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System Settings
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Slicer Spectrum mode  Description
This made is added to autotune by default (3200 Stable). This mode will tune the intensity

= |up to m/2 3,200, where mass resolution is most crifical. A popular choice for Peptide

mapping, Intact/subunit proteins, Oligos and Glycan analysis

This mode will tune the intensity up to m/z 3,200, The seings are optmized for

wansmission of labile large molecules, for example released Glycans

[ This mode will tune the intensity up to m/z 1,700 This mode is an excellent choice when
sensitivity is critical. A popular choice for Host Cell Protein (HCP) analysis

This mode will tune the intensity Up to /2 1700, The semings are optimized for

transmission of Iabile small molecules.

System tune Resolution ¥ Dynamicrange

“

Resolution | Dynamic range

Resolution ¥ | Dynamic range

.

Resolution | Dynamicrange

This mode will tune the intensity up to m/z 750, while acquiring data up to 1700 m/z. A
Dynamicrange | popular choice for Metabolomics applications and DMPK studies. This mode is an excellent
choice when sensitivity is critical
This mode will tune the intensity up to m/2 750, while acquiring data up o 1700 m/z. A
Dynamicrange | popular choice for Metabolomics applications, DMPK studies and other labile molecules
The settings are optimized for transmission of Iaile small molecules

750 stable Resolution ~

Resolution ~

250 stable Resolution | Dynamicrange ¥ This mode will tune the intensity up to m/z 250, while acquiring data up to 1700 m/z

This mode will tune the intensity up to m/z 250, while acquiring data up to 1700 m/z. The
Dynamicrange v |semngs sre optmized for transmission of Iabile small moleculss. A popular choice for

Metabolomics applications

This mode will tune the intensity for large molecule analysis and has an m/z range of up

10 30,000. This mode is an excellent choice when resolution is crifical.
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High mass stable Resolution ¥

This mode will tune the intens ty for large molecule analysis and has 2n m/z range of up
40 30,000, This mode is an excellent choice when sensitivity is aitical and is popular choice
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FPS 3200 Resolution ¥
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@ select manuol instrum ent modes to show in Tune and Method windows
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I @  Aways Run Method

or BioPharma applications including Intact Protein analysis.
This mode will tune the intensity up to m/z 3,200 and is required for acquisition methods
where fast polarity switching mode is enabled,
This mode will tune the intensity Up to /2 1,700 and is required for acquisition methads
where fast polarity switching mode is enabled
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General Ac. method: /Opentan/Methods/BioConfirm_Agplication smx. _ forall sample types
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