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Preface

This preface contains the following topics:
e “About this guide” on page viii
e “Reporting problems” on page x

vii
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Preface

About this guide

Overview

This guide includes the user guides for the applications and utilities in the AssayMAP
Protein Sample Prep Workbench.

Software version

This guide documents the following software versions:
e Protein Sample Prep Workbench 4.0
e VWorks Automation Control 14.1.1

Accessing the user guides

You can find the user guides for the AssayMAP applications and utilities in the Protein
Sample Prep Workbench.

Protein Sample Prep Workbench vag0

Workflow Library

App Library

Utility Library

Literature Library

Agilent

The Literature Library provides links to the user guides.

viii



" VWorks  [Literature Libray NavigatoryWForm)

General Help

Protein Sample Prep Workbench: LITERATURE LIBRARY.

Preface
About this guide

Using the Protein Sample Prep Workbench W‘ Labware Reference Guide

AssayMAP Bravo Platform Getting Started Guide Syringe Replacement Guide

Bravo Platform User Guide Error Recovery Guide

VWorks Knowledge Base Wash Station Maintenace Guide

Contact Agilent Technologies AssayMAP Bravo Platform Installation Guide
App & Utility Guides

Affinity Purification v3.0 Peptide Cleanup v4.0

Affinity Purification: Aspiration Mode v3.0 Peptide Cleanup: Aspiration Mode v3.0

Fractionation v2.0 ’m Phosphopeptide Enrick v3.0

IMAC Cartridge Customization v2.0 Protein Cleanup v3.0

[ own | Immobilization v3.0 [ ovn | Normalization v3.0

In-Solution Digestion: Multi-Plate v2.0 Reformatting v3.0

In-Solution Digestion: Single-Plate v2.0 Serial Dilution v3.0

On-Cartridge Reaction v2.0 Other Utility Guides

- Agilent

Workflow Library

App Library

Utility Library

Literature Library

—

The app quick start guides are available in the App Library and additional utility guides
are available in the Utilities Library.

AssayMAP Protein Sample Prep Workbench User Guide



Preface

Reporting problems

If you find a problem with the AssayMAP Bravo Platform, contact Agilent Automation
Solutions Technical Support. For contact information, go to https://www.agilent.com/
en/contact-us/page.

To report problems with...  Have the following information ready

Hardware e Instrument serial number from the Bravo serial
number label

e Short description of the problem

Software e Instrument serial number from the Bravo serial
number label

e Short description of the problem

e Relevant software version number (for example,
automation control software, diagnostics software,
and firmware)

e Error message text (or screen capture of the error
message dialog box)

e Relevant files, such as log files

AssayMAP Cartridges e Cartridge type
e Lot number
e Short description of the problem

For instructions on how to resolve common error messages, see the AssayMAP Bravo
Platform Error Recovery Guide.


https://www.agilent.com/en/contact-us/page
https://www.agilent.com/en/contact-us/page

1 Getting started

This section contains the following topics:

e “Starting the workbench and logging in” on page 2

e “Changing your password” on page 3

e “About the Protein Sample Prep Workbench” on page 4
e “About the Workflow Library” on page 5

e “About the App Library” on page 7

e “About the Utility Library” on page 9

e “About the Literature Library” on page 10

e "Compliance-enabling features” on page 13

e “Overview of software architecture” on page 15

e "Exporting and importing AssayMAP methods” on page 17

Agilent



1 Getting started

Starting the workbench and logging in

For instructions on how to start up the AssayMAP Bravo Platform, see “System
Startup/Shutdown v3.0 User Guide” on page 574.

Starting the Protein Sample Prep Workbench

VWorks administrator, technician, operator, or guest privileges are required to log in to
the software. Contact your administrator if you need login credentials.

To start the Protein Sample Prep Workbench:

| ' |
Heoln

o Sunpletin .
1 Double-click " on the Windows desktop.
The Protein Sample Prep Workbench window opens.

Sample Prep Workbench - x

Protein Sample Prep Workbench vag0

Workflow Library

App Library

Utility Library

Literature Library

Agilent

2 Click one of the following buttons in the Workbench window:
e Workflow Library
e Application Library
e Utility Library
e Literature Library
The VWorks software starts and the VWorks Login window opens.



1 Getting started

VWorks

Login...

Connect to [Local] Local Server -
Password

Agilent

3 Inthe VWorks Login window, type your Login and Password, and then click OK.

The VWorks window opens. After a few seconds, the selected Library page opens
in the VWorks window. For a description of each Library, see “About the Protein
Sample Prep Workbench” on page 4.

Changing your password

The following procedure is applicable if Open Lab Control Panel is configured to use
Internal authentication. If Open Lab Control Panel is configured to use Windows
Domain, see the Windows documentation for instructions on how to change your
password.

If you need help changing your password, contact your administrator.

Changing your password in the OpenLab Control Panel

To log in to Control Panel and change your VWorks user password:

1 Double-click on the Windows desktop to start OpenlLab Control Panel.

Alternatively, select Start (@) > All Apps > Agilent Technologies > Control Panel.

2 Inthe Control Panel login window, enter your user name and password, and click
Log In.
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v
cp e

Password
Agilent

Control Panel Connect to ®

[Local] Local server -

For Openlab Software

<5 Agilent

If you log in as a VWorks technician, operator, or guest, the Control Panel opens to
the My Settings page.

3 Intheribbon at the top of the My Settings page, click Change My Password.

4 Inthe Change My Password dialog box, type the Old password, type the new

password in the New password and Confirm new password boxes, and then click
oK.

,EL —_— My Settings - Control Panel G ¢ - o0 x

== =
Administration = & =Ny Settings
-

Settings -
£B My g MName L] — M1 Buckley
—

[El Local Configuration
. Email "
B] System Actvity Loz e T T T e e e T -
= e Contact information 1 change My Password % I
Group memberships:
P Ps: I oW sassword: 1
Name
1| Mew password: 1
ViWorks Technicians
1 Confirm new password: 'I
Role memberships:
Name I I
OK Cancel
Viiorks Techrician 1 1
e e e e e - - e - - - - - - o
Administration

| ‘Current user: Mr Buddey

5 If you have finished viewing the My Settings page, close the Control Panel.

About the Protein Sample Prep Workbench

The Protein Sample Prep Workbench includes the following:

*  Workflow Library. For details, see “About the Workflow Library” on page 5.
e Application Library. For details, see “About the App Library” on page 7.

e Utility Library. For details, see “About the Utility Library” on page 9.

e Literature Library. For details, see “About the Literature Library” on page 10.



1 Getting started
About the Workflow Library

Major and minor revisions of apps and utilities

The version of the Protein Sample Prep Workbench, each application, and each utility
is designated by a decimal number, where

e Major revision or original release is designated by the number before the decimal
point. A major revision is a change to the protocol and may also include changes
to the interface (AssayMAP form).

e Minor revision is designated by the number after the decimal point. Minor
revisions indicate a change only to the AssayMAP form and does not impact how
the protocol runs.

For example, version 1.0 designates an original release of the application or utility,
version 1.1 designates a change to the form only, version 2.0 designates a change to
the protocol, and so forth. A major version automatically resets the minor number to 0.

About the Workflow Library

The Workflow Library is a collection of protein sample preparation workflows. Each
workflow consists of a set of applications that are performed in sequence to complete
an experiment. In addition, the workbench contains links to utilities that facilitate
sample and reagent preparation, the transition between applications, and the
transition between the output of the final application and the input of the analytical
instrument.

L VWorks - [Workdlow Navigstor Forn \WForm]

’ Workflow Library
Affinity/Purification Workflow

=l Create custom affinity cartridges and use them to enrich for target molecules. Using 1
4 i AssayMAP Bravo and Cartridges. App Library ‘
Peptide!Sample|Prep/Waorkilow,

Digest proteins, desalt, and optionally fractionate peptides. Using AssayMAP Bravo Utility Library
and Cartridges.
Rapid/Antibody/Digestion)Workilow
Literature Library
D Purify, denature, cleanup, and digest antibodies. Using AssayMAP Bravo.

Eni; niWorkilow)
desalt and enrich for phosphopeptides. Using AssayMAP Bravo and

Evosep Workflow

Evoti p Pure| Laa_di'ng\ Brotocol

E V (', S E P Automate pipetting steps for the Evotip Pure loading protocal using the AssayMAP

Bravo.

AssayMAP Protein Sample Prep Workbench User Guide 5



1 Getting started

General Workflows

Workflow

Enables the ...

Affinity Purification

Creation of custom affinity cartridges that can be used to enrich target molecules.
The workflow consists of the following applications:

e Immobilization. For details, see the “Immobilization v3.0 User Guide” on
page 193.

e Affinity Purification. For details, see the “Affinity Purification v3.0 User Guide”
on page 45.

Peptide Sample Prep

Digestion of proteins, the desalting of the peptide resulting from the digestion, and
optionally the fractionation of the peptide mixture. The workflow consists of the
following applications:

e In-Solution Digestion. For details, see the “In-Solution Digestion: Single Plate
v2.0 User Guide” on page 275.

e Peptide Cleanup. For details, see the “Peptide Cleanup v4.0 User Guide” on
page 355.

* Fractionation. For details, see the “Fractionation v2.0 User Guide” on page 125.

Rapid Antibody
Digestion

Desalting of denatured antibodies, and the rapid digestion of these antibodies. The
workflow consists of the following applications:

e Affinity Purification. For details, see the “Affinity Purification v3.0 User Guide”
on page 45.

e In-Solution Digestion. For details, see the“In-Solution Digestion: Single Plate
v2.0 User Guide” on page 275.

e Protein Cleanup. For details, see the “Protein Cleanup v3.0 User Guide” on
page 467.

Post-Translational Modification Workflows

Workflow

Enables the ...

Phosphopeptide
Enrichment

Digestion of proteins, the desalting of the peptide resulting from the digestion, and
the enrichment of the phosphopeptides. The workflow consists of the following
applications:

¢ In-Solution Digestion. For details, see the In-Solution Digestion. For details, see
the “In-Solution Digestion: Single Plate v2.0 User Guide” on page 275.

¢ Peptide Cleanup. For details, see the “Peptide Cleanup v4.0 User Guide” on
page 355.

e Phosphopeptide Enrichment. For details, see the “Phosphopeptide Enrichment
v3.0 User Guide” on page 425.
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About the App Library

Evosep Workflow
Workflow Enables the ...
Evosep 96AM Automation of the pipetting steps for the Evotip Pure loading protocol.
Workflow

For details, see the Evosep - 96AM Workflow Quick Start Guide at "Quick start
guides” on page 1.

About the App Library

The App Library contains a collection of ready-to-use sample processing applications
that can be used individually or in various combinations to address your experimental
needs.

L Vvlarks - [App Libtory Navigator VWFarm)]

Protein Sample Prep Workbench: APP LIBRARY

: Agilent

Affinity Purification v3.0

This is the recommended Affinity Purification application. Aep
Enrich for target molecules using Protein A, Protein G, or user-defined affinity cartridges. All Quick Start Guide
reagents flow from the cup to the tip of the cartridges in dispense mode. Using AssayMAP )
Bravo and Cartridges. Calaulator Workflow Library
Affinity Purification: Aspiration Mode v3.0 App Library
o ° @ App
- This application may be useful for certain workflows, but is more prone to ¢logging.
{' “ Enrich for target antibodies using Protein A or Protein G cartridges. All reagents except Quick Start Guide Utility Library
o elution buffer flow up through the tip of the cartridges in aspiration mode. Using AssayMAP
L] - Bravo and Cartridges. Calaulator
App
Bind, wash and elute in up to six fractions with different stepwise elution buffers. Using 3 3
AssayMAP Bravo and Cartridges. GLHERERD
Caleulator
App
Strip existing metal from cartridges and charge with metal of choice. Using AssayMAP
Bravo and Fe(lll)-NTA cartridges. 28k SIat ade
Calaulator o
Available applications
Application Automates the ... See...
Affinity Purification  Affinity purification of target molecules using Affinity Purification v3.0 User
. . »
v3.0 AssayMAP cartridges. Guide” on page 45
This is the recommended Affinity Purification
application.

AssayMAP Protein Sample Prep Workbench User Guide 7
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Application

Automates the ...

See...

Affinity Purification:
Aspiration Mode
v3.0

Affinity purification of target molecules using
AssayMAP cartridges. The sample load and wash
steps in this protocol are drawn into rather than
pushed through the cartridges, which is in contrast
to the Affinity Purification v3.0 protocol.

This application may be useful for certain
workflows, but is more prone to clogging.

“Affinity Purification: Aspiration
Mode v3.0 User Guide” on
page 89

Fractionation v2.0

Stepwise fractionation of samples from AssayMAP
cartridges in up to six fractions using buffers with
increasing ionic strength, increasing pH, or
increasing organic concentration.

“Fractionation v2.0 User Guide”
on page 125

IMAC Cartridge
Customization v2.0

Stripping and charging of AssayMAP Fe(lI)-NTA
cartridges with the desired metal of choice for
immobilized metal affinity chromatography (IMAC)
experiments.

“IMAC Cartridge Customization
v2.0 User Guide” on page 159

Immobilization v3.0

Immobilization of antibodies and other ligands to
PAW, PGW, or SAW cartridges.

“Immobilization v3.0 User Guide”
on page 193

In-Solution Digestion of 8 to 96 protein samples in a 96-well “In-Solution Digestion: Single
Digestion: Single microplate. The protocol includes five generic Plate v2.0 User Guide” on
Plate v2.0 liquid-handling steps that successively transfer a page 275

reagent from a reagent plate at deck location 5, 6, 7,

8, or 9, into the Sample Plate at deck location 4.
In-Solution Digestion of 8 to 384 protein samples in up to four ~ “In-Solution Digestion: Multi-Plate
Digestion: Multi- 96-well microplates in a single run. v2.0 User Guide” on page 235
Plate v2.0

On-Cartridge
Reaction v2.0

Reactions on AssayMAP cartridges that contain
immobilized target molecules.

“On-Cartridge Reaction v2.0 User
Guide” on page 309

Peptide Cleanup Cleanup of peptide samples using AssayMAP “Peptide Cleanup v4.0 User
v4.0 cartridges. Guide” on page 355

This is the recommended Peptide Cleanup

application.
Peptide Cleanup: Cleanup of peptide samples using AssayMAP “Peptide Cleanup: Aspiration

Aspiration Mode
v3.0

cartridges. The sample load and wash steps in this
protocol are drawn into rather than pushed through
the cartridges, which is in contrast to the Peptide
Cleanup v4.0 protocol.

This application may be useful for certain
workflows, but is more prone to clogging.

Mode v3.0 User Guide” on
page 393

Phosphopeptide
Enrichment v3.0

Phosphopeptide enrichment using the AssayMAP
Fe(Ill)-NTA or TiO, cartridges.

“Phosphopeptide Enrichment
v3.0 User Guide” on page 425

Protein Cleanup
v3.0

Cleanup of protein samples using the AssayMAP
RP-W cartridges.

“Protein Cleanup v3.0 User Guide”
on page 467




About the Utility Library

1 Getting started

The Utility Library is a collection of protocols that automate specific tasks (for
example, liquid handling) to prepare the system for an application protocol, transition
between applications in a workflow, or transition between an application and loading
onto an analytical device. For example, the System Startup/Shutdown utility initializes
the AssayMAP Bravo Platform, washes the syringes, and primes the wash lines and
the wash station.

£ Vil - [Utiiy Library Navigater\WiFosm]

- o x

3% Agilent

T Utility
lif q/ Transfer cartridges in full columns of 8 into the 96AM Cartridge & Tip Seating Station.
ﬁ ﬁ Using AssayMAP Bravo and Cartridges. S
i
.
Normalization v3.0
utilit Utility Library
Wbl , " A | |
+ Normalize up to 96 samples. Samples with different concentrations are combined with ‘ Method Selup Tool |
) diluent one-by-one to acheive uniform concentrations. Using AssayMAP Bravo.
; . .
‘lﬂl!\ﬁ.ﬁﬁll L ‘ Instructions | Ellwrakiglbrary
Pipette Tip Transfer v2.0
‘ Utility
& | Transfer Agilent 250 L pipette tips in full columns of 8, from a standard tip box into the
m “- J 96AM Cartridge & Tip Seating Station. Using AssayMAP Bravo. ‘ ot
nstructions
Reagent Aliquot v2.0
‘ Utility |
Prepare 8 to 96 aliquots in full columns, using a single column of a reagent ir plate
X as the source. Using AssayMAP Bravo and Agilent 250 L pipette tips. ‘ |
Il | Instructions -
Utility Description See...
Cartridge Transfer v2.0 Moves full columns of AssayMAP “Cartridge Transfer v2.0 User

cartridges from the source cartridge rack
to the 96AM Cartridge & Tip Seating
Station.

Guide” on page 506

Normalization v3.0

Automates the normalization of up to 96
samples in microplate format.

“Normalization v3.0 User Guide”
on page 585

Pipette Tip Transfer v2.0

Moves full columns of disposable pipette
tips from the source tip box to the 96AM
Cartridge & Tip Seating Station.

“Pipette Tip Transfer v2.0 User
Guide” on page 512

Reagent Aliquot v2.0

Aliquots a reagent from a single bulk
reagent reservoir into 1-12 columns of a
microplate or reservoir. The utility uses a
single column of eight Agilent 250-uL
pipette tips to prepare the aliquots.

“Reagent Aliquot v2.0 User Guide”
on page 518
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Utility

Description

See...

Reagent Transfer v3.0

Transfers 1-12 columns of reagents in
parallel from a reagent source plate or
reservoir into a 96-well plate.

“‘Reagent Transfer v3.0 User
Guide” on page 525

Reformatting v3.0

Transfers solutions from any well in one
microplate to any well in another
microplate.

‘Reformatting v3.0 User Guide”
on page 623

Serial Dilution v3.0

Creates a Serial Dilution plate with up to 24
dilutions and up to 5 replicates.

“Serial Dilution v3.0 User Guide”
on page 653

Single Liquid Addition v2.0  Adjusts the buffer composition oraddsa  “Single Liquid Addition v2.0 User
component to up to four sample plates. Guide” on page 542
Syringe Test v2.0 Verifies the integrity of the probes and “Syringe Test v2.0 User Guide” on

syringes in the Bravo 96AM Head.

page 549

Syringe Wash v3.0

Washes the syringes after an application
or utility run with the solution of your
choice for the specified number of wash
cycles to avoid run to run cross-
contamination.

“Syringe Wash v3.0 User Guide”
on page 567

System Startup v3.0

Initializes the AssayMAP Bravo Platform,
washes the syringes, and primes the wash
station and wash lines.

“System Startup/Shutdown v3.0
User Guide” on page 574

System Shutdown v3.0

Prepares the AssayMAP Bravo Platform
for idle time by washing the syringes and
then aspirating 200 pL of Syringe Storage
Liquid into the syringes.

“System Startup/Shutdown v3.0
User Guide” on page 574

About the Literature Library

The Literature Library provides links to the user documentation for the AssayMAP
Bravo Platform.
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About the Literature Library

1 Viorks - [Lesture Libiary Navigator N ViFormn]

General Help

Protein Sample Prep' Workbench: LITERATURE LIBRARY

= a X |

Agilent

Using the Protein Sample Prep Workbench

Labware Reference Guide

AssayMAP Bravo Platform Getting Started Guide

Syringe Replacement Guide

Bravo Platform User Guide

Error Recovery Guide

VWorks Knowledge Base

Wash Station Maintenace Guide

App Library

Contact Agilent Technologies

AssayMAP Bravo Platform Installation Guide

App & Utility Guides

Affinity Purification v3.0

Peptide Cleanup v4.0

Literature Library

Affinity Purification: Aspiration Mode v3.0

Peptide Cleanup: Aspiration Mode v3.0

Fractionation v2.0

Phosph id i vi0

g

IMAC Cartridge Customization v2.0

Protein Cleanup v3.0

Immobilization v3.0

Normalization v3.0

In-Solution Dig

Multi-Plate v2.0

Reformatting v3.0

-3
d

o D

Single-Plate v2.0

Serial Dilution v3.0

et et

On-Cartridge Reaction v2.0

L e ]

Other Utility Guides

General Help section of Literature Library

Title

Description

Using the Protein Sample
Prep Workbench

Provides an overview of the workbench features.

AssayMAP Bravo Platform
Getting Started Guide

Provides an overview of the platform and a detailed description of the
AssayMAP liquid-handling head.

Bravo Platform User Guide

Explains how to set up and operate the Bravo Platform and how to configure
accessories.

Labware Reference Guide

Provides detailed information and a photo of each labware option for the
workbench applications.

Syringe Replacement Guide

Provides the procedures for replacing damaged syringes in the AssayMAP
head.

Error Recovery Guide

Provides guidelines for how to recover from the more common error
messages that may occur when using the AssayMAP Bravo Platform.

Wash Station Maintenance
Guide

Provides the procedures for inspecting the chimneys and replacing damaged
chimneys.

AssayMAP Bravo Platform
Installation Guide

Explains how to install the AssayMAP Bravo Platform, including configuring
the deck accessories and setting the teachpoints.

AssayMAP Protein Sample Prep Workbench User Guide 11



1 Getting started

Title Description

VWorks Knowledge Base Provides the help system for the VWorks software, including:

Configuration and administration guides and quick references for VWorks
Networked, VWorks Plus, and VWorks Standard editions

VWorks Setup Guide

VWorks User Guide

Bravo safety, installation, user, and quick-start guides
User guides for other VWorks-controlled devices

App & Utility Guides section of Literature Library

The Protein Sample Prep Workbench user guides describe how to prepare and run
protocols for various sample prep applications and utilities. The topics are for both
routine operators and assay developers.
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Compliance-enabling features

The combination of features in VWorks Plus 14.1.1.7 and Protein Sample Prep
Workbench 4.0 help enable compliance with Part 11 of Title 21 of the Code of Federal
Regulations (21 CFR Part 11). The FDA rules and guidelines for compliant electronic
records and computerized systems require secure data handling, including:

e Data security. Physical protection of data by limiting access to the system and
preventing unauthorized access.

e Data integrity. Protecting raw data and metadata and preventing these from
unauthorized modification, and linking raw data and results to reproduce the
original results at any time, for example, in an audit situation, and document each
new result copy.

e Audit traceability. Documenting who did what to the results and when.

VWorks Plus features that support compliance

VWorks Plus compliance-enabling features include user authentication, content
management, tamper detection, audit trails, electronic signatures, and activity logs.
For a description of these features, see the Using compliance features chapter in the
VWorks Automation Control Setup Guide.

Workbench features that support compliance

The Protein Sample Prep Workbench uses experiment IDs and methods to support
traceability and data integrity. An experiment ID and a method are required to run any
application or utility in the compliance-enabled Protein Sample Prep Workbench.

e Anexperiment ID is a database record that captures the steps executed and the
settings used during each run of an application or utility. Any errors that may have
occurred during a run are also recorded.

Electronic signatures are required to close an experiment ID. The software
automatically generates a report when an experiment ID is closed. A report
describes who did what and when for a given experiment ID.

For details, see “Using Experiment IDs” on page 23.

¢ A methodis a comprehensive collection of saved settings for an application or
utility that you can use to run the application or utility.

Methods in the OpenlLab Content Management storage can be used to run an app
or utility protocaol.

Any changes to an existing method must be saved using a new name before the
revised method can be used to run an app or utility protocol.

For detailed procedures, see the user guide for the app or utility.

Roles and privileges

The VWorks administrator, technician, and operator roles have the following privileges
in the compliance-enabled Workbench.
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VWorks role Privileges for experiment IDs and methods

VWorks operator Experiment IDs

Select an experiment ID to run an app or utility

Add notes to an experiment ID

e (Generate an experiment ID report

e Export experiment IDs

Methods

e Select a method to run an app or utility
e Exportamethod

VWorks technician  All the privileges of a VWorks operator, plus the following:
Experiment IDs

e Create experiment IDs and edit the description of experiment IDs that have the
Not Yet Used status

¢ Close experiment IDs and post a signature when closing
e Import experiment IDs

Methods

e Create and save methods

e Import methods

IMPORTANT Any new or modified method must be saved using a unique name
before it can be run, as the following figure shows.

VWorks All the privileges of a VWorks operator and technician, plus the following:
administrator e Archive closed experiment IDs
e Delete experiment IDs that have a Not Yet Used status

e Loginto Content Browser and edit the project, including deleting files

Figure VWorks Technician privileges for creating and running methods

Secured
Location

Create Open Select Open Mlowed Run
i lication/ i
Experiment application Experiment method @I

Secured

Location No change
Save method Sekksdl Run
released state method

ID utility ID
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Overview of software architecture

The AssayMAP Bravo Platform requires the following software, which runs on a single
computer workstation:

Agilent Protein Sample Prep Workbench. A collection of simple form-based user
interfaces for running the applications and utilities that control the AssayMAP
Bravo Platform. Each application and utility has default methods that can be
altered and saved. The Protein Sample Prep Workbench runs within the VWorks
software.

Microsoft Excel. Required for the Workbench method setup tools, reagent volume
calculators, and Syringe Test data analysis tool.

Agilent VWorks software 14.1.1. A combination of Agilent OpenlLab software
components and Agilent VWorks software that provides the user management
and instrument control for the AssayMAP Bravo Platform. The software is
available in the following editions.

VWorks edition File storage type Compliance
enabled?
VWorks Plus Content Management Yes

Note: A system or VWorks administrator can use
the Content Browser to view and edit the project
structure and contents at

/VWorks Projects/VWorks/

VWorks Standard  Local file system No

Note: Any user can access the project files directly
using the Windows File Explorer at C:\OLSS
Projects\VWorks Projects\VWorks\

The following figures show the software architecture for each VWorks edition. As the
figures show, the OpenlLab components include a Control Panel, which is the user
interface for the Shared Services. The Shared Services, such as user access, software
licenses, and storage are configured initially when the software is installed. For more
details on these Openlab components, see the VWorks Plus Configuration and
Administration Guide or VWorks Standard Configuration and Administration Guide.

15



1 Getting started
Overview of software architecture

Figure Architecture of VWorks Plus and Protein Sample Prep Workbench

VWorks Plus
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Components of OpenlLab software
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!
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Figure Architecture of VWorks Standard and Protein Sample Prep Workbench
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I

I
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Protein
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Workbench

The VWorks files, such as device files, profiles, labware, protocols, and the like are
stored as .roiZip archives. All file modifications must be handled within the VWorks

software.

The VWorks software cannot reload files (.roiZip extension) that have been
LLESEEE T modified or renamed outside of the VWorks software.
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Exporting and importing AssayMAP methods

Prerequisites

A method is a comprehensive collection of saved settings that you can usetorun a
Workbench application or utility. Each application and utility in Protein Sample Prep
Workbench 4.0 has default methods that you can use. Each app and utility user guide
describes how to select and how to create methods.

The VWorks export and import features enable the sharing of customized AssayMAP
methods with users on a different computer. This topic describes how to export and
import AssayMAP methods, one method at a time.

Both computers must be running the following software:
e VWorks software 14.1.1
e Protein Sample Prep Workbench 4.0

VWorks technician privileges or greater are required to import AssayMAP method files
into the Shared Services storage. No overwrite is allowed for AssayMAP method files
that already exist in Shared Services storage.

The VWorks menu bar must be visible to access the export and import commands.

Displaying the VWorks Tool menu

To display the VWorks main window, do one of the following:

e |f the Protein Sample Prep Workbench is not currently running, start the VWorks
software and log in when prompted to do so.

If the menubar is not visible in the VWorks main window, right-click the window
and select Menubar in the shortcut menu that appears.

Menubar
Standard Toolbar
Control Toolbar

Workspace

Available Devices

Available Macros
Main Log

Pipette Log

Time Constraints Log

Progress

Bunset Manager

e If the Protein Sample Prep Workbench is already running, use the following
procedure to turn off Full Screen mode so that the VWorks File menu is visible.

To turn off Full Screen mode:

1 Inanyapp or utility, click Toggle Full Screen in the navigation pane of the
form.
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2 Ensure that the VWorks menu bar is visible above the Workbench form, as the
following figure shows.

Figure Example of VWorks Menubar visible in Full Screen off mode
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