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Fig 2. lllustration of the key steps involved in the preparation of rat brain tissue slices,
using the Compresstome® tissue slicer from Precisionary Instruments LLC.

RA251031.547. For Research Use Only. Not for use in diagnostic procedures.



https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf
https://www.agilent.com/cs/library/applications/an-superior-system-for-real-time-metabolic-analysis-5994-8309EN-agilent.pdf

	Slide 1: Real-Time Metabolic Profiling in Brain Tissue Biopsies Using the Seahorse XF Flex System  



