1
17

TR T — AR
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© ESRE TR ER

A9 -5 2014 0304 17H 06M Advanced Flag Analysis Result - Microsoft Excel o @ B
Home | Inset  Pagelayout  Formulas  Data  Review  View  Acrobat s @o@ R
2 ¥ cut o = = B g TPem Fx B T Autosum
] i(opy i Calibri u AN S=E e Sweere General - Fj!) @ w_% o= E?< B ﬂ lﬁ
Paste o Fomatpainter | B £ U | H~ O-A- EEE EFE EMegeacCenter- $ - % o %0598 FC;','"“!‘:;;";" a:mla: 5 ';il: | Insert Delete Format ey ;73'&; ;yl.::i
Clipboard 5 Font 5 Alignment 5 Number & Styles Cells Editing
D3 -~ @ f< | Advanced Flag 115 bp: 115 bp 10 bp 2
A B | C D [ E ERG H | ) K R
1 Well Sample ID  Title Parameters Tag and Criteria Size (bp) ng/ul % (Conc.) nmole/L RFU M
2 |B1 SampleAl Advanced Advanced Flag 115 bp: 115 bp +10 bp 15 bp +10 bp 111 1.6015 9.4 23.7611 91
3 B2 SampleA2 Advanced Advanced Flag 115 bp: 115 bp +10 bp : 115 bp +10 bp 111 0.5312 1.9 7.8805 79
4 B3 SampleA3 Advanced Advanced Flag 115 bp: 115 bp +10 bp 115 bp: 115 bp +10 bp 111 2.9956 16.1 44.2595 88
5 B4 SampleA4 Advanced Advanced Flag 115 bp: 115 bp +10 bp 115 bp: 115 bp +10 bp 114  1.3468 7 19.3366 89
6 |BS SampleAS Advanced Advanced Flag 115 bp: 115bp 10 bp 115 bp: 115 bp +10 bp 111] 31111 10.9 45.9655 88
7 B6 SampleA6 Advanced Advanced Flag 115 bp: 115 bp +10 bp 115 bp: 115 bp +10 bp 111 2.0544 10.7 30.3528 112
8 B7 SampleA7 Advanced Advanced Flag 115 bp: 115 bp +10 bp 115 bp: 115 bp +10 bp 111 2.259 9.5 33.3763 94
9 B8 SampleA8 Advanced Advanced Flag 115 bp: 115 bp +10 bp 115 bp: 115 bp +10 bp 111 3.8718 19.3 57.444 107
10
11
7
13

80 FHMIEPIRILAHT

© HIKIERE CSV — AN — TR

A9 -5 2014 0304 17H 06M Electropherogram - Microsoft Excel o @ B
Home | Inset  Pagelayout  Formulas  Data  Review  View  Acrobat s @o@ R
2 ¥ cut o = = B g TPem Fx B T Autosum
] i(opy' Calibri s AN F== e Sweptet General - Fj!) @ w_% o= E?< B ﬂ lﬁ
Paste o Fomatpainter | B £ U | H~ H-A- EEE EE EMegeacCenter- $ - % o %0 5% FC;','"“!‘:;;";" a:mla: 5 ';il: | Insert Delete Format ey ;73'&; ;yl.::i
Clipboard 5 Font 5 Alignment 5 Number & Styles Cells Editing
Al -~ @ f<| size (bp) 2
A B © D E F G H 1 J K L | ™ N oI
1 Size (bp) B1:Sampl B2: SampleA2 B3: Sampl B4: Sampl BS5: Sampl B6: Sampl B7: Sampl B8: Sampl B9: Sampl B10: Samy B11: Samy B12: Ladder E
2 0.35 1720.89 2142.84 1582.35 1378.48 1351.81 2004.87 1643.32 1861.75 1207.46 1754.34 1382.02 1503.17
3 0.67 2217.17 2887.64 2179.34 1661.79 1575.09 2063.69 1740.08 1871.1 1624.97 2369.19 1948.97 2118.44
4 1 1981.6 2710.21 2081 1393.46 1277.62 1482.65 1283.79 1319.83 1595.91 2211.13 1926.7 2101.32
5 2 1243.75 1800.3 1393.83 826.1 730.48 757.83 671.61 673.97 1166.55 1441.22 1355.74 1486.98
6 232 57137 882.26 676.28 370.07 311.65 305.67 274.38 286.32 662.62 677.07 703.72 772.41
7 2.65 234.47 378.96 278.88 164.49 130.09 143.34 126.76 149.77 330.38 271.12 308.99 331.01
8 297 136.34 213.86 151.6  110.12 854 111.04 95.36 119.56 185.76 147.19 162.66  165.52
9 3.29 119.67 178.32  128.29 99.92 78.84 106.78 89.87 111.2 13854 125.61 125.92 126.73
10 3.62 115.64 166.17  123.43 96.02 75.79  103.26 85.89 103.41 122.05 120.79 115.64 11891
11 3.94 109.92 153.46  117.94 92.76 70.29 95.69 79.39 91.69 1121 114.62 108.04 113.48
7 4.26 99.23 135.83 107.91 88.6 60.13 82.97 68.77 74.65 101.98 102.26 96.85  103.72
13 4.58 84.05 111.88 91.94 82.64 46.48 68.59 55.93 56.68 90 82.97 80.65 88.06
14 4.91 68.64 87 74.05 74.13 34.31 56.19 44.05 43.17 77.6 63.47 63.76 70.58
15 5.23 55.53 67.91 59.48 62.18 26.66 45.32 34.3 34.22 66.04 49.77 51.04 56.42
16 555 43.91 54.88 48.98 48.41 22.3 34.96 26.82 27.34 54.75 40.6 42.44 46.06
17 5.88 33.61 44.67 40.56 36.71 18.82 26.35 21.78 21.9 43.73 32.5 35.31 37.48
18 6.2 25.8 35.89 33.26 29.24 15.26 20.86 18.93 17.98 34.79 25.17 28.85 30.25
19 6.52 20.8 28.73 277 25.12 12.25 17.85 17.24 15.04 29.43 20.22 23.97 25.26
20 6.85 18.05 23.57 24.64 22.63 10.63 15.52 15.43 12.82 26.66 17.8 21.03 22.39
21 717 16.6 20.54 23.65 20.76 9.97 12.91 13.36 11.59 24.37 16.42 19.4 20.52

(B 81 3 H VKU IR CSV AN S — 73 B2 BE SO A% 5
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+ HKIEE] CSV — BT — I (A %

®WE9-&-|= 20140304 17H06M B12 Ladder - Microsoft Excel o @ =B

EEDI| rorme | et pagelowt  Fomuias  Data  Redew  View  Acobat 2@=9x

= cut - - o= =, H " g = e EFf X Autosum -

Ld i(opy' Calibri i A a S=E e Sweete General :’.él j g == E?< Egij e ﬂ [ﬁ

™ g romurun | B £ 07 B | 90 Ac| B W | Bcaconrs| $ - % o |48 oot foms cn | e Ovme o | 5o gtk s
Clipboard [ Font 5 Alignment | Number 5 Styles Cells. Editing

,7“ - (= £ | Time (sec) M

(4~ [ 8 [ ¢ [ o [ & [ ¢ [ 6 [ w [ v [ o [ x [ v | ™m [~ o] & &

1 Time (sec) Intensity E]

2] i 0

=0 2 0

4 3 0

| 5 4 0

6| 5 0

7 6 0

8 7 0

9| 8 0

10 9 0

11 10 0

12| 11 o

13 12 0

[B82 5 i) kI ] CSV B ST A — e 1) 20 o S A A =

o Rl

®WE9-&-|= 2014 03 04 17H 06M Size Calibration - Microsoft Excel
Bl = | i e s ol e e st
= i = =
j * u Calibri i A a S=E e Sweete General
(32 Copy - P =
Paste B ZU- [H- O -A- EEE FFE EMegeaCenter| $ - % 1 | % ;% | Conditional Format

~ < Format Painter

Cell

Formatting * as Table  Styles -

LY

Insert Delete Format

= Autosum *

G-

Q clear

- ¢ B
2a@o@ R

Sort & Find &
Filter~ Select~

ara

Clipboard [ Font 5 Alignment | Number 5 Styles Cells. Editing
T o & # ]
4 A T I [) 3 F G H i J K L M [ N o [z
1 Ladder Size (bp) Time (sec) W
2] 1 664
= 75 891
4 100 946
|5 150 1053
6 200 1140
7 250 1222
8 300 1287
9] 400 1389
10 500 1481
1
12|
13

E83 S Tk (Size Calibration) SCfFHs st
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PITIZERE: it 12 P

Photos - 2014 09 10 20H 53M Gel.BMP

&

R Edit&Create v |2 Share

+ Addto

84 S HiATIERE M (Selected Samples Gel Image) U
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S % {1 RN S

hotos - 2014 09 10 20H 53M G12 1kb Plus DNA Ladder.8MP

P
.

& 85

R Edit&Create v |2 Share

128111512 1Kkb Plus DNA Ladder
12000-| 20000
11000~ -~ e
10000~ L L E—
9000-| § 2000
o
2000-] e
P
2 7000+
g P,
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5000~ ———
10004 P
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——— —
2000-|
1013

5 ) s e K 04 P (Indlividual Electropherogram Image) A% R
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Rk 178
AR RRRE L S5 SRl 178

AR R 182

KENG T T M ProSize AT AR S LT LT B T W47 T4 BRI
& (Generate Report) & 1 MER | A Mf 5 AR BGETI: A28 1 AT AT 0 2 A s
TR TR B R
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GO S}

* i mRERIRG

ProSize # 41T LAAE i PDF A k, J7EEF LB S 80, R4S BN
IHTIVER(E B . E AR (Generate Report) 4 FH T4 i PDF #% 301K 45 3

1 fEEF kR @ SR X > IR (File > Generate Report).
¥+T ¥4 A PDF (Generate PDF) & 1 (8] 86) . & 53 I/ 1% & H RIS

MBE-
Z Generate PDF X
(®) Run Summary (®) Peak Table & (®) Electropherograms
(®) Method Detail (®) Traces Summary (®)Gel Image  []5ample Name
[ X-Asis Size Scale

Flag Analysis Smear Analysis (®) Calibration Curve

Advanced Flag
Sample Option
All S5amples Selected Samples
® @]
Show Integration Parameters Information Show Annotation
® ®
Logo
i |

e Generate PDF Report

86 ‘£ PDF (Generate PDF) % I
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M ProSize % ik &

# 53 4k PDF (Generate PDF) 1% &

% E (Setting)
FEIET (Sample Option)

=2

JZ4THE (Run Summary)

J7 TS B
(Method Detail)

ProSize ##& 5 i 4 A 2 F it

3tk (Description)

il 35 HPOK LB B SO R IR MR S i o BT O 2 R s R A7 B
—A> PDF R4 SCHFrR s AR fb 4T ENTERR S i s — T b
RPN EIR: FrERETR (All Samples) (5 B ST1E b BT A kL i
59 DAMERiEREM (Selected Samples). 3 ik kE i (Selected
Samples) EIUEAT I Frik#¥am (Selected Samples) % 1.

4 Selected Samples X

Selection
()123456789101112
() ()

IoTmoN®@E

7 Apply ¥ Cancel

HEPERE AR RLAL . B/ 84T, AR5 S A (Apply). 0E
LB S TR FEah, 15 5.0 BUHE (Cancel).

BT B EKTENE] PDF R 128 — 00, B4E3CH# (Filename)
BRI (Data Path); B3 (Created) Hl; EMEHE #of
Capillaries) ; B&E % F 5 S (Array Serial #); THEBHKE
(Effective Length); B&EFIERITE (Array Usage Count); R fFRZA
5 (Version #); ®%&FFIS (Device Serial #) (& 87) .
IR P IE T, X B A .

Jr AT ST VAR FRARAE SO FT BN PDF R A8 — 00 CRE A
Hi{E8 (Information) X (ProSize LA AR F it @) D .
RAREHIZIET, XEFBIE AT,

B T A R a0 R BT

HEER:

Method Name: DNF-493-33 - HS Large Fragment.mthds

Gel Prime: No

Full Conditioning: Yes

Gel Prime to Bufer: Yes

Gel Selection: Gel 1

Perform Prerun: 6.0 kV, 30 sec.

Rinse: No

Marker 1: No

Rinse: Tray: 3, Row: H, # Dips: 1

Sample Injection: 5.0 kV, 30 sec.

Separation: 6.0 kV, 50.0 min.

Tray Name: Tray-1

Analysis Mode: NGS

NOTE

Testing
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M ProSize % ik &

%< 53 4Rk PDF (Generate PDF) i &

% E (Setting)
HH£2 55 2 (Traces Summary)

4% (Peak Table)

FL K U ]

(Electropherograms)

Fric43#T (Flag Analysis)

RGN
(Advanced Flag Analysis)

SRS T

(Smear Analysis)

ik (Description)

X1 BhZ%HEEE (Traces Summary) T, &3 JURZ 4T B 12 JK kg
B (E 88) . MIZE¥s Bt skt t$m ID (Sample D) 5 ..
SRR R ZIE I, X B NS .

ST BT A % 58 (RE L, 75 PDF 3535 A4S b & 52 00 T R 23T B
FII5R (Peak Table) (& 89) . WS RikFiZikM, %7 BN

MR @ T SRR ST Fe R . s LRI
B DL

Peak ID ~
Size (bp) -
ng/ul v
From (bp) -
To (bp) -
Avg. Size v
V% ~
RFU ~
Corr. Peak Area |~

H Save & Load <" Apply u Cancel

T BT R IR &, 7E PDF R4S BN RE 45 SR DU A 2 4T B
¥k I & (Electropherogram Trace). B w1 & 7% 1 06 LA K 4T B i
ProSize H 41T BT I RER x SZI B (& 89) « Hrfhiie Kk i
A TAM, FaFEFL.

IR T ZIR I, T BN A

X T AT 58 MORE &, KEAE PDF R 55 (¥ 0 T T _E 4T EDFRIS S 4R
(Flag Analysis) 45 55, GAMFE (Flag) &4— (B 90) . #bi—
B 01 MG, B TUBI MR MARIE (Flag) & HTARIE .
SR HE S RRIR A (Flag Analysis) 2%, K28 L 2E T .

S TR E SRR AL, H57E PDF #1045 1t 800 T 0 b 3T BN SRR
434 (Advanced Flag Analysis) Z5 59 (& 91) . 455 5IHE
RAFIE (Advanced Flag) 24 B AnvE P I {E
XA E IFE S, SRELEE 734 (Smear Analysis) 25 545 T EN
1EWE3 (Peak Table) N7 . KR B (o f) T B IR R % i v L 26
V¥4 7 (Peak Table) (bp) (& 89)

SR ST SRER S 4T (Smear Analysis) 6, H545 FH L 15 .

ProSize ¥iE 7tk 4 A F i



8 M ProSize % ik &

%< 53 4k PDF (Generate PDF) i &

% E (Setting)
Bl (Gel Image)

eI ZE (Calibration Curve)

RRRASHER

(Show Integration
Parameters Information)

WRER: (Show Annotation)

#bx (Logo)

AE A% PDF #i%5
(Generate PDF report)

I (Cancel)

ProSize H#E 2 4 A A+

ik (Description)

£ PDF it (58 — BUT BN T i i O B AL IR I B 1 (51 87) .
WAL T ZIR I, T BN A

1 PDF & IR B RMITEI— T, BR5FERIE (Size Calibration)
Mhek, @AM EMNERE (B92) .

NSRRI IR I, AT BT

£ PDF it B AR it 5 8 DT I AR T EIDAEA 200 58 4 o B & AR
FSHVEACE (B 89) .

IRRIEPZIEI, 2T BT .
IR B AN iy EEL UK U PR I PR R
WRAE FZIE I, WA 2 BoRAEATRE S ERE .

ALV EE s CEITENTER LTI o Ay SR UL Ep
A AR IR P R

AR E R . AT SO s, H T SAURI TR H I
RAF3CM . BRINE SN EE raw SO SO SO

TEiHE (Message) XIEHEH, HEFHE (OK) FT IR E: HEHEGH
(Cancel) 2 FH AT TR

i Message

Report Generation Completed. Do you want to view the PDF
report?

bRk, R BRI
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M ProSize % ik &

EEN0'% §=paN (1]

TUTHE 87 £[E 92 Ko T ProSize M 3.0 hin Az i) PDF i JUHI R Bl 41T
RITUESIH T raw Bl ST R T DU S B RRCAS R 2., BB AR

JlA A A AT A

201401 13 15H SOMraw Page 16f16

Fragment Analyzer Run Summary:

Filename and Data Path: L:Jim\100 bp 15-50-102014 01 13 15H S0M raw
Created: Monday, January 13, 2014 4:04:48 PM

£ of Capillaries: 12

Array Serial #: 010914-02SFS

Effect Length: 33 cm

Array Usage Count: 5

FA Version #:1.02.1

Device Serial # 2508

METHOD INFORMATION
Method Name: DNF-OPQ-33 - Operational Qualification mthds
Gel Prime: No

Full Conditioning: Yes

Gel Prime to Bufer: Yes

Gel Selection: Gel 1

Perform Prerun: 6.0 kV, 30 sec.

Rinse: No

Marker 1: No

Rinse: No

Sample Injection: 5.0V, 10 sec.

Separation: 6.0 kV, 45.0 min

Tray Name: Tray-3

Analysis Mode: DNA

NOTE
KH20140113S 100 bp 24 ul/well DNF-810 12DAYW77 1x dye Jan 13, 2014

PROS2820 1303 Advanced Anayica Tehnologes. Ine. Date Prvtec: AN

& 87 PDFR&GME 10 (BRFTEFE: ST 12 M8

ProSize ¥iE 7tk 4 A F i
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2011 1208 1H 23Mraw Page20f 18

Filename and Data Path: C:\Users\2507\Desktop\Vakidation Test Set\Total RNA\Total RNA\11-23-572011 1206 11H
2BMnaw

A w0 ne
ranss san scpeas
o s
. oo 1]
om0
o N o |
H 2 seom,
o o ]
o
o | o, ‘
sese! W .
nnd nnd- 1 7009 At A
(N @ (= wsn oo i
a0 o anr
ranre sanis s
160%0- §
e
16000- o
- e ]
By B ow g
000 - s
wn U‘ . o
o Y, R SRS WV U (R
oo wmn = wmn oo @z
we o m
rauso rausa s
.
10
020 waom
10
2 2 2]
B & 1o g E
o s
we o]
wn o ]
s Y , ! 4
o @ = 0 oo oz
o nux e
e e
e 100
2w 1 1w
g g _ o
H
- - w [
. o] . k
S b —
o wn o wsn fi iz
PROS2220 13033 Technologes. Inc. Date Printed. 171472014 8.1 AM

& 88 PDF &5 Mih£kH 5 (Traces Summary) (BRI 7B 8T 12 MERD o i@ EiRkSE Total
RNA $diz i 24 % RQN
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20111206 114 23 raw Page7ot1s
Sample: D
Well Location: A4
Created: Tuesday, December 06,2011 11:38:12 AM
100
100 Ut
120
1o
100 -
1 .
g uow
100 -
00
00 =
o
@ -
00 ‘ \‘i 8 -
o
e — "
* 8
Santot
Pax s oo Ret Conc.
) o) * (amolet)
' 1630 157 mon
2 “ 1o ns s
3 » 1oms 25 s
. o e 10 20
s e oms 1 ey
6 19 1308 a 20m
7 s 1031 22 16268
. m Limo 26 10w
5 s 2 a0 nne
e aan e
™ ansm e,
TouwCome: 440620 e
ns It
Rax 7%
SaowAuipis SuwOx  ROlag 75T VSl NTTA S SRV
100 cample Baseiine v to w2 sarpic saseltse
1o cuare Regice (sim): O Carple End Regl

B 89 PDF i s st Rl (BoRifa 7B - 1E: AR Total RNA B, 2980 &R rRNA I3
4t rRNA ELA1 RQN, RE7R: fEIR IR EEN, KRk GQN

184 ProSize #iE DA A F it
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2011 1204 16H 40M.raw Page 10622
Homozyzous A
144+-10bp

Al SampAl 1

A2 SampA 1

A3 SampA3 1

Ad SampAd4 0

A5 SampAS 0

A6 SampA6 1

A7 SampA7 1

A8 SampAS 1

A9 Swpad 1

A0 SampAl0 1

All Supall 1

A2 SampAl2 1

PROSze20 130 Copynght 2013 Advanced Analytcl Technalogies. Inc. Date Printed: 17142014 031TAM
90 PDF i35 sF PRI /T (Flag Analysis) 7Rl

Parameters Tag & Criteria Size (bp) ng/ul RFU
200 bp only 199 0.1879 2976
: 200 bp =50 bp AND 300 bp +50 bp 298 0.1897 3247
200 bp £50 bp AND 300 bp =50 bp

91 PDF % R HIEZbRic /0 #r (Advanced Flag Analysis) 7

ProSize #IE Dt B A FM 185
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M ProSize & iR &
£ IR ERAI

2011 1204 164 4eMraw Page 2o 2

Sample: SampAl2

Well Location: A12

Created: Sunday, December 04, 2011 5:03:15 PM
Fit Type: Point to Point

Catbration Cune

w0
0 -
50
ol
e L
L -
1% .
100 o e
E :
G S T 1
00 100 UM 13 10 120 100 150 10 1 150 150 10 160 10 1 18w 180 1500
Mitsten Time (se0)
o -,
e ]
PR
3200
010 2 =
M =
gm
200
5 g i »
10 a H ]
100 .
H
P
| A ~m
a3 1650 01800 OO 002200 0D COB0 (02BN V0 03200 03500
Tane (HIRSS)
PROS2e20 1308 Gvanced Tedhnooges, e, Date Prted: 1192014 631 AM

92 PDF %5 H 4 F BALHE (Size Calibration) T 7~ 51
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9 ProSize EHFEMENE
BEEMEMER N 188
T &EETMELEE I (View Capillary Positions) 189

HEEMEMEEORE 191
FoEE BYEIE 194

KRERENG T EEBMERE (View Capillary Positions) & 1) T H AL #E .

ProSize #IE Dt B A FM 187



9 ProSize EFEMENE

aETMEM AR

ProSize BAFAETE raw Hdl SCHFIF AT H B0 AL BAE IRHERE 7 . IXHE AT LB O
Ve HI T 54 70 A ) CCD Aarill & b i B4 A B BA BRI PR, AR
ATRESR Bt B E e L

BEEMENME (View Capillary Positions) I 6 7 & 408 B 41 K2 e A1 T 58
SINTIFE RN E . BT ERA AR, BRI T A H A
B EAEAN MW SRR T A

188 ProSize #iE 4B P Fi



9 ProSize EEEMENE

IAEEEMEMERF O (View Capillary Positions)

1 7£ ProSize WMAEFHERHIEZEDT > EFEMEMNE (Analysis > View
Capillary Positions)

KT T EEEMENRE (View Capillary Positions) & 1 (& 93) . 3 54 L
TZE AR R

75\ View Capillary Positions - X
1 2 3 1 5 5 7 8 9 0 [1 [ Wethod
A 30 [47 |54 |e1 |68 [75  [82 |88 |96 [103 [110_ |17 - —
Reset lose P =
B 124|131 138|145 [153 |10 [167 174 |81 [188 [195 202 ¥ Tes Close Proximily [v|
c 200|216 |223 230|238 |245 252 259 |266 |273 [280 |288
D 205|302 |309 316|323 [330 |37 344 |32 [350  |366 373
E 380|387 |394 [401 [409 |46 |423 430 [437 [444 |451 |48 T
F 466|473 |480 487 [404 [501 |s08 515 |22 |530 |537 544
8 551 |58 |65 |572 |579 |586  |593 |00 |607 |614 |62 |629
A B3 |643 650 |667 [664 |671 678|685 |692 [699 |706 |741
Capillary Positions
1500
1400
1300
1200-
1100
1000-
900-
800-
700-
500-
500-
400-
300-
200-
100 d b
T A el o e s L S e T e e T
20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 380 380 400 420 440 480 480 500 520 540 560 580 600 620 640 680 680 700 720 747

X [e]4r

| & Accept 3 cancel

& 93 HETAENE (View Capillary Positions) /5

BEEMERIE (View Capillary Positions) & FIELE AN B 53

- EENE (Capillary Positions) (%) 5155 4% (Signal Distribution)
CRRED) MRRE, B/R T & BUE P62 A

- EMENLE (Capillary Positions) £/ HIFIH T 12, 48 5t 96 E4HE 5+
FAEHE IR EAE

ProSize #IE Dt B A FM 189
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ProSize EEEMENE

93 NIEMRHE RG], g @ HaicE (Current Positions) FF5 8 R 7EXT BT
FERME T Lo LA SR B R B BN E . WIRTERE B E
KA EN TN, SR FH BN 2 A R EE AR NS 2 R AT AMY . @ X Fh oy
3, REREF R R AR A AR R, AT LUERRR 5] T B AL E .

FEZREH M BANE FEFIN, PATFEMIZAT (Fl7n DNA ladder 2 Marker FLIREE) ,
SR 5 8 F R B SO T2 e CRISEERUR 46 S0 (Read Raw) Y2 i v
e AEWEE. XU T BRI BN E A BT SE PR . X
HE, EZH AR TMHIERERET

TE— MR, AHENBE N BTSSR ERDEIERT, AT 2
Pt — R B AR BN A B, s TG R ST Fah iR B . N oCie it
T A A0 T U B RV T S R A T R ERR R SN T, R T
] R 5 BN AT L BN, AR HFIRMIE (Current Positions) 75
JE

ProSize ##& 5 i 4 = F i



ProSize EEEMENE

EEERENETORE

R S4ILE T EEEMENLE (View Capillary Positions) & H 3 & .

3 54 EMENE (Capillary Positions) & [ Ih&E

SZEATE (Meau ltem)

BAENLE
(Capillary Positions)

HE (Reset)

751 (Method)

%% (Peak Width)

H7E (Undo)

ProSize ##& 5 i 4 A 2 F it

1tk (Description)

B 7 CCD Kl %e LA FHImAMMMERLE. A 12, 488596 4
BT, AR IO BB — AR BANE . RA AT FIFLAL B AT
FRiE .

1 2 3 4 5 6 7 8
39 47 54 61 68 75 82 89
124 131 138 145 153 160 167 174
209 216 223 230 238 245 252 259
295 302 309 316 323 330 337 344
380 387 394 401 409 416 423 430
466 473 480 487 494 501 508 515
551 558 565 572 579 586 593 600
636 643 650 657 664 671 678 685

INTHAERCBAEME, HRRRE PR, SrnhEaE
iz & (Capillary Positions) (1% %) 518 5 44 (Signal Distribution)
CRREE) KRB Mgt B M E L. B e BoR—AraE
HEOthr (cursor) KRIE R ARALE .

PAT BRI R E R BME M E. SRRV EREM T ER
W PE G LB RIEOREL LE 94) o ZELR LA L
sRE TS, LAEREHT B 3 e BN A B RS 2

I(@|mfmo|o|m| =

B FR TR TS B
o HEREIASCH (Close Proximity) (BRI « B W48 IR 441X 28
WHE SR e BB AL E, R EIHAME SR = A
« PERIRIESCH (Ignore Original):  anS4zix JE UG U1 (Close Proximity)
FETCFERER e N BN AL E, 2R JEUE S (Ignore Original) 77
PR ERETESVESLBMENE; SHEE Reset), f#H
B Y6k (cursor) FIUEFE (Peak Width) 5 B i %4 Fid
AL B A7 B (Capillary Positions) (%) 51{% 544 (Signal
Distribution) (BREE) ¢ Z ik B0 0 58 I s 008 (R BRI i
PERCTE V0, 15 (/N SR R A V0
HEFME A 3.

I FHeH T EMERE (Capillary Positions) % I Ja — X F 3 5%
1.

191



9 ProSize EFEMENE

% 54 EHEHLE (Capillary Positions) & O ThaE

SZETR (Meau ltem) ##i& (Description)

4T (Zoom) A LUK BRI AL E (Capillary Positions) (82) 5155445 (Signal
Distribution) (BREE) &R ER x ATy Fili.
K K BARE T B Ly, BIErsMEg), RIT—NITHE, BiE
KX IR FAFF BRARFRE DAL FH TR ER A
INT R BORERAE, &4 B4R (Autoscale) Thfig.

H Zh45 7 (Autoscale) T A% EME A E (Capillary Positions) (%) 5ES4%
(Signal Distribution) (3&8) % &K,
F#% (Pan) A LA PR BB AL E (Capillary Positions) (%) 5155434 (Signal

Distribution) (32> K RE. fHBADCHREIIER: K RIFET
Bk EJ7IF st Hish b hr (cursor) B3 L Ei AL, B 59K
(Zoom) Dfied &

#3% (Accept) 52 T B A B E BB 1) Ui EREALE (Capillary Positions)
FAr B, JFiRE| ProSize A ¥ ST .

I (Cancel) I3 X B4 5 (B ERLE (Capillary Positions) A B HIAE (T
Fahe. B RNEEEMEME (View Capillary Positions) &
[, JFiR[A ProSize #2513 FLH .

192 ProSize &5tk 4 A F it



9 ProSize EEEMENE

EEEAENERORE

5\ View Capillary Positions

1 2 3 4 5 6 7 8 9 10 11 12
A 39 47 54 61 68 75 82 89 96 103 110 117
B 124 131 138 145 153 160 167 174 181 188 195 202
C 209 216 223 230 238 245 252 259 266 273 280 288
D 295 302 309 316 323 330 337 344 352 359 366 373
E 380 387 394 401 409 416 423 430 437 444 451 458
F 466 473 480 487 494 501 508 515 522 530 537 544
G 551 558 565 572 579 586 593 600 607 614 622 629
H 636 643 650 657 664 671 678 685 692 699 706 741
Capillary Positions

1500

[@ Reset

Method
|Close Proximity [

Undo

1400-|
1300
1200
1100-|
1000-|
900+
800-]
700+
600-]
500+
400+
300+

200+

100-|

d

|

U

!

!

{x Cancel |

20 40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 380 380 400 420 440 480 480 500 520 540 560 580 600 620 640 680 680 700 720 747"

el

B 94 fiiliEE (Reset) JFIIBYNEHLE (Capillary Positions) & H . /KT 6kx (cursor) ol F T-ik % i hL

ProSize ¥iE 7tk 4 A =i

BB R BE
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9 ProSize EEEMENE

FHEEEMENMNE

TEWR A EAEHLT Téb%ggizsbiﬁh‘ﬁmuﬁﬁ%ﬁﬁﬂ KSLE (View Capillary Positions)
W B E AL S . I LR PR SR A R R IR 45 AR

LR (B BAE N WEAS. HICENBME (L E S K EAM
ZERURIY, ProSize BAFMELLHBNEN, JCHX T 96 BAE Hd. Kk, fEHE
BEMERS G, HEIFEIRMEBME RS A E 2 0 E

WSS R B ANE B R OGE S, TREAE TR RE AL FL R A ik
FEAEL Marker, BB BB L ZE

FERZHUGEHLN, FhORBAE FE S IETROHE vl SLBLBA0E AL B Y A shia i, B
—BMEA LG T REREL . T BREERME N E, TR
8 B SO 22 8K

95 &R T — M XN EBEMENME (View Capillary Positions) & H, Hi—
WMEMEETEE (11814%) , HHFAMECERMEAERMmWE,
K AR BN H ELEME 3 495, AT M LTT U6 158 AR B 40 S B AL
B O(EETR) o XL, Jok i U758 R ik B A& B

|gmmww - ® |
1 & 13
Method
iz -7 = £l [
£ [E5) [ Eree]) [SesaProumty B
[ 18 FI) ) B3
[ - £ EZ3. £
C 3 ED e} £
2 T 7| L3 513 X
3 520 556 57 59
n [ oz [ o
Caplry Poskors.
20+
120+
160
140+
§m. ,
11 il
« Il | | LT
o | |
N !
20
ik
e A S A S A A S S S S S A S A S A S S S S S . N [P S S S S S S S S
mmmmmm»mammmmmmmmmmannmmmmmmmmmmm
Capllary Poutore (Pooks) ("}‘ E‘

95 THEEBYIENLE (View Capillary Positions) & 1, HAFEB4IERIEFHE (LERHE)D

194 ProSize #iE DA A F it



9 ProSize EEEMENE
FHEEEMENE

ix o Caeliary Psitians.

i
i
5

Sagpal Drstribution
?%?%é?%%??g

I il 1 m\hmhmw H mHnM A

”IHHHHHI”I IllllTlHIH1HII|1fll‘IHH||H11'HH|lIHHIIHHHIIHTHIHIHHIIHH'

mwwuwzmmm|wmmmmmwzmmmmwmwwmmmwwwmmmww

[EXZ=)

96 MEHEBMENLE (View Capillary Positions) & M, 7 T ARXFrHBAME Rl id s EE

WE 96 fow, T 118 BEMIME T4, L EE (Reset) I HRELIEIEH
W HT D RC B

W FIMBEA LR BMENE, HE R E T2 E Lyt ad, Ra
S X [Delete] (& 97) .

i Ve Canillary Paitians

Capllary Postions

5

Sagpal Drstribution
¥ ¢ 5 ¢ 8838840

97 BB R 495 H i [Delete] HEATFFMIER
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9 ProSize EEEMENE
FHEEERAENE

98 rh FH BRI, 1% % 495 CANEHE 7 E (Capillary Positions) % H i
B, IFH H12 FEE AT AR IO

7 Yiew Caolary Positions - %

=[=

4|7
BEEE

g|E|E|2 [

|5la‘§|ﬁ|sls B

.
BEER sla EB
PEEE

I&Is §|§

PRe——— b

S Dustribation
EERE

8858358

L A e S st S St SO A e A S At S

M 0 0 M 0 LD MO 190 10 X0 M 20 0 0 N0 WO N0 M0 MO AN 4D M0 0 40 W0 KD W0 S0 SO N 60 60 60 e 76

98 FEMIBRE R 495 5 R HERE Y

HRK, MFTRFERIALE, TE4ABRINEBLE A BMEN B RS, RE
i Fe A B (Insert] BEATHE N o @i AL EAEL, SRR N R BLAL GO R
(cursor) N B FHALE, EABIT HEEK 684 (E 9D .
WEIIEMMME S, S (Accept), LUIEZBANEREIH 41T EMEME
(Capillary Positions) #/7 &, FiZ[a] ProSize &5 K3 Sl . 58200 BT A $udkE 4
WA F BT R A7 B A

196 ProSize #iE 4B P Fi



9 ProSize EEEMENE

U et
FHEEEMENE
5 Yiew Caolilany Postions. - ®
|0 z 3 Hethid
I;: :;‘ f:,— Chose rocety
=] 190 197
L L
EERES 9
T .
N
O I I fa—
Copllary Positions 3 []
a0
ol
o)

s §

-
.
.

204 -

o e e Sy e e e L

WM W W W 0 10 40 160 10 X0 Z0 40 20 200 X0 X0 MO M0 M0 400 40 M0 460 40 S0 KD S0 560 S0 400 60 M0 660 &80 Y06

Capley Bostions k) @ [l

W

(£

99  fERATIARIGL B B (Insert] I3 T B4 #i ko 5 EDGAR (cursor) B EI B3R 684 J& HIRHERT L. Bl
1ECIERE M BME M E. F13%Z (Accept) LARAE
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10 ProSize &f=HfR$5R

ProSize #FHE RS 199

KRBT ProSize A IR o
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10 ProSize #[EHFR 5

ProSize B4 1= 7H B

TFEHIH T8 B ProSize B 0] G518 31 (1) — LeAS 50 B 8k ja) B, FERAt T ix st
i L ) R T

o AFIHZ AR ISR, K% e nT BE B B A AT RE K HES

o WURCREUT A A IR B i BT IRAEAE IR AR AT N IR 2 AR 55 G 3R
BEEA

BRI E 258, 152 WProSize A H (1 # B T I L5 2 FZ (Help >
Tutorial Videos).

XA RA AE, TEZ AR A S T B RGO

%% 55 ProSize B{HEIRIER

[B]&R ] LU IFHEHE

TEF FUH A HAE N, JRH TSRO E 1 SRR ENEES Ladder 190 1 RIS IR 2 6 EH, W2

IR B HE AL W4T 4. Calibration ladder

&L, KHIES Ladder IE9) i Z [B] N IT 2 4 Ladder E# T BRI S AL NLALHE Marker U

Bo! RV TEREME. (Waming: 2 Wil T IR Ladder FLAE:

Mis-match between detected peaks and /3 calibration ladder 2 Hr i

ladder assignment! No sizing calibration MTHETEEZELE, ESRHESE,

curve is established.) “ProSize 43 F & HE (Size Calibration)
FHHE” .

A /% PDF 45 B SR DU R R 1 24 H—AFE4 PDF ity 1 RAFTIHARRTE U EE %

= = FrfE

File already open. Please close the file first before generatig the PDF report.

ProSize #3E » 4 R F A4} 199



10

%< 55 ProSize HifHEIRER

a5

TE 2R AT IR
ERBH M2 .

2 WLLL R 7R

1002

FAr AT, B R IEH

¥ 8 8888

i HLUk I (Electropherogram Image) 1 31
FRFE, A7EHFIIRE (Digital Gel Image)
A BURR R %

il

7E RNA 3T,  RQN fE 78 NaN.

78 %74k ik B (Digital Gel Image) &5 H,
lower Al/8% upper marker 7 ki 2 18] R #ER
55

200

ProSize #[EH R 1R

eS|
1 UE3E (s) (Peak Width (sec)) ¥ E{H
KN

1 U£FE (s) (Peak Width (sec)) BEEE
VON

2 Hrr bk (Digital Gel Image) T
R EMREYErRR S Mg
(Hide/Show Non-Integrated
Peaks) Tt i B A KA 2 R

1RSI BERAR, R TS HER I
5 RON {8

1 H{RUES (Min. Peak Height (RFU))
BEREE, SECER
marker i

2 ¥R F) marker R H A
514/ — R R 51N

Lower Marker

2 IEHETE

1

HIKIEFE () (Peak With (sec)
W l, HBIEFZHIEL
(dEESE-253) /El‘—'T(Manual
Baseline Setpoints) Zhf
lower/upper marker Ziﬁ%ﬁﬁ‘ﬁ
WEHL . HLEL N 25

£ UEEE (s) (Peak Width (sec))
Ve, HPIERR e

R BRI #ON B RARTR S B0
(Show Non-Integrated Peaks).

B AT v s R I 1), 3R e
R

BN Diluent Marker FRIRE ik 1
1Eig B B NS (Set Individual
Parameters) 3% 5. 1% marker 434
(Marker Analysis) i T i 8 / %
KBRS (RFU) (Min. Peak Height
(RFU)) BRI s ARHE 7 2N T
B S BT R

1% BB ANSH (Set Individual
Parameters) 32§11t marker 5347
(Marker Analysis) 1T i %2 /38
I RARLIES (RFU) (Min. Peak Height
(RFU)) BRI ARHE 5 28 F s
S BT R

ProSize ¥iE 7tk 4 A F i



11 £ ProSize i#{THI =4 IE
fitE4F 202
BATHE R AL FE 202

RENG T WA HAT A FRRAE, JFREER %S R I
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11 f£F ProSize i# 1Tt =438
i

ProSize A SCHJe b ¥ — RIS AT AT HE R AL EE, 45 S8/ 55 AOE 25
SR . AR RS E i SCAF SR, DK S Tt i i Rl S Ak

N T IR AL B, AT R K32 4T U7 i (Run Method) 44 Bk 4 20
ProSize HIHC B 75556 & ILHC .

PITHLELIE

1 {ERRPIERIELIE > BIEHE/IE (Batch Processing > Batch Data
Process).

Pros are - o x
3 s Option Pfbject Batch Processing Pelp
[z i ® D a3 Al
&;{?ﬁ@@ EJJ, &z 2c-@B8 DB 4y
123456789101

9101112 |00 . ©
L
B 200 —
< S .
e [ - - Rm—— = —— P sm= == = - . =
g el
—— =
T 2
G000 .
L]
P =
- -
e e
- -
. e
TP 2
150001
a0 &
130001 M
12000 3
h 4
110001 &
o001 w € 1535 | ngiul
s i a2
. Ly |~ FotsiConce 16259 | ng/s
3000 L
00
a0
5001
a0
3001
2000-|
A
o 3 I I T L ¢ LEiliti g
& 8 ¥ 8 8 ® FEREE § §
Seetom) B ]

202 ProSize #iE DA A F it
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f£F ProSize #1Tit= 418

FTIT HEH E 4R (Batch Data Processing) & H (& 100) . 3= 56 L& T 1%

[EANE I PEE AT

A Batch Data Processing

Folder Selection
'H C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer
Selected Data

=1

Export Path (If empty, uses data path)
2

C:\ProSize data analysis software\Training Test Runs\Fragment Analyze\DNF-930 dsDNA (35-5000)\14-58-36\2018 04 12 14H A’

C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzenDNF-920 dsDNA (75-15000)\10-34-17\2014 10 15 10H
C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzenDNF-915 dsDNA (35- i i ing 1€

PDF

C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzenDNF-910CP CRISPR Gel Discovery\2017 02 08 12H 1
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-477 HS Small Fragment (1-1500)\Small DNA sm
C:\ProSize data analysis software\Training Test Runs\Fragment Analyze\DNF-477 HS Small Fragment (1-1500)\cfDNA 15-22-0!
C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzeDNF-476 Small Fragment (1-1500)\DNF-476 SS Smal
C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzeDNF-474 HS NGS (1-6000)\SureSelect library with prin|
C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzenNDNF-474 HS NGS (1-6000)\Final NGS library QC 11-3{]

Peak Table (Standard Format)

Peak Table (Alternate Format)

Smear Analysis Table

Flag Criteria Analysis Table (Standard Format)
Flag Criteria Analysis Table (Alternate Format)

C:\ProSjza data analucic eafhwara\Trainina Tact RunciFranmant AnahzadNNF.474 HS NQS (1.A0NMNNA emaar dilitinn carias (Adv. 3 Flag orit Ta0!
CAProS| A Select Folder 2ncoc a9 eria T7®
C:\ProS Quality Table
C\ProS| « v <« Training TestRuns > Fragment Analyzer v & | Search Fragment Analyzer p Electropherogram
C:\ProS|
CiIProS|  Organize v New folder v @
C:\ProS| x
CiPros &= Pictures A Name Date modified Type @
C:\ProsSi
CiPros| I ThisPC DNF-464 HS Large Fragment File folder
Ci\Pros 9 30 Objects DNF-467 Genomic 50 kb File folder ‘

I Deskop DNF-468 HS Genomic 50 kb File folder i

DNF-470 Small RNA File folder

|2] Documents ) [

DNF-471 RNA kit 15nt File folder

¥ Downloads DNF-472 HS RNA kit 15nt File folder ‘

D Music DNF-473 NGS Fragment kit (1-6000) File folder

&) Pictures DNF-474 HS NGS (1-6000) File folder

B Videos DNF-476 Small Fragment (1-1500) File folder

52 Windows () AR AT C e a4 AEAM Faoeia o

‘e Windows (C) v < >

stat Cancel Bt ©
Folder: | Fragment Analyzer ]
Select Folder Cancel

100 %#EHtE4b# (Batch Data Processing) % .

BRI T IF 7 SO0 W 5 LU 5 SO R

%< 56 #iEHELLIE (Batch Data Processing) & 1317

iE
SO (Folder Selection)

S #4% (Export Path)
CanfR g7, A Bois 2D

SIS T (Export File Options)

Ja 3l (Start)

ProSize ¥iE 7tk 4 A =i

iz
ST LI % L B A B K 0l SO A (K50

P, RBICHR)E, BRI (Current
Folder), & {RAE.

TET LG B BB A SO e B . FRB SR
JG, EEMBIER (Current Folder), B 1
PIVA-

W WRTEONE, BESEEES B R ik
ekt (Folder Selection) H RO 013k .

T LU OB S R R tH k3 (PDF,

N

W% 5% peak table. #Ric /34T flag analysis %§) .
Ja Btk AL AR T .

=]

203
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< 56 #HIFEHELLIE (Batch Data Processing) & [Hi%£1T

IiH £
B H (Exit) 2R AN AR R R .
BEHIRHE ‘ IR HE (Error Log) SHEHE, 14 7T LERGHER

ESMEABMOL MR (B 101) .

BEfE AR

1 {E¥dEAL = AL FE (Batch Data Processing) & M 323 i%#E (Folder Selection)
T, &8 B HFSMEA SNSRI SOk

2 i MATCER (Current Folder) BARES2 S0 Jefir B
3 {ESHERRE (Export Path) ~, &# @ JFFHEH T 5 H U SO B
4 i YETCESk (Current Folder) DL 2 SCfE e fir B

R B RPN, e P 2 K Kot 2 1] SR an ot SO o

5 kFBEH (Start), BBk
tEAFE NG, $IREE (Eror Log) & H# BB SO i &AL PR

WNE BRI E LIRS -

1 AHIEMELIE (Batch Data Processing) & N HikFEFEIRHER (View Error
Log)
57
E R FHEE AR > BHEIRHERE (Batch Processing > View Error Log).

EL ProSize Data Analysis Software

File Administration Analysis Option Project BEERQEAGIEENEN Help

Batch Data Process

+! 'an“ @ @ o View Error Log
=8

204 ProSize &5tk 4 A F it
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IR B (Error Log) &

101) . 3} 5704 7 5% DA

pj=|
HHR
B\ ErrorLog
Data File Name Critical Error | Input Error Generation Error | Individual Error | A

C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-930 dsDNA (35-5000)\14-58-36\2018 04 12 14H 58M.raw < 3 L4 4
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-920 dsDNA (75-15000)\10-34-17\2014 10 15 10H 34M.raw L4 ® <

C:\ProSize data analysis software\Training Test Runs\Fragment Analyzen\DNF-015 dsDNA (35-5000)\Arabidopsis genotyping 16-33-12\2019| &7 3 2

C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-310CP CRISPR Gel Discovery\2017 02 08 12H 18M\2017 02 08 | & R L4

C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-477 HS Small Fragment (1-1500)\Small DNA smear 19-18-22\/) & % L4

C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-477 HS Small Fragment (1-1500)\cfDNA 15-22-09\2016 09 23 | & % v 1)
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-476 Small Fragment (1-1500)\DNF-476 SS Small Fragment Kit | & % L4 &)
Ci\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-474 HS Ny E3 X 3 ®
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-474 HS h— TN017110 & E3 L4 L4
Ci\ProSize data analysis software\Training Test Runs\Fragment Analyzen DNF-47AHS N (¢ itical Error] )39-02\201 & 3 2 1
C:\ProSize data analysis software\Training Test Runs\Fragment AnalyzeNDNF-473 NGS| Error 4 = “Error on sizing " [6Skit19-1( & E3 2 [
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzen\DNF-472 HS R 57201801 | & A [ <
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-472 HS R B3-13\2017 1| 3§ % ® ®
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-472 HS R NA dilution| & % L4 L4
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-471 RNA ution Serieq & % L4 <
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-470 Sma| 7\2018 10 (| 38 % E3 E3
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-468 HS G series DNF & 3 L4 L4
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-467 Gen¢ raw < % L4 L4
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-467 Gen¢ raw < % L4 <
C:\ProSize data analysis software\Training Test Runs\Fragment Analyzer\DNF-464 HS L 18-12-41\2 & % L4 4\

OK

B 101 %% H & (Error Log) % H

2 INFREE SRR R IR,

T LA N (1 S

BATTF—ADXEHE, Bl REFRIE R

3 WIFETE ProSize T SC4E,
PR OVEAE B

T 2R PR G A I X0 ey S A

B —ANEEITA R It SO SOk, AT
C:ProSize data analysis software/Error Log T+ ([ 102) .

ProSize ¥iE 7tk 4 A =i
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Windows (C:) » ProSize data analysis software » ErrorLog

~
MName

[ 20141002 19h 10m
[ 20141015 10h 34m
= 201603 02 19h 18m
= 20160422 17h 23m
[El 201607 21 12h 26m
[ 201609 23 15h 22m
[El 201612 20 15h 07m
[El 20170105 18h 12m
[ 20170202 12h 18m
[E 20171102 11h 32m
[E 201712 1912h 03m

Date modified

11
11
11

Type Size

Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB
Text Document 1KB

102 7£ C:ProSize data analysis software/Error Log A& ikt 1% S0 A S

*® 57 MELBEEFERNERER
=l

JEE 1% (Critical Error)

A (Input Error)

A B % (Generation Error)

FAREANE 4R (Individual Error)

206

iz

1

ProSize JoikkFIMCE A GRA SR 4
P
TPERCE SO, {H ProSize Toiki o T2 KHE

MPfaE 7T —A% (BaFRIiEs# (Flag Analysis)
o 3R BL & T 9 # (Smear Analysis)) , {H¥& A 1E
ProSize Wi B A X S &5 (1 240 P 40T
IR E B NS (Set Individual Parameters) #L 1,
WEMMNThEE (bid Flag. 9REZ&T Smear. &
Zihric Advanced Flag %)

MFPfaE 7T —A% (BaFRi2s#r (Flag Analysis)
o¥ 3R B 5% T 4 #7 (Smear Analysis)) , {H & £
ProSize i B A& X el &5 1 240 P 40T
FIRE BN SH (Set Individual Parameters) #L 1,
WEMMNThEE (brid Flag. 9REZ&T Smear. &
Zihric Advanced Flag %)

R IEAEAd P —Fgiat, 0 DNA B, (BERAE L
fRE (Quality table) &, TiZRAN L F RNA iz

Marker 1§ K5 (FWHM KKD
WA

ProSize ¥iE 7tk 4 A F i



12 ProSize &38R 2 £ T)RE
(Enhanced Security Features)

BomEsg e 22 e hRe 208

P F G S P rh R SR 22 42 D g 208
P ProSize Hh ) HE 55 2 2 T g 208

Kot w4k 213

HAEFRE 217

HR ARSI H S 219

KEAN4 T Enhanced Security Feature fAH ST REFIAE ] .

ProSize #IE Dt B A FM 207
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ProSize #5582 £ IfgE (Enhanced Security Features)

Hom g R A 27 2T Ae

ProSize ¥#ls 7 Hr gt CUEHr, UG HE 98 ) 2 e VE AT SRR Th Be -

FEI A WSR2 e DRE, 7 B R A db3 1847 U RIS AT I b A B 1.2
B R RRAS -

AR RGEH SRR R REa Rl R £ Thie

1 MR FETE > BLE (Admin > Configuration)

2 EFFEFEEEF (Login Required) filEE Fig 3 (Electronic Records)

3 {ERTTHCE I 2 ATk FRRFE (Save)
T2y 228 S8 75 E A5 H ProSize 3.0 B bR A RE 2SR 736380 22 4 T
RE B B g2 e e ahs e S

BUE, AT A AT AR AR TE M SR e, LRSI ProSize 3.0 ZL7
RIS AT R

#E ProSize FhtEE R 2 £ ThEE

1 MR EFETE > B8 (Administration > Configuration)

Z ProSize Data Analysis | Administrator:
File Option
User Account Maintenance
Change Password
Configuration
Event Report

ProSize ##& 5 i 4 = F i
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ProSize #5582 £ IfgE (Enhanced Security Features)

Y4 4TJF ProSize BB HERELE (ProSize Data Analysis Software Login

Configuration) & 1 (& 103) .

A ProSize Data Analysis Software Login Configuration

Auto logoff time: {minutes):| 10
Minimum password length: | 8
Password expiration time (months):| 2
Allowed login attempts: | 5

Previous unigue passwords | 3

Accept v

Login required

Enable enhanced securitv

Cancel %

103 E3%ALE (Login Configuration) & I

2 WFE AR e TR, 1 IE R EEER (Login Required), 245 k4% /8 A1
sRAI L 2 I4E (Enable Enhanced Security)

3 MRAEFREE LA E . = 58 M4 T ProSize B3 ILHE (Login Configuration)

&I BRI E
% 58 ProSize BFZBLERE
wE

F S (Login required)

Jo F B i A 2 4 T g

(Enable enhanced security)

EI BRI 1) (min)

(Auto Logoff Time: (minutes))

B NEE I BE
(Minimum password length)

TWAR D
(Password expiration time (months))

ProSize H#E2 4 A A+

i35

HhE, ProSize i EM &S, ZBE AR B
M Re ARk,

JA R A TR . BRI T RAUS HEE
&3 (Login required).

FRGE R B ()35 B el AR B 3R g St
BEEM P EE R TRRE. A 0 RREA R/
R PR o

F P L B B RS AR . N O R B A 2eid 3.

209
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# 58 ProSize 2 FALEIRE

wE ik

RV I8 SR R IREL FVFI R P SR 0 RN Bk 2R L
(Allowed login attempts) PR 1o

Z HiME— 2D AP B — T B R, O BRI
(Previous unique passwords) 52 mivE— A S B R

4 FRIES (Accept)
RGP NG EE TR,

L Message

User account is empty. Please setup the administrator account.

OK

B 104 SCTicEE MK HHE S

210 ProSize #iE A A F it



12 ProSize 1388 Z £ I (Enhanced Security Features)
#& ProSize FHIEEEI L £ INEE

5 EFEIAE (OK) wEE H K

AP AIZE (User Account Setup) & M (& 105) o E3% 59 Hxtix 4]
PR ERAT TN

“A User Account Setup

Name:

User ID:

Password:

Password: (Repeat)
| |

Email:

Access Level:

[<]

User

Data Approval:

Lock & Unlock

Active?

]

Receive email alerts

|

& 105 F Mk ¥ E (User Account Setup) & [l

ProSize #iE D4 A F it 211
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ProSize #5582 £ IfgE (Enhanced Security Features)

*59 AFRKFRE
RFPRE

4% (Name)

F P ID (User ID)

14 (Password)

¥4 (HEE) (Password (Repeat))

HL M (Email)

Vil 4 (Access Level)

#d #i it (Data Approval)

BOE? (Active?)

P T4 (Receive email alerts)

ik
WA 4.
A 1D,

B — AN,
W H U AUEE B SRECE (Login Configuration)
& HREEMER (E103) .

PRI TBUE MRS, B B IEFRIA

NI R TR Vs (041
MO 2 W OB o 0 SR 0 1
WA T R

BATR = Ff iy i) G ) Hp i — ol

IR (Administrator): ASFREIVFIE, GEGS T B
B P S B RS BOE B . Ao I BT o b
Mg,

SR (Advanced User): BEW5 13 B BRI 3R
TR, BERE. BE. BAEMEIIEALL
YT S W A TR S TR

R (User)s Sz BRI, BT LAYT ) 43 47
fit, EJCHEVT A =gk A P (Advanced User) FI&
85 (Administrator) B V5 1] (B R S e o

WE P RS R 1 R
BAEVIT®ET: T3 (Not Allow). §iEFNiRE:
(Lock and Unlock) A& {83 (Lock Only).

BRI, BRI

HI T PR R (B2 G RO, ProSize
2RI R R LT IR

ProSize ¥iE 7tk 4 A F i
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ProSize #5582 £ IfgE (Enhanced Security Features)

HiEwH

1 VTR s H DI RE, TEE SR T R SR ER I (Data Approval).
N HSE AR L T UE (Lock). R (Unlock) A3z i3 123 (File Lock Records)
I

M R B R HE (Data Approval) 2% 514 RE Vs i) £ 4E & fikThag (ILEE 21270
* 59,

Enhanced security enabled

n Processing Data Apprmral Help

Lock
cli _L l
File Lock Records

l 106 %SI%EH:'TKIJJ

2 WNFZEH ProSize WRKHE— & 00, EHREGHIE

(Lock)
4T IT ProSize $iE &% (ProSize Lock Logon) & [

ProSize H#E 2 4 A A+ 213
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ProSize #5582 £ IfgE (Enhanced Security Features)

3 ALK F ID (User ID) FIZZHS (Password)

B X (Meaning) E/n i #E TAERAZER L APIRE (fEF (Author). E4ZA (Reviewer)
A (Approver)) .

&0 LLIEFEA (Description) B Fh i N AH < i #4578 RS
TE#HMAEE UG, AREFEX B 31T gl

|2

3% Agilent

Meaning: Author e

User ID: userid

Password: R
Description

Analysis complete

Accept Y7 Cancel 9%

107 ProSize B3 M — BiE

ProSize ¥iE 7tk 4 A F i
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ProSize #5582 £ IfgE (Enhanced Security Features)

L1854 A 2 0 B R, (Data Approval) 261, AT LA .db3 SCPE, Tt —

BT -

1 RO, W R EHEEHE > #2381 (Data Approval > Unlock)
44T JT ProSize $iE &% (ProSize Lock Logon) & 1.

A ProSize Lock Logon

Agilent

Meaning: ! UNLOCK ! ~

User ID: userlD

Password: it
Description

Further analysis required

Accept cancel  $E

[&] 108 ProSize &% 1 — 4

XHHiEIER (File Lock Records) & H& At 5 £ i ST AH 510 BT A 8 e A8 =5

FERIZIZR -

1 WHBVTMThEE, 1R RIERER > SXHERiIEIZR (Data Approval > File Lock

Records)

Enhanced security enabled
1 Processing EEEIERNLIGEIN Help
Lock
Unlock
File Lock Records

B 109 HdEdHtIlaE — SXAFBUE LR

ProSize ¥iE 7tk 4 A =i
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ProSize #5582 £ IfgE (Enhanced Security Features)

AT T 42 F (File Lock Records) & H, E it skIERlE (W5

< 60)

o

1 File Lock Records

Waiting for Author Approval

2161

Action UserlD Description Date Meaning
Lock userid 14-Feb-2022 16:33:06 Author
Unlock userid 14-Feb-2022 16:33:16 <unlocks
Lock userid Sample Description Test 14-Feb-2022 16:33:40 Author
Unlock userid Example removal note 14-Feb-2022 16:34:00 <unlock>
Lock userid Analysis complete 14-Feb-2022 16:34:18 Author
Unlock userid Further analysis required 14-Feb-2022 16:34:32 <unlock>

Data: 2012 05 09 194 13M.db3

B 110 SR8 ics% (File Lock Records) %

% 60 SCHFIEIRR (File Lock Records) & O R HIFEL

FE

#4E (Action)

Fi /7 ID (UserlID)

f#iik (Description)

H i (Date)

A X (Meaning)

£
WA PIE (Lock) LA (Unlock).

L I B ERBUE I 7 1D,

27 7 X N7 A i 5 o A8 A T R
A BT H IR E), RS .

BoR1E#E (Author). R A (Reviewer) Bitb#EA (Approver).

ProSize ¥iE 7tk 4 A F i
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ProSize 1388 Z £ I (Enhanced Security Features)

EEEHRE

EEEHRS

E44R# (Event Report) & & E ProSize A VEM H F E ProSize 15 7l 42 4 1)

RERAF R HEAS 7 s b PR SE S0 CBRARZSC B
1 MR AR RER > FHRE (Administration > Event Report) .

Analysis  Optior

User Account Maintenance

Change Password
Configuration
Event Report

Data Event Log

111 EE R REs

K AT T B4R E (Event Report) & 1 (B 112) o 3% 61 Xk & R EAT 7 4.
= 62 XZE I BRI R TUEAT T A .

2 "
Avthie Enpete W MF Gl

Ve | G bt | Hrd T i
whMAY | SOGRNIINMMALY L-1eo-J02E MAZIN | Vile Diase

I | WOGRNISNAMATY L-hn 23 GAATSL M | Logi Aics

.| 4 S SR | Fiie L
e | SRkl - 200 G b | e e
wiang | SORKIGMAMATY LA-hea2oil R | Fiie e
bl | SCGERIGNAMATY 14-het-2o50 010 0 PU | File Umie
e | SORRIGNAMATY ahe-2oil (30H P | Fiie e
wiend | KGEXIMUMATY 14n-deii 41206 PM | File Dpen
il | SOGANVINAMAEY |4-fen- 32004 1284 | File Ciase

wiand | SCGRRIINAMATY 14-hei-J021 (HA2ITA | Logn Artice
MY | SOGENIINMASALY 14-Pe0-JO0IOHA2220M | Logout Amon
wIOEMIEY | SOGANIINGMNEY 14-Feio-IR0T 04 12 LMW | Add U Acoouns

AL | ORI LT TR | Pl G

BITANS | SOGENIINAMAEY 140002001 05 30PN | Logn Amice
oscitoiil SGANVINAMAEY 14-fen 214 1L A5 | Logo korion
Bopcmonil SOGANIINAMATY, Li-fan-J02k (4376 M | File Lozt
Boenmeril SGRAIIMAMAEY 14-Tan JEE L1 TNM | File Opan

L]

(TP 1 B\ rmrirg Toms Fura,

Walidution Burs!Toinl G5

Softwan
Enitns b g SATIELE S5 1
|

| Eirettie 1 SvTrareng Trst bunal,

Wt R Tocat it
Exchuniom Rngond SETU3LT 56 09 1w

A

e e
SSRw b VI Bt s
| Damz038 o8 21 0o BA D

| Cpetrs 13\ Trurarg Tom Bura,
P T T

Range ) Luck aae

TRy
Fan Goar Aoomes

Pasd Basa L
e [

Aooess Lavel  Asvences Deer
Buns hppaoval L o
Emall hisiwas

Emald Miesis s

|Ergin

Eogoaan

[erred: nnor Approees
CouFBiae 10\ Tesiniey Tewn PenaBfvears TalASaLLoR FumereRigavare.
BRIERSA b B B

112 FH{FH A (Event Report) &

ProSize ¥iE 7tk 4 A =i
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% 61 ERE (Event Report) BOH B RHFEL

FER

Jil /7 1D (UserID)

HHHLAFK (Computer Name)
AR R (Event Time)

#:4F (Operation)

X% 4% (File Path)

fiiik (Description)

ik

7R N FH O Bk FEL T 45 44 (eSignature) I P ID.
RS R IR.

FAFAE N AR ), DB

P PAT IR, B0, & 544E (Logon Action).
A (File Open) 2.

RSP HAT RIS R A SO R AR
R ITARAT A AR A

% 62 E#R#E (Event Report) & [ ISR A

SRR
4% (Archive)

S A CSV (Export to CSV)
PDF
%M (Close)

i (Range)

BT BB AR
(Export Data to Clipboard)

o HE T 2 Excel
(Export Data to Excel)

218

iR

SV K 2% IR BT T AR 2% B G2 i B e
2% H AR RV B AR B ) o

B EHHRE (Event Report) 25 H S 18 csv 301
A T BERE (Event Report) 45 A 9 PDF 45,
K EHRE (Event Report) 0.

I P 1 0 2 L O TGS
« T3 24/t
- b

B

o b

R i

- B

TE B PR s A B AT RSB
FE R (Event Report) & H & 1) 287 itk .

TEH R g DU oS i
FEHRE (Event Report) 4% H 5 H 2| Microsoft Excel.

ProSize ¥iE 7tk 4 A F i
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EEHREHHE
YEFEHHE (Data Event Log) & IMURHIBERXT .db3 3CF CRIRFE M SCfF) Bie
P ek, R ID (User ID)s tHSEMLAFK (Computer Name). S {F it (8]
(Event Time). #1E (Operation) A& (Description).
1 #77F .db3 X ft
2 MCRHRAFIERER > BIREHHE (Administration > Data Event Log)
Analysis  Optior

User Account Maintenance

Change Password

Configuration

Event Report

Data Event Log
113 V5l dli F44 H & (Data Event Log)

KT BIEEM AL (Data Event Log) & 1 (& 114) . 3= 63 X% & [ ER

IR EITHEAT T4

Exportto CSV PDF  Close

Range § v All
Last 24 Hours
User ID Computer Name | Event Time Operation Description Last Week
userid 5CG8331NMENEV| 2019-12-17 11:32:00 A| File Open Last Month
userid 5CG8331NMENEY, 2019-12-17 11:33:51 A| eSign Action Last Year
userid 5CGB8331NMENEV 2019-12-17 11:34:08 A| e un-Sign Action | inning of the Year

1 Evnnrt Data To CE
Export Data To Clipboard

1 |

| Export Data To Excel I

B 114 ¥ H & (Data Event Log) % 1

ProSize #IE Dt B A FM 219
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% 63 HIBEEHHE (Data Event Log) & [IAISEEA TR

SREATR i35
S CSV (Export to CSV) ¥ IEE M BHE (Data Event Log) 4 H S H A
csv X
PDF R BUEE R (Data Event Log) 45 H 11
PDF fi#.
%M (Close) KA HIEEMHE (Data Event Log) & M.
JulE (Range) F P e 5 TEA A 2% H N [a] o Bl -
o 24 /e
- kA
- EAMNH
o b
© WASEIG
-

B S 1 B BTIEAR (Export Data to Clipboard) 76 & K b A i LT T S oRSE 8.,
¥ IR E M AL (Data Event Log) % H & i ) 51
IR o

% ¥ S 1 F) Excel (Export Data to Excel) TE T 1R B A7 B AT /RS B
B HIEEMH A& (Data Event Log) % H § i

Microsoft Excel.

220 ProSize #iE 4B P Fi
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