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Enrichment Baits, 16 rxn

1 G9704N

: BlreSelect XT HS Library Preparation Kit

: BlreSelect XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target

5500-0138

for ILM (Pre PCR). 16 Rxn

End Repair—A Tailing Enzyme Mix

End Repair—A Tailing Buffer

T4 DNA Ligase

Ligation Buffer

Adaptor Oligo Mix

Forward Primer

SureSelect XT HS Library Preparation Kit
for ILM (Pre PCR). 16 Rxn / SureSelect XT

HS Target Enrichment Kit, LM Hyb
Module, Box 2 (Post PCR). 16 Rxn

5190-6412
5190-6413
5190-6414
5190-6415
5190-6416
5190-6417
5500-0138/5190-9684

100 mM dNTP Mix (25 mM each dNTP) 5190-6418
Herculase Il Fusion DNA Polymerase 5190-7742
5X Herculase || Reaction Buffer 600675-52
SureSelect XT HS Target Enrichment Kit. 5190-9685
LM Hyb Module, Box 1 (Post PCR). 16
Bxn
SureSelect Binding Buffer 5190-4399
SureSelect Wash Buffer 1 5190-4400
SureSelect Wash Buffer 2 5190-4401
SureSelect XT HS Target Enrichment Kit., 5190-9684
LM Hyb Module, Box 2 (Post PCR). 16
Bxn
SureSelect XT HS and XT Low Input 5190-9683
Blocker Mix
SureSelect Fast Hybridization Buffer 5190-7327
SureSelect RNase Block 5190-4383
SureSelect Post— Capture Primer Mix 5190-9730
SureSelect XT HS Index Primers 1-16 for 5500-0141
LM (Pre PCR)
SureSelect XT HS Index Primer AO1-H02  Ct2k&h*
SSel XT HS Human All Exon V7, 16 5191-4028
Reactions
SSel XT HS Human All Exon V7, 16 5191-4028
Reactions

Lt AIES #D EE 2 AI=S 49| KISt

2HE Al=YH D A Al

A &ZE,
Fhd Repair—A Tailing Enzyme Mix 0.064 ml (16 B+=2(CH))
End Repair-A Tailing Buffer 0.256 ml (16 Et=2(Ct=s))
T4 DNA Ligase 0.032 ml (16 BtE(Ch=))
Ligation Buffer 0.368 ml (16 2+=(CH=:))
Adaptor Oligo Mix 0.08 ml (16 Et2(CH=))
Forward Primer 0.032 ml (16 Et=(CH=s))
100 mM dNTP Mix (25 mM each dNTP) 0.009 ml (16 BtES(Ch=))
Herculase Il Fusion DNA Polymerase 0.032 ml (32 2+=(CH=))
5X Herculase Il Reaction Buffer 1.5 ml
SureSelect Binding Buffer 13.2 ml
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. StStHI S SIAL0 28 32

SureSelect Wash Buffer 1 8 ml
SureSelect Wash Buffer 2 24 ml
SureSelect XT HS and XT Low Input 0.08 ml (16 Bt=(CH=4))
Blocker Mix
SureSelect Fast Hybridization Buffer 0.45 ml
SureSelect RNase Block 0.016 ml
SureSelect Post— Capture Primer Mix 0.016 ml (16 B+=2(C+4))
SureSelect XT HS Index Primer AO1-H02 16 x 0.01 ml (16 Bt=(CH4))
SSel XT HS Human All Exon V7, 16 0.08 ml
Reactions
HAFDX L= AISEY DS EXOl APl A E QHEILICE
Ct. S2A : S22 EHIA=SZ XA
M2A M= 2202 369, 9, 10, 11, 13, 14
(MZ=S, OO 2 A0AMEIR)
() 06621
MSHHS: 080 004 5090
ASESHS (2RAI2tH © CHEMTREC®: 00-308-13-2549
&)
=M x . xSureSelect XT HS Index Primer AO1-H02: 5190-6419, 5190-6420, 5190-6421, 5190-6422,
5190-6423, 5190-6424, 5190-6425, 5190-6426, 5190-6427, 5190-6428, 5190-6429,
5190-6430, 5190-6431, 5190-6432, 5190-6433, 5190-6434
2. 7olld-¥IEd
ol |ld-/EHd B : Ehd Repair-A Tailing
Enzyme Mix
H320 = A=4 -8 28
T4 DNA Ligase
H320 = A=4d - 28128
Ligation Buffer
H320 = A=4d -8 2B
Herculase Il Fusion
DNA Polymerase
H320 = A=4d -8 2B
SureSelect RNase
Block
H320 = A=4d -8 2B
Bhd Repair—A Tailing Enzyme 0] MIZ2 AHI0HN 2 E4E & 5SS A 2t
Mix HAl et =F = ASLICH
End Repair—A Tailing Buffer Ol M2 Atot™ 2 8248 2 ISt 4 2|
Hol Mt HIOIEIJCH, BRDX 2522 &
e ASLICH
T4 DNA Ligase Ol ME2 AtHot™ & 8248 A FIst= & 2|
gl ek 2SS ASLICH
Ligation Buffer O]l MIE2 Atgot™ 2 8248 A gIst= 4 2|
gl et EF D JASLICH
Adaptor Oligo Mix Ol MIE2 Atgot™ 2 828 Q2 ISt A 22|
Holl et WIS UCH, R LS e &
ST ASLIC
Forward Primer Ol HIS2 MotM L BAHY L JistES A 22|
Holl et WIIEUCH, EFDX S22 &
& ASLICH
100 mM dNTP Mix (25 mM Ol HIS2 MOtM L BAHY L JistE A 22|
each dNTP) Hol et WIIE RN, ESDA RS2z &
& ASLICH
Herculase Il Fusion DNA Ol HIS2 MotA L BAHY L JIst=S 2 22|
EHE WEZLA 1 27/06/2024 0|8 & a4 124/06/2021 & :4 2/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

2. molld-?Fl84

Polymerase
5X Herculase Il Reaction Buffer

SureSelect Binding Buffer

SureSelect Wash Buffer 1

SureSelect Wash Buffer 2

SureSelect XT HS and XT Low

Input Blocker Mix

SureSelect Fast Hybridization
Buffer

SureSelect RNase Block

SureSelect Post— Capture
Primer Mix

SureSelect XT HS Index Primer
AO01-HO02

SSel XT HS Human All Exon V7,

g0l et 2FEASLICH
Ol MISE Aotd 2 S2HE 2 stetsd 2tel
ol Met BItEUAN, EFHX 522 2

e AsLICH

Ol M2 &yotd 2 228 & sistsd 2el
2ol Tet Ot l, EFEHA 522 &
dEAsLICH

Ol MZ2 &tgetd 2 S8 & 5tet= 8 2t
2ol Tet U, 2FEA g5 &
dHAsLICH

Ol MZ2 &tgdetd 2 S8 o Stst= 8 2t
Hol et BIOEALH, 'BEFHA 2822 2

el ASLCH
ol M= Aret
el Mt BoteUon, ‘22
el AS LT

Ol MiZ2 Arolor

o Ul =
2ol et I ASH, 2R E
dHAsLICH

Ol MIZ2 &tgetd &
gol et 2sEAsL
Ol MZ2 &gt &
ol et BIEASH, ‘=28
JEASLICH

Ol MIS2 &UtH 2 BAH L 3tst
2ol et Eotel F
I ASLICH
Ol MIZ2 &Y

et
Holl et OIS ACH, 27T

16 Reactions AN gs'oz &
J e ASLICH

P00 mM dNTP Mix (25 mM =MEH QML LAXKX L2 222 0|F
each dNTP) H& 222 HHAE: 5.3%
SureSelect Fast Hybridization 28 RoH&0| XX 22 4222 0|2
Buffer HE EZg22 HAE: 31.3%

L OIBtEX S3PE E&6t A1) HX &5

&S0 : Bhd Repair-A Tailing Enzyme 21

Mix
End Repair—A Tailing Buffer N3,
T4 DNA Ligase 431
Ligation Buffer 41
Adaptor Oligo Mix NS,
Forward Primer 93,
100 mM dNTP Mix (25 mM %S,
each dNTP)
Herculase Il Fusion DNA 41
Polymerase
5X Herculase |l Reaction Buffer 813
SureSelect Binding Buffer =1
SureSelect Wash Buffer 1 =
SureSelect Wash Buffer 2 =1
SureSelect XT HS and XT Low &S
Input Blocker Mix
SureSelect Fast Hybridization =
Buffer
SureSelect RNase Block a1
SureSelect Post— Capture R3S,
Primer Mix
SureSelect XT HS Index Primer 8ia
AO01-HO02
SSel XT HS Human All Exon V7, Si3
16 Reactions

EEFEEYY 1 27/06/2024 0I&8 & L#Y :24/06/2021 HeE 4 5/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

2.

Fold-?flgd

Soll-?E 227 : Bhd Repair-A Tailing Enzyme  H320 - =0 X122 292,
Mix
End Repair—-A Tailing Buffer al24st HEOILE RIg= AN HE 83,
T4 DNA Ligase H320 - =0l XI=2 222,
Ligation Buffer H320 — =0l XI=22 2232,
Adaptor Oligo Mix Al2tst HEOILE RIE2 LA HE 3.
Forward Primer Al2tst HEOILE RIE2 LA HE 3.
100 mM dNTP Mix (25 mM Al2tet HE0ILE RIE2 LA HE Sl 3.
each dNTP)
Herculase Il Fusion DNA H320 - =0l XI=22 223,
Polymerase
5X Herculase Il Reaction Buffer &2t &0ILt FIE= LA Ut Sl2.
SureSelect Binding Buffer Al24et HEOILE RIE2 LA HE 8l2.
SureSelect Wash Buffer 1 Al2tst 0L RIE2 LA b S 3.
SureSelect Wash Buffer 2 Al24et HEOILE RIE=2 LA HE 8l3.
SureSelect XT HS and XT Low &2t Ha0IL} FIE= LA U 8l2.
Input Blocker Mix
SureSelect Fast Hybridization — &l2fgt H&0|L} FIE= LA Ht 8l2.
Buffer
SureSelect RNase Block H320 — =0l X2 £2o2.
SureSelect Post— Capture Al2tet HE0ILE RIE2 LA b Sl 3.
Primer Mix
SureSelect XT HS Index Primer &l2fst Ha0|Lt FIE=2 LA Ut 813,
A01-HO02
SSel XT HS Human All Exon V7, Al28t Z&0|LE /&2 AKX Ht 813,
16 Reactions
Ol EX 232
0il 2 : [Bhd Repair-A Tailing Enzyme & 8iS.
Mix
End Repair—-A Tailing Buffer g els.
T4 DNA Ligase g els.
Ligation Buffer g ei=2.
Adaptor Oligo Mix g g3,
Forward Primer g ei=2.
100 mM dNTP Mix (25 mM e els.
each dNTP)
Herculase Il Fusion DNA g 213,
Polymerase
5X Herculase Il Reaction Buffer oY S1S.
SureSelect Binding Buffer e si=2.
SureSelect Wash Buffer 1 g 213,
SureSelect Wash Buffer 2 o si=2.
SureSelect XT HS and XT Low oY 8i3.
Input Blocker Mix
SureSelect Fast Hybridization o 83,
Buffer
SureSelect RNase Block e 2.
SureSelect Post— Capture g sis.
Primer Mix
SureSelect XT HS Index Primer oY S12.
A01-HO02
SSel XT HS Human All Exon V7, diE 81 8.
16 Reactions
s : [Bhd Repair-A Tailing Enzyme  P305 + P351 + P338 - =0l 228: &
Mix 2 TAoA NOAL. JIsolttd 2EHE- X
HOLAIL. H=S A2AL.
P337 + P313 - =0l Xt=20| NI=&H: o
AHE FABHAIL.
End Repair—-A Tailing Buffer o ei=2.
T4 DNA Ligase P305 + P351 + P338 - =0l 22H: &
Z XAAN AN, JIsolHd 2EHER X
HOIAI2. HE AOAIL.
P337 + P313 - =0l A=0| N=&H: &
EE NEZLH 1 07/06/2024 0|8 & 2rE 1 24/06/2021 H&E 4




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

2. molld-?Fl84

LTS FoIAIL.

Ligation Buffer P305 + P351 + P338 - =0l 22H: & =22t =
Z oA AN2AIL. JtsotH E‘iE@E% N
HOtAI2. H= B2 AL,
P387 + P313 - =0 IH=01 XSS osrAel

=

Adaptor Oligo Mix oH ==

Forward Primer oHE °* =

100 mM dNTP Mix (25 mM HE 8l 3.

each dNTP)

Herculase Il Fusion DNA P305 + P351 + P338 - =0l 22H: & 22t =

Polymerase Z XAOAN AN, JIsolt 2EHE-RAXAE R
HGIAI 2. HE AOAIL.
P337+P313—T01I =01 NS0 o5t A0l
A2 ?oH\IEE

5X Herculase Il Reaction Buffer all&

SureSelect Binding Buffer g

SureSelect Wash Buffer 1 R

SureSelect Wash Buffer 2 SR

SureSelect XT HS and XT Low of&
Input Blocker Mix
SureSelect Fast Hybridization  oH&

£ §9 §9 ESE %9 59
00 010 0/o 0lo 0l0

0

Buffer
SureSelect RNase Block P305 + P351 + P338 — =0l 220 & 2t =
Z XAA AN, sl 2EHE-XE K
HGIAI L. HE AAIL.
P387 + P313 — =0 A=0| XIHEH: 2/stHQl
AE FBAIL.
SureSelect Post— Capture oHE S 3.
Primer Mix
SureSelect XT HS Index Primer oY 813
AO01-H02
SSel XT HS Human All Exon V7, dlY Sis
16 Reactions
A& : Bhd Repair-A Tailing Enzyme oilY S
Mix
End Repair-A Tailing Buffer oHE S 3.
T4 DNA Ligase oHE Sl 3.
Ligation Buffer oHE s,
Adaptor Oligo Mix oHE S,
Forward Primer oHE S 3.
100 mM dNTP Mix (25 mM oS S 3.
each dNTP)
Herculase Il Fusion DNA oHE SRS
Polymerase
5X Herculase |l Reaction Buffer ailE 818
SureSelect Binding Buffer g slg
SureSelect Wash Buffer 1 oHE S s
SureSelect Wash Buffer 2 HE RS
H=

SureSelect XT HS and XT Low oH&
Input Blocker Mix

SureSelect Fast Hybridization oY 83
Buffer

SureSelect RNase Block oHE SRS
SureSelect Post— Capture oHE S 3.
Primer Mix

SureSelect XT HS Index Primer oY 85
A01-HO02

SSel XT HS Human All Exon V7, dilY 813

16 Reactions
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Wre&‘e/ecf XT HS Reagent Kit, index 1—-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
2. Ro4- 2By
H Dl : Bhd Repair—A Tailing Enzyme ollY S
Mix
End Repair-A Tailing Buffer oHE S 3.
T4 DNA Ligase g els.
Ligation Buffer oHE 3.
Adaptor Oligo Mix g el2.
Forward Primer oHE S 3.
100 mM dNTP Mix (25 mM oHE S 3.
each dNTP)
Herculase Il Fusion DNA HE RS
Polymerase
5X Herculase Il Reaction Buffer & Si=
SureSelect Binding Buffer oHE 83
SureSelect Wash Buffer 1 HE RS
SureSelect Wash Buffer 2 oY 83
H=

SureSelect XT HS and XT Low oH&
Input Blocker Mix

SureSelect Fast Hybridization oY 83
Buffer
SureSelect RNase Block HE RS
SureSelect Post— Capture oHE RS
Primer Mix
SureSelect XT HS Index Primer oY Sis
A01-HO02
SSel XT HS Human All Exon V7, dilY 8l&
16 Reactions

Ct. S&-A8H 2810 : Phd Repair-A Tailing Enzyme  Z24Z H 812

ZEE X 2= JlEr | Mix
q-2E84 End Repair—A Tailing Buffer 2 & HE 9SS,

T4 DNA Ligase 2 & HF 8.
Ligation Buffer &l g g S.
Adaptor Oligo Mix 2 & HE 9 S.
Forward Primer 2 & H 9 S.
100 mM dNTP Mix (25 mM 22X HE 91S.
each dNTP)
Herculase Il Fusion DNA 2H X H &S
Polymerase
5X Herculase |l Reaction Buffer 21 &l Ht 813
SureSelect Binding Buffer oA X H S
SureSelect Wash Buffer 1 2H X H &S
SureSelect Wash Buffer 2 2q X g e s
SureSelect XT HS and XT Low &l dt 813
Input Blocker Mix
SureSelect Fast Hybridization 2dH X H S
Buffer
SureSelect RNase Block aq X g S
SureSelect Post— Capture aqX d 25
Primer Mix
SureSelect XT HS Index Primer ci&l H} 813
A01-HO02
SSel XT HS Human All Exon V7, &eci&l bt 1S
16 Reactions

3. RHMEC 93 ¥ R

S&/XHE : Bhd Repair—A Tailing Enzyme Mix

End Repair—A Tailing Buffer
T4 DNA Ligase

Ligation Buffer

Adaptor Oligo Mix

Forward Primer

100 mM dNTP Mix (25 mM each dNTP)

o 708 O T 78 i 1o
9 19 19 9 19 19 [
140 140 40 140 140 40 14D
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

3. PHA=0 HE

ol stO
L

Herculase Il Fusion DNA Polymerase
5X Herculase Il Reaction Buffer
SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect Wash Buffer 2
SureSelect XT HS and XT Low Input
Blocker Mix

SureSelect Fast Hybridization Buffer
SureSelect RNase Block

SureSelect Post— Capture Primer Mix
SureSelect XT HS Index Primer
AO1-HO02

o 08 i e i T
o 10 O 0 Ot 0

rioh o ol rion
09 o got g%
THO 1O HO THO

THO M0 MO THO MO Mo

SSel XT HS Human All Exon V7, 16 =g=2

Reactions
CAS HS/JIEt ESE
g=29 Z4EY AT} %
Efhd Repair-A Tailing Enzyme Mix
=2clAdl el Glycerol CAS: 56-81-5 =50 - <55
End Repair—A Tailing Buffer
e 222 Potassium Chloride CAS: 7447-40-7 <5
T4 DNA Ligase
=clMel Glycerol CAS: 56-81-5 =50 - <55
Ligation Buffer
=clAlel Glycerol CAS: 56-81-5 >15 - <20
Herculase Il Fusion DNA Polymerase
=clAlel Glycerol CAS: 56-81-5 >50 - <55
5X Herculase Il Reaction Buffer
ECIA(GIOIEEAINE) 00| = MIE Tris CAS: 77-86-1 <5
ME 232 S A Hexadecan—1-ol, CAS: 9004-95-9 <5

ethoxylated

SureSelect Wash Buffer 1
A5 TO4a 4H0E Sodium dodecyl sulphate |CAS: 151-21-3 <5
SureSelect Wash Buffer 2
25 TO4& Z8H0IE Sodium dodecyl sulphate |CAS: 151-21-3 <5
SureSelect RNase Block
=clAlel Glycerol CAS: 56-81-5 >50 - <55
EHE HNELH 1 27/06/2024 0|8 & g8 1 24/06/2021 H& 4 7/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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End Repair—A Tailing Buffer
T4 DNA Ligase

Ligation Buffer

Adaptor Oligo Mix

Forward Primer

100 mM dNTP Mix (25 mM
each dNTP)

Herculase || Fusion DNA
Polymerase

5X Herculase || Reaction Buffer
SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect Wash Buffer 2
SureSelect XT HS and XT Low
Input Blocker Mix

SureSelect Fast Hybridization

: Bhd Repair—A Tailing Enzyme
Mix
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

4, SeXX RE

s 8ts 2

SureSelect Fast Hybridization CI&fel 22 QEE IIRE NS 2. QEE 2=

Buffer 2 ALS HES 2 SN0l LIEHLFH O ALS] &Ict
s 82 A

SureSelect RNase Block Ctefol 22 QA IIRENES AN, 2ZE o=
2 ALS HS 2 SN0l LIEHLFH 9 ALS] &Ict
SE2 2 =52 N2 Jol MEE 2d. Mg
2 A2 H0ll 2X5| QLIESE S HHE 2.

SureSelect Post— Capture Cgo =22 28 IIFE A= A 28d 25

Primer Mix 2 AlS HE 2. SA0| LIEHLH 9 ALS| &Ic
s e A

SureSelect XT HS Index Primer G2 =22 Q&E LIFE A= A, 28 2=

A01-HO02 2 AleS HE 2. SA0| LIEHLH 2/ ALS| &Ic
S e A

SSel XT HS Human All Exon V7, &2 22 Q8= LIFE A= A, 28 2=

16 Reactions L agds HE A S0 LIELIE SJAS] AIH
=2 g2 A
=2 Cc =2 A

Ct &¢ Phd Repair-A Tailing Enzyme  Al& 8 ZI|JF = RO2 8|10 SE6H| #=2

Mix M2 OHE S FGIAI2. SEGHA EHLE S &
0l 27 &6tHU AN oLt 2L, &
BF2 AIZH0| QIBSE L= aA Z22E & 2.
22 0 2L 55 EZ2 otH 22X MSAIE A
HE 4 UAS. U EX| L= AEIDE X HLt
A2t5IH ol IXIE ¢S 2. ek 9AQ] g2
o, 3|=2 X}t Ml(recovery position)S FotH ot
SAl g RXE &S A, I EBE &t
2. 220, e, ®E, delll S 20| Z0les
HES L&6HH & 2.

End Repair—A Tailing Buffer AAst 2101 Qe ROZ £I1D SEGH)| 4
M2 OHES FGHAI2. SA0| LIEHLFEH O At
o Nt Bt 21, Al 2lMES ot
=a2 MASI LIEY 3= 8. =& 2
48A12F SOt o &Il ZAIDF ERE

T4 DNA Ligase AASE B UeE Re2 FIID S5 &
N2 OHE S FGIAI2. SEGHA EHLE S &
0l 2H&5tHL s EAXII LojLt 2L, &
BE2 AIZH0| QIBRSE = oA Z22E & 2.
22 0 2L ssES2 oIH 22X MBAOE
g 5 UAS. U =X L= A NS HL
245t ol IXE 22 24, ek A0 g2
o 3| =2 XMl (recovery position)E F6tAH ot
SAl Qg RXE &2 A, I EBE &
A, 22, YE0l, ®E el S & =
HES “&6HH & 2.

Ligation Buffer AAst 2101 Qe ROZ2 £I|D SEGH)| 48
M2 OHAES FGHA2. SEGHA EHLE S &
Ol 2H&StHL S 38X Lt 22, &
BI2 AIRH0| QIBSE = a4 Z22S & 2.
LU PLoBSES olH X MZ2X0E A
e = US. ot EX| L= AEHIF KIS E U
Al2H5tH olg RXIE B@s A, Y 940 g2
o, 3|=2 XMl (recovery position)S ol i
Al olg ZXE BES AH. I EEE &t
2. 221, YEl, ®E §ell S &0 =
HES &6t & 2.

Adaptor Oligo Mix AMEE 2D Y= RO £ SEGH)| A2
N2 OHAE S FGHAI2. SA0| LIEHLIE 9 At
o XEZ 8tz A,

Forward Primer AlME 2D Y= RO2 I SEGH| A2
KANZ OHAE S FGHAI2. SA0| LIELIEH 9 At
o HZ 8tz A,

100 mM dNTP Mix (25 mM AlESE 2D e ROZ2 £ SEGH)| 22

EHE NZLN 1 27/06/2024 0l& & & 1 24/06/2021 HE 4 10/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

4, SeXX RE

each dNTP) AHZ Ot S FotAl2. SA0| LIEHLFEH 9 AL
of XtE Yz 21 Al 2HMES S 06HH,
SN2 MASI LIEtE = AS. ==& AIE2
48A12F SO OS2 EIO 2HAIDF EH Q&

Herculase Il Fusion DNA MM 2D Yse ROZ S0 SEot)| ¢

Polymerase AN Z otE 2 FGIA 2. SEOHA EHLE &=
ol 2A&EIHU SEEXI Lot 3L, &d
BE2 AIZH0| QI2SE L= oA 228 & 2.
22 0 PFL oBssES olH 22X MBXIF
gt = US. 0t EX| 2= AN XS HLUE
25l ol X8 B2 21, e 9JAI0] gle
o 3| =Xt Ml (recovery position)E F6tAH ot
SA Qg ZXE S A I 2#E2E KA
2. 22, YE0l, ®E el S 20| =0le
AES &oH & A

5X Herculase |l Reaction Buffer ¢l&st SI1JF Jes 22 FI|110 SEH| A2
M2 Ot S FGHAI2. SA0| LIEFLFH oAb
o M= 8t2 21, Al SiMSS &2old,
SN2 MASI LIEtE = AS. ==& A2
48A12F SO Q2 T 2HAIDF EH Q&

SureSelect Binding Buffer AAst 2101 e ROZ2 £I|0 SEGH)| 428
AHZ Ot S FotAI2. SA0| LIEFHLEHE 2 AL
o HZ etz A,

SureSelect Wash Buffer 1 AAst 2101 e RO2Z2 £I|0 SEGH)| 42
N2 OHAES FGHAI2. SA0| LIEHLFEH O At
of Ntz g2 A,

SureSelect Wash Buffer 2 MM 2D Use ROZ2 S0 S0t ¢
NHZ LA S F oA, SA0| LIEHLEH O AL
of ZttE gt 4.

SureSelect XT HS and XT Low QI&S Z2I1J UesE ROZ £J|11) S0 ¢S

Input Blocker Mix AHZ OHAE S F oA, SA0| LIEHLEH O AL
o Nicts 8t A,

SureSelect Fast Hybridization dI&S 2I1JF U= RCZ2 £J|11) S E0H)] 22

Buffer AHZ Ot S F oA, SA0| LIEHLEHE 9 AL
o Mts &= 2. A SHHES S06HH,
S&2 MAGI LIEIE &= /UAS. == ME2
48A12F SO o2 &I 2HA|DF EH Q&

SureSelect RNase Block AAst 2D AeE ROZ £I1D SEoH)| ¢l
NHZ OHEE F oA 2. SEGHA LML &8
Ol E2H3otHL S S3XI Lt 22, =
BE2 ALEH0| CIRSE L= A 23S & 24
22U PL oB5ES olH 22X MR
et £ QUS. ot EX| &= AEHDF XIS EHLUE
A2ABH olg AXE g2 A, e oA g2
™, 3| =2 X} Ml(recovery position)E FlotH ot 2
ZA Qg ZXE 22 A, Ik E#EE KA
2. 220, YE|, ®E el S 20| =0le
AES L&otH & A

SureSelect Post— Capture MM 2D Ues ROZ2 S0 S50t ¢

Primer Mix KHZ OHAES FotAI2. SA0| LIEHLEH O AL
o Micts 8t A,

SureSelect XT HS Index Primer &I&SH 2I1JF s ROZ £J|11) SE0H)| ¢S

A01-HO2 NHZ Ot S FotAI2. SA0| LIEHLEHE O AL
o Mcts 8t A,

SSel XT HS Human All Exon V7, &I &S 2I1J1 e RO 2 £J|11) SE0H)]| 22

16 Reactions AHZ Ot S FotAI2. SA0| LIEHLEHE 9 AL
o Mcts BtS A,

EHE WELH 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 4 11/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

4, SeXX RE

ct HAS M : Bhd Repair—A Tailing Enzyme &S 22 MES 21, 2AXE 6t0 JACHH MHE

Mix A SES AN =S AEO0 QA0 J2H,
SS X2 0IAH & A0, &5 A0 RES
olHA 2dHES L)IH {862z 12t A
OIZRJ XAIJI UK &= & PES REotXl
9f 21, Ot REJ LNUEH B2lE ZAH |XIot
o PES0| HZ SOIIA &LH & 2. otk &
X = AEHOE RISE AL A26tH o2 XS
Bt 21, 9JAIQ| Sle= AFEHOI B0 &S Sot0
Ol 21& =X & 24, 2tek 9JAlQ| §loH, 3=
KbAl(recovery position)S FotH 6t SAl 9
S EINE RS A I EHEE SXE A, 22
, HEHOl, HE, 5lelll S 20| =0l =2
CZ=0HAH & A,

End Repair—-A Tailing Buffer US SZ NEE N, S2ES 4HAN =& AME
0] 9JAlI0] /oW, 22 X2 OIAIAHN & 24, 92
QAL XA UK %= & RES REoHAl &
2. SA0I LIEHLH 9ALe] Ricts 22 24,

T4 DNA Ligase A2 S NEE 2. YXE otD JACHH HAHE
A SES AUAN =EE A0l QA0 JSH,
SES T2 0IAMH & A, =& AR RES
olHA SdHE =S L)IH f8ol22 12t A.
Q2RI XIAIJI UX H= & RES REGHA
9F 21, OtoF PEJ ANUHEH B2lE 2H KXot
o PES0| HE SOHIIA LA & 2. otk =
X &= AEHDE RIS E L A26HH 92 XXS
BrS 21, 9JAI0| gl AFEHOI E0H 212 S0l
Ol 21 =X & 24, otk 9JAlQ| §loH ) 3=
XtMl(recovery position)S FotH 6t SAl 9
S XXNE RS A I EHEE SXE A 22
, HIEHOl, HE, §lellll S 20| =0l= H=E2
S Z=6HH & A,

Ligation Buffer AS S NEE A, 2AXE ot JUCHH HHE
A SES AN =S A0l 240 Y2H
SS ZZ2 0IAH & A0, ==& A0 RES
ol M SdHE S LN fEel22 J2t= 1.
OIS RR XAIJI UK &= & RES KEotXl
9f 21, Ot REJ UNUHEH B2lE 2H |XIot
o PES0| HZ SOIIA LA & 2. otk &
X &= AEHOE RIS E L A26HH 92 XS
Bt 21, 2JAlI0| Sl AFRHOIH 20 212 Sold
Ol 21& F=X & 21, otek 9JAlQ| §loH, 3=
XtAl(recovery position)S FotH 6t SAl 9
S EINE S A JIE EHEE SXE 2. 232
, 9IEHOl, HE, olelll S 20| =0l =S
G & A

Adaptor Oligo Mix US SZ NESE AN, 222 4AHAN =& AME
0] 9JAlIQ] UCH, 22 X2 0IAIAN & 2. 92
QA XA UK %= & RES KREolAl &
2. SA0l LIEHUH 9 ALS] Ricts 85 24,

Forward Primer US SZ NEE AN, 222 4HAN =& AME
0] QJAIQ] UCHH, 22 X2 OIAIAHN & 24, 92
QA XA UK %= & PES REolAl &
A, SHO0I LIEHLHH QJAMS] RSt g2 A

100 mM dNTP Mix (25 mM S EZ NEE 2. 2SS 4HN &= A

each dNTP) 0] SJAI0] USHH, ES XS OHAIAH & 21, 92
QLAY XAIDI QUK %= &t RES KEolAl &
2. SA0I LIEHUSA 9ALS] Ricts 8t5 24,

Herculase Il Fusion DNA AS SZ NEE A, 2AXE ot JUCHH HHE

Polymerase A SE2 HHAN =S ALEO0] QA0 U2H,
E=2 X2 0IAIAH & AR, ==& A0l REE
olHA SEAHEE L) f&golez Jots A
OIS RR XAIJIUX &= & RES KEotXl

EE NEL A 127/06/2024 0|8 & 2&Y 124/06/2021 & o4 12/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

4.

=2
R=n

A 2E

9F od, Bt AEJ LIS B2IE YH |XIot
o PES0| HEZ SOIIA LA & 2. otk E
X &= AEHIF AISEHLU AI261H 92 XXIE
Br2 A, QA0 = MW 2 &2 6]
Ol AT =X & 24, BreF oJAlQ| gloH, 3=
XFMl(recovery position)S FotH 6t SAl 9
2LEAXNE S A I EEE QNE A 22
, HIEHOl, HE, §lellll S 20| =0l= H=2
&6t & A
5X Herculase || Reaction Buffer 212 =2 MEE 2. 222 &HAN EE2E A
0l 9Al0] JSH, == =2 DIAIAH & 2. 2=
QA XA QUK e &t RES KEolAl &
. SA0| LHEFLIA QJALS] Ricts gt A
SureSelect Binding Buffer A= S NEE N, 22 4HAN =& AE
0] 2/Al0] UM, 22 X2 0tAIAH & 21, Q&
QLAY XA QUK &= &t RES KEolAl &
A SA0I LHEFLIA QAL Ricts gt A
SureSelect Wash Buffer 1 UAS SZ NEE N, SES 4HAAN =& A
0] 9JAI0] /UCH, 22 XS OIAIAHN & 24, 92
QAL XA UK %= & RES REotAl &
A, SHO0I LIEFLHH 2AS] RiEtE g2 A
SureSelect Wash Buffer 2 AS SZ NEE N, SES 4HAN ==& A
0] 2JAl0] USHH, 22 X2 0HAIAH & 21, 22
QAL XA UK %= & RES REolA &
A, SAO0I LIEFLIH QAL JiTtg gt 2 A
SureSelect XT HS and XT Low &2 =& NEE A, S22 S 4HAN ==& A
Input Blocker Mix 0l 2/Al0 e, =22 X2 0OIAIH & 2. 9=
QA XA UK £ &t RES KEolAl &
A SA0| LHEFLIA QJALS Ricts gt A
SureSelect Fast Hybridization &2 =22 Mg 21, 222 &AHAN =& A
Buffer 0] QJAIQ] /ST, 22 X2 OIAIAHN & 24, 92
QAL XA UK Ee= & PES REolAl &
A, SHO0I LIEFLHH QIAMS] RiStES 22 2.
SureSelect RNase Block s S NEE A, X E 6tD JACHH HIAHE
A SEES MHAN ==E AMEEO 20| U2
SE X2 0IAMH & A0, =& A0 RES
ol M SdHE S LN fEel22 2t=E 1.
OIZRAL XIAIJI UK Ee= & FES REGHA
9F 24, ot NEJ ALY BelE Y H |XI6t
o PES0| HZ SOIIA LA & 2. otk &
X b= AEHDF AISEHL A26HH 92 XXIE
Bt 21, 2JAlI0| Sl AFRHOIH 20 22 Sold
Ol A& =X & =24, 0reF 9JAlQ| QIoH, 5|2
XtAl(recovery position)S FotH 6t SAl 9
S EXNE S JE EHEE SXE 2. 232
, 9IEHOl, HE, delll St &0 &0l HES
6 & A
SureSelect Post— Capture US SZ NESE AN, 222 4HAN ==& AME
Primer Mix 0l 9AlI0] UM 2= =2 0IAIH & 21, 9=
QA XA QUK %= & PES KREolAl &
. SA0I LIEFLHH QJALS] RSt g2 A
SureSelect XT HS Index Primer 22 =& MIEE 2. S22 4AHAN =5 A
A01-H02 0l 9Al0] JUSH, == =2 DIAIAH & 2. 2=
QA XA QUK %= &t RES KEolAl &
A SA0| LHEFLIA QJALS Ricts gt A
SSel XT HS Human All Exon V7, &2 =22 Mg 21, 222 &HAN =& A
16 Reactions 0l 9Al0] JUSH 2= =2 DIAIH & 21, 9=
QAL XA UK %= & PES REolAl &
A, SAO0| LIEFLIH QAL RITHZ 82 A,
EE NEZLH 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 4 13/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

4, SeXX RE

AO01-HO02
SSel XT HS Human All Exon V7,
16 Reactions

=
=

0
]

pE=a=s

ro
©
0lo

22 MXXe BES : [Bhd Repair-A Tailing Enzyme  QIXI0 IS0l UL, MBS NS U L2
Mix AEHUM 2XIE FoHA 2 24, 22 O 22 2
SSS2 ot 2 HM3AIF HEE = US.
End Repair—-A Tailing Buffer Ol *IE0l JUAMLE, HES NRS B E2
AEHUA 2XIE FotAl & 2.
T4 DNA Ligase OIXIO |10l UAALE, HESt N2 & E2
AEHUAM =XIE FotAl 2 24, 22 O 22 2
SSE=0tH 22X NSAIL FIEE = US.
Ligation Buffer OIXIO |0l UAALE, HES x2S & E2
AEHUAM 2XIE FoHA 2 24, 22O 22 2
STE=0tH 22X NSAIL |EE = US.
Adaptor Oligo Mix OIAIO |0l UAALE, HES U= & E2
AEHOIIA 2XIE FOHAI 2 A,
Forward Primer OIXIO IOl UALE, HES NS B E2
AEHOIA XIS FotAl & 24,
100 mM dNTP Mix (25 mM OIHMIO IE0] UAHLF, HET NS SR $2
each dNTP) AEHOIIA RXIE FGHAI & A,
Herculase Il Fusion DNA OIAIO |IE0l UAALE, HESt s & E2
Polymerase AEHOIA AXIE HOHAI & 2. 2L O 24 2l
SSS2 ot X M3AIFHEE = US.
5X Herculase |l Reaction Buffer 2IXI0 &0l JAAHL, HEE nE2 2 L2
AEHOIIA 2XIE F oAl & A,
SureSelect Binding Buffer OIAIO |0l UAALE, HESt N2 & E2
AEHUIA EXIE F oAl & 2.
SureSelect Wash Buffer 1 Ol IOl JUAMLE, HES NERS B E2
AEHUAM EXIE FotAl & 2.
SureSelect Wash Buffer 2 OIXIO |0l UAALE, HESt N2 & E2
AEHUIA EXIE FotAl & 2.
SureSelect XT HS and XT Low QIXI0l &0l JAAHL, HEE nss8 2 &2
Input Blocker Mix AMENHIA =XIE FOHA & A,
SureSelect Fast Hybridization  2IXI0l &0l J[AAHLE, HES nE2 2 L2
Buffer AEHOIIA R2XIE FGHAI & A,
SureSelect RNase Block OIXIO |0l UAALE, HESt s & E2
AEHOIIA RXIE FoHA < 2. 2L O 24 2l
SSSS 0otH X M3 /EE = US.
SureSelect Post— Capture OIXIO |10l UAALE, HES = & E2
Primer Mix MEHUHIA E=XIE FOHA 2 A
SureSelect XT HS Index Primer QA0 &0l JHU, HES W2 2L 2
A01-H02 AEHOIIA XIS FGHA & A,
SSel XT HS Human All Exon V7, 21X /&0 JHU, HES s2 2L 2
16 Reactions AMEHUHIA EXIE FOHA & A,
Sold 28 ZX&e A, (118)
5. Zut-StTHAI ChA e
b A8HA
HEE ASHAI : Bhd Repair-A Tailing Enzyme =8 StIH0 HE S ASHHES AIESE A
Mix
End Repair—-A Tailing Buffer Z=H S0 HES ASIME AIRE A,
T4 DNA Ligase =8 S0 HEs ASHE AIZE A,
Ligation Buffer Z=8 SN0 MBS ASHHE AIZE A,
Adaptor Oligo Mix =8 S0 HEs ASHE AIZE A,
Forward Primer =8 SN HEE AT HE AIEE A.
100 mM dNTP Mix (25 mM =Y ST 2ES ASHHIE AI=SE .
each dNTP)
Herculase Il Fusion DNA Z=H S0 2Es ASIME AMI2E A
Polymerase
5X Herculase |l Reaction Buffer =2 StI0 H&Est A HE MEE A
EE NFLH 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 4 15/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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5X Herculase || Reaction Buffer
SureSelect XT HS and XT Low

Input Blocker Mix
SureSelect Fast Hybridization

100 mM dNTP Mix (25 mM
Buffer

End Repair—A Tailing Buffer
each dNTP)

Herculase || Fusion DNA

Polymerase
SureSelect Wash Buffer 2

T4 DNA Ligase

Ligation Buffer

Adaptor Oligo Mix
Forward Primer
SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect RNase Block

2 : Phd Repair-A Tailing Enzyme
Mix

ol
=

olt

Lt @3S £50t)|
8t ZXIAE
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

6. & M Al CHHEH

SureSelect Post— Capture

Primer Mix

SureSelect XT HS Index Primer

A01-H02

SSel XT HS Human All Exon V7,

16 Reactions

Ch B3 £ HJ
Enhd Repair—A Tailing Enzyme Mix 280l

. J
End Repair—A Tailing Buffer g0
. J
T4 DNA Ligase FIE0
. J
Ligation Buffer FIE0
. J
Adaptor Oligo Mix $I§.:4 0
Forward Primer .?—I
. J
100 mM dNTP Mix (25 mM each dNTP) -0
. J
Herculase Il Fusion DNA Polymerase $|%4O
. J
5X Herculase |l Reaction Buffer 9r|§.:40
. J
SureSelect Binding Buffer %’—If’:ﬁ 0
. J
SureSelect Wash Buffer 1 FE0

. J
SureSelect Wash Buffer 2 FE0

XS Sot HIlg A,
A

M ro

ror

MHo 0t

e H*Hg

Hu

1] U
loh

3 286k, =2, 52, 3J1)2 LUAIDIE of
g Il gsg A
REE S0 2AMYAUL R EL, =2, i
= 2 ot=2 EFote A= LE A 30| &
3 2F (0t =2, £, 301)2 LHAIIIE ol
g Il g=g A
SFEE S0 MDA R EL, =2, i
= 2 ot=2 EFcte A= LE A HS30| &
3 26k, =2, £, 3I)S LHAIDIHE of
g Il gsg A
SEE SH0 2AMEAUL R EL, =2, i
= 2 ot=2 EFcte A= WE A 30| &
3 2(Gts, =2, EY, 3I1)S LMAIDIH of
g Il gsg A

,FES SAAME A FE NSLZFRH SIIE 0

ol 3R S22 S HAIH HOHUHAIZ. HI=E24d¢el &
xet 2EZ S+AAH HEe HII SI10 82AI2
EHE Sot HIIg A,

FE NFE22LFH I8 0

ol 3R S22 S HAIH HOHUHAIZ. HI=E4d¢el &
xot 222 S+AAHA HEe HII SI10 82AIL

HoIg A.

,FES EXAMZ X & NF22RH EJIE 0l

Lot SEZ EAA ZBEE HOII 2101 E2AIL

HoIg A.
FE2 NFZEH EIIE 0

gHME Sot Holg A,
A

FE NF2Z22H EIIE 0

0l 2R =22 S|4AIA HOIWAIZ. Hl=E4d02 &

et 222 S+AH HES HII SO0l 82AI2

ANEez2RH EJIE 0
SOHLHAIR. HIs=840l &
e HDI EJ10 E2AI2

Xt 2EZ S+AAH HEe HII SI10 82AI2

FE NF222H EII1E 0

Ol B2 22 3|4 AIH HOHHAIQ. HIABA0l A
Zot 222 S+AAH HEe HII SI10 82AI2
= gHE Sofd Holg A,

FE NFL22H EII1E 0
| AHA HOIWAIL., Hl=E34d02 &
S=AIH HESE HOI EJ/10 E2Al2

EE NEL A 127/06/2024 0|8 & 28
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

6. & M Al CHHEH

DS HIDIZ2 EME Sote HolE A,
SureSelect XT HS and XT Low Input FE0l M, S22 FXNARE A, & NGz 2H IJIE 0l
Blocker Mix 8 2. £224H0 AL =2 S AAH HOILHAIL. Hx=24d0 A
L HIEHO AHXEH SRR E4A1H HEE HI| /0 S@2AL
. QIOtE HDI2 YHE Sotol Holg 2.
SureSelect Fast Hybridization Buffer FE0| S, FE2 FAANZE A, & NE22FH EJIE 0
=35 A A2 o] HS :'E §|A—|}\|9;1 CFOH_HA'Q Hl)\B/dOI x|
S = A s o o1 = = M, . TS o ©
L, HIEHO AHXEH SR E4AIH HES HI| 10 S@2AL
. QOtE HOI=2 YHME Sotol Holg 2.
SureSelect RNase Block FE0l S, FE2 FXNANZE AN, &2 NE22FH EJIE 0
S8 2. 22HO AL =2 SAANAH HOILHAIL. Hx=240 A
L HEAHS HXE SEZ E4AIH HESHHI| 2|0 2AL
. Qe HDI=2 YHME Sotol HolE 2.
SureSelect Post— Capture Primer Mix FE0| Gl FE2 FANANE AN &2 NEZ2FH EJIE 0
S8 2. £28HO AL =22 SAANH HOILHAIL. HIx=240 A
L, HIEAHO HXE SEZ SE4AIH HESHHI| 2|0 E2AL
D ODE HIOI2 EHE Sot HIoIE A,
SureSelect XT HS Index Primer AO1-H02 FE0l GleH, FE2 FANANE A, =2 NEZ2FH EJIE 0
S8 2. 28H0 AL =22 SAANA HOILHAIL. HIx=840 A
P, HEHe AXs S EHZ SAI7{ HESHI| 10 E2AIL
T, o [ Iy = = T = [=) o
. Qe HDI= YME Soto] HolE 2.
SSel XT HS Human All Exon V7, 16 FE0| gleH, FE2 FANANZE A = NE2Z2RH EJIE 0]
Reactions S A E2H FR 22 FAAHA HOIUHAIL. Hl=s540 &
P HIEHO HXSH 2R S4A1 HESHHD| 210 S2AL
OIJIE HIDIZ2 LXE Sotd HOIE A.
7 2;:_':. al I.lIl-tll-tH
. = = oo d
o St FZRHA
gHHl EX Phd Repair—A Tailing Enzyme  XZESH )0l 25 HH|IE 2% 21 (88 &X)
Mix SHFoIX & 2A. = 08 L =20 E=6HA &
T2 & 2. ZI|IL} 0IAEZ E26IA A= &
A o )] E=E E= JIsE MEZ OHS0
& Sol=l A 2210 E26t0, AI=26HA %22
Mol LHGHN BE2& A, Bl I HE &F
SS9 US 4 AUOH, Rolle = ASs. 27|
g MWAIZsHR & =
= o = A
End Repair—-A Tailing Buffer MAESHIIQ BE5 &HIE =28 A (88 & X).
T4 DNA Ligase HMAESH IR BES AHIE &H2e A (88 &X).
HFOA L AN, &, 0F L 2A=0 86K &
T2 & 2. BIIL} 0IAEZ E26IA A= &
A e )| = EF JIsst HE=Z OHE0
& =ol=l A 2010 22t6t10, AF=26HK S
o= 2HGHN 22 A, Bl I HSE &8
SES 2D US £ AUSH, RollE £ US. 2|
£ THAF=ZOHAl & =
=2 [=) =2 A .
Ligation Buffer MHESHQ ES HHIE 2 A (88 EX)
SFOAN A =, O0F L 2AS50 E=6HA &
T2 & 2. ZSIIL} 0IAEZ EQGIN A= &
H -‘,?—.IEHQI Rj| _C‘E_i S= j}ié} XHIIE D}EO.I
A — [=) — = o = — =
& Sol=l A 22010 E26t10, AI=26HA %22
Mol LHoHN BE2& A, Bl I HE &F
SS YN US 4 AUOH, RollE = A2, 2|
2 THAIZSHX & =1,
Adaptor Oligo Mix HMAESH IR BES XHIE H2e A (88 &X).
Forward Primer HMAESH IR BS HHIE HE2e A (88 &X).
100 mM dNTP Mix (25 mM MAESH IR ES ZHIE =28 21 (88 & X).
each dNTP)
Herculase Il Fusion DNA HMAES R ES HHIE Y A (88 EX).
Polymerase SFGIN 2 2. =, IR Y 2AS50 E=0HAI &
T2 & 2. ZJIL} 0IAEZE E26IA A= &
2 o 2)| = EE JIsE HE=Z HEX
A =ol= Al 2010 E26t0, AF26HA %S
Mol=s LHGHN B2& A, Bl EIJFHE &F
EHE NZLN 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 4 24/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

7. 52 € MNEEY

2SS 2D AS £ A0MH, Rolls & U2, 2|
2 THAIZSHR & 24,

5X Herculase |l Reaction Buffer &gt JiQl 5 &HIE =28 24 (88 &X).

SureSelect Binding Buffer MAESHJHQ B HHIE 28 A (88 EFX).

SureSelect Wash Buffer 1 HMAESH IR B AHIE &g A (88 &FX).

SureSelect Wash Buffer 2 MAESHIIQ E5 FHIE =E8 A (88 EX).

SureSelect XT HS and XT Low Z&EEH IR E5 &HIE =28 24 (88 &X).

Input Blocker Mix

SureSelect Fast Hybridization XZE&H el B85 HHIE 22 A (88 &HX)

Buffer

SureSelect RNase Block HMAESH IR BES HHIE HE2s A (88 &X).
HFolX & 2. = 082 L =20 E=6HA &
CE & 2. ZIL 0IAEE SQUGHK LEE &
A e )| = EF JIsst HE=Z HE0
T =olE Al 210l 22510, AF26HA ¢S
Mol=s 2LHGHN 228 A, Bl EIIF HS &8
SS 2D US £ A2H, RS & Us. 2|
£ THAI=ZOHK & 24

SureSelect Post— Capture MAESHIIQ E5 &HIE =28 A (88 2X)

Primer Mix

SureSelect XT HS Index Primer & &S IO S HHIE =28 21 (88 &X)

A01-H02

SSel XT HS Human All Exon V7, 2 &5t Jliol 5 &HIE =28 A (88 2X)

16 Reactions

UBHA ALY QA 2E  : Phd Repair-A Tailing Enzyme 0 222 3, A&, JIZ206l= AN SAlS

Xl Mix HHLF QA HLE EX6tE 212 2XE. =X
= SAIZ 9L OtAIHLE EX6HD] H ol =1t
dZ2S Ms 2. SAS EF HAZ SOOI HE
QU= o2 AU B35 HH|IE MAHE A, QM et
ol 2t =) A2 = 882 X,

End Repair-A Tailing Buffer 0l 2&= A3, N&E, It3ote EA0AMH 42
HHLF OLAIHLE EdGtE 2i2 S2XE. &
= 842 YL OtAIAHLE S96HI] & ol =1
d=a2sS As 2. SAS2 EF Az S0 A
QY= o2 U E5 YIS MAHE A, QA gt
ol 26t =) A2 = 88t & X,

T4 DNA Ligase 0l 222 732, ME, 2ot 220N SA&S
HHLF QLA HLE EXGE 212 2XE. =X
= S42 YHL OtAIALE SEHBH| &0l &=t
d=zS A2 2. SAS EF Baz S0P A
QU= o2 AU B35 FHHIE MAHE A, M et
Hojl 26t =) A2 = 882 & X,

Ligation Buffer ol 222 3, NE, JI8cte EA0AN SAS
SHHLF QLA ALY Ed6tE 212 2XE. &R
= 2A1Z2 9L} OtAIHLE ES6HD] J o =t
d=axS AMs 2. SAS EF B2Aaz2 S0 A
QY= o2 U B5 HY|IE MAHE A, QM gt
ol 28t =IOt 2= 882 &=x.

Adaptor Oligo Mix ol 282 F3, NE, JIZ2ct=s 2A0HAM SAS
HHLF QHAIHLE Ed6tE 212 2XE. =X
= SAZ 9L OtAIHLE EX6HD] ol =1
dZ2S MS 2. SAS EF BAZ SO HE
QU= o2 U B5 HH|IE MAHE A, M et
ol 25t =) A2 = 882 =X,

Forward Primer ol 222 F3, NE, 3ot 420N SAS
HHLF OLAIHLE EXGE 212 S2XE. &
= A2 YL OtAIAHLE S936H] & ol =
d=2sS As 2. SAS2 EF Baz S0 A
QY= o2 U EB5 YIS MAHE A, A gt
ol 28t =) AP = 88t &X

100 mM dNTP Mix (25 mM 0l 222 73, ME, I8t 2A0AM S&s

each dNTP) HHLF QLA HLE EXGE 212 2XE. &
= SAZ UL OtAIHLE EX6HD] &0 =1t

EE NEL A 127/06/2024 0|8 & 2&Y 124/06/2021 & o4 25/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

7. 52 € MNEEY

d=z2S As 2. SAS2 EF BAaz2 SO A
QUL o2 U HS FHIE HMHE 21, A &t
ol 28 =IOt 32 = 882 &=x.

Herculase Il Fusion DNA Ol 2&=2 3, N&E, Jtsote EA0AMH SA2

Polymerase HO{LE DAl ALY 96l A2 2XE. &Y
= 2A2 9L DA AL ESEHD Mol =1t
dzas A 2. SAS2 EF Az S0 A&
QAEE o2 U HS FHIE HHE 21, A 8t
ol 28 =IO @2 = 88 &=,

5X Herculase |l Reaction Buffer 0| 2&2 2, M&, IS0t &A00A SA2
HHL OFAIHLE EX6tE 242 =2XE. &g
= SAIZ 9L OtAIHLE EX6HD] ol =1t
d=Z22 M2 0. SAS EF FAZ SN A
QUL o2 U HS ZHIE HMHE 21, A &t
O 28 =IO 32 = 882 &=

SureSelect Binding Buffer 0l 2&= =3, N&, ItSote EA0AMH S4al=2
HHU A HLE EdoteE 22 =2XE. &g
= 242 9HU OtAIAU &S0 80l &1t
=S M2 A SIS 8F 22 00| A
QUEE o2 U BS5 FHIE MHE 21, M 8t
ol 28 =0 32 = 8&= =X

SureSelect Wash Buffer 1 0l 2&= =2, N&, ItE3oteE E4A0HAMH S4=
HHLF OFAIHLE X6t 242 =2XE. &K

}

=

= SAS YAHLE OLAIDLE S 96| ol &1
2=z NS A SHS EF a2z S0 A

QU o2 AU B35 HH|IE MAHE A, QM et
Ol 28 =IO 32 = 882 =X

SureSelect Wash Buffer 2 ol 222 3, NE, JI3ote EA0AN SAS
HHU OIAIHUL &l 242 =2XE. &EX
= 842 YL OtAIAHLE S96H] & ol =1
A=Z2S NS 2. SAS HF A2 S A
QAEE o2 U HS FHIE HHE 21, A 8t
ol 28t I 2= 882 X

SureSelect XT HS and XT Low O 222 2, M&, JISote EA0A SA2

Input Blocker Mix HAU OtAI AL EXotE 2 =XE. gL
= SAIS HHL OFAIHLE EAHGHD| &0l =1
=2 A2 A, SA=2 EF A2 SHIDI A
QU= o2 2 B5 HH|IE MAHE A, M gt
ol 2st = A2 = 882 X,

SureSelect Fast Hybridization 0 222 F 2, M&, JIS0le EA0M SA2

Buffer HHUL OFAIHLE Ed6teE 242 =2XE. &gX
= SAZ UL OtAIHLE EH6HD] & =1t
d=2S A2 2. SAS EF Bag S0P A
QU o2 AU B35 FTHIE MAHE A, M et
ol 28 =IO 32 = 88 = =X,

SureSelect RNase Block 0l 222 2, N&E, JI3cte &A0MH SAI2
HHLF OFAIHLE EX6tE 242 =XE. &g
= SAIZ 9L OtAIHLE EX6HD] H ol =1
d=22 M2 2. SAS HEF ZFAZ S A
QU o2 AU B5 HH|IE MAHE A, QM et
Ol 28 =IO 32 = 882 &=x.

SureSelect Post— Capture ol 222 F3, NE, JISote EA0AN SAS

Primer Mix HHU OIAIHU &l 242 =2XE. &EX
= 842 YL OtAIAHLE S96HI] & ol =1
d=aS As 2. SA2 EF B2az S0 A

QEE o2 U HS AHIE HHE 21, 4 8t
ol 28 =IO @2 = 88 = &=,

SureSelect XT HS Index Primer 0] 222 FZ, M&, JI3dl= &A0MH SA2

A01-H02 SHHL OIAI AL E¢o6te 242 sXE. &g
= 2A2 9L OtA AU EXEHD Mol =1t
d2S AMS 2. SAS EF BAZ SO H
QU= o2 U B5 HH|IE MAHE A, M gt
ol 28 =) 32 = 882 &=x.

SSel XT HS Human All Exon V7, Ol 222 2, M&, JISote &A0A SA2

EE NEL A 127/06/2024 0|8 & 2&Y 124/06/2021 & o4 26/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

7. 52 € MNEEY

16 Reactions HHLF OFAI HLE ol= A2 A&, A X
= 2A2 9L OIA AL ESEHD Mol =1t
d=22 M2 A. HAZ SOOI A
QEE 5 U B E MAE 2. 2l 8
ol 28t =0 & X,
Lt, Ot &t H& 2HH(IBHOF  : [Phd Repair-A Tailing Enzyme  oHE XS RE [t 82 A Xotd Ns
& XAHg Eahgh) Mix OtH B0} & Cl= A0, HAIZRESZ2H
2S6l0 |l 210 E26l0, tHe=X =22
(1082 &X) U SA Y SEZ2H g2l & A.
Sl ME ENX 2286 2 A, WEst 2=
Fol 2N CtAl S8t T3S &2 £ <ol Al
Q BRE 21 20| 9 2|0 22 o
A, HEsS 2 =XE Fol s#HE s U
& 21, FZ0ILL A2 &0l A& 109 A8
S22 E0IGIAAI2.
End Repair—-A Tailing Buffer oHE XY FAEN et 828 24, HAXGHD A=
ot ED(DJF & Tl A0, HAIZAHOCZE2H
250l e 2|0 226l tHst=2X =&
(1082 &X) U SA L SE28H g2l = A
)| M2 M)XK 2260 & . HWEd 2=
FOl AN CHAl S8t US 52 X E <dl Al
K Bas 21 el = 2010 226HK &
A, HEs S £ Fol 3 2HS U
& 21, FZIZ0ILF A2 J0oll A& 109 A8
=222 &0loty
T4 DNA Ligase e X9 #&EY sas A, ol A=
OtH &0} & Tl= HAN, HMAIZEOZEH
2560 fehe | BE25IH, HE2X 22
(108t &=x) 1 2 SSTZFH Ll E A.
=3I FNE=20SD) Sol 2 21, WEs 2lle
FOl AN CtAl = I8 &2 £ <ol Al
B2s A 2 Sl= ZJ/0l 220tA &
A HEE EN E Fol 3 2HS 2
& 21 FIZoIu ol AlE 109 A2 2
S22 E0IGIAAI2.
Ligation Buffer oHE XY FAEN et 828 24, HAXGHD A=
ot ED(DJF & Tl A0, HAIRAOCZE2H
2350l e 2|0 226l tHst=2X =&
(1082 &X) I SA L SEZ22H g2l & A.
)|l A2 JNIX 220 2 A, = e
FOl 2N CHAl S8t TS 52 X E 2dl Al
K Bas 21 el e s = e
A, HEs S £ Fol sE3 A2 2
& 21, FHZ0ILI A2 &0l A& 102 Ael2&
=222 &0loty
Adaptor Oligo Mix e XS 7E0 BHaE 2 HXold A=
OtH EHD(JF & Tl= AN, MAIZREOCZEH
256l |efe | B2t5I0, & 22X 22
(108t &=x) 1 USZ2EH Hel S A
=3I F NE=20SD) ol = 2. HES 2ll=
FO AN CHAl = 2 S22 Y$XE fdl Al
B2E A 2 = 200 E206HX &
A HEE EN E Fol 3 2HS A
& 21 FIZoIu Hojl AlE 109 A2
S22 E0IGIAAI2.
Forward Primer oHE XY FAEN et 82 24, HAXGHD A=
ot0d ED(DJF & Tl A0, HAIZAHOCZ2H
250l e 20|10 226l tst=2X =&
(108t &=x) 1 Y S22EH g2l £ A.
2l A Z2 &) ol £ 21, Wss 2ll=
FO| 2 TAl 8 IS S22 HAE [Adl Al
K Bas A2 =200 E26HK &
EE NEZLH 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 4 27/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

7l
10
K0
=

ok

1
s

_ W mRglls . W R . W R . W AgHs . W R . W AgHs =
mﬂ ME%ENH%ME HH%QNH%MH ME%QNH%WE HH%QNH%MH MB%QNH%WE HHDQNHQME
wy OER-ZOFRgg ARRIWRegg Al WRzyd ol WD olr 08 RS Al OR RS
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Tﬂooo_ D._mouulc.u]m_.ou._ﬁow D_mouuajm_.o”_”_.*ﬁoood D._mouulc.u]m_.ou._ﬁow D__nuouuajmo”_”_.*ﬁow D._ﬂouulc.u]m_.ou._ﬁow D__nuouuﬂ__u]mo”_u_.*ﬁom_
W BTy, REBmANE Yy MEBnAmE Yy MEANAMNE Ty MEBmmuET L B mwEms Py
s Mo N Mo N M N Mo N M N Mo N X

HQM._. __oaLﬂ_%m___._E%QoaM_. __oahﬂ_%_w_cg_%goﬂ&ﬂ. __o=_|FE“_:§_xE_QoL|M_. __oahﬂ_%mcg_%goﬂmwﬂ __o=_|FE“_:_._=_x§9oL|M_. __oahﬂ_%mcg_%goﬂmﬂ.
s Meplsws NEIHTE Uws Wepls uwms NN s ws Fenlsl wms NOIMHT s RS
7 MHA_okyllzs m A _okyWxs, m A _okpyWgs, m HA_okyllzz m A _okypWlzz .z A _akypWgs, %
i K 203 = O3 K 0 S = OT i K o S — 0By K oS — oDy K o0 S -2 0Dy K o0 S o0 0Dy K
—_ == K02 - |_.=_L|| .= K02 - IE_L|| (. |_.=_L|| .= K02 - IE_L|| (. |_=_L|| .= K02 - |_=_L|| .
_Igoo._mm DA_.DFO_IQOO._H _JA_.DFO__AROO._E _JA_.DFO_IBOO._H _JA_.DFO__Agoo._mm JA_.DFO_IBOO._H _JA_.DFO__Agoo._
M=z SHulzBakz S Nplglak< S HobegbaizSlnlgBak< S Dplglak<5 Doz Bk =2
MMHNum oRAR EM.H.MNum O|__l|:u// _H_MMuNam = _ R v k=) O|_ED nss 7

B b 7 i - oTHAR T UFIAS I3A
Mo RRIz~RI< g iRlg~RI< g EROKN=S—~

K=< .Eomamomawm)ﬂéw .a._omfxoxaH\)4.| i

Rl =< .Eomaxoma@u)@M W5

PrE_YK Ox O MK T O MK O O MK ie OrE_MK O O MK R 1e
mlaFEmpwE T amaFEeauS T anaFseaud anaFaepud T ama™EamuD ™ ma™Ew gD g ms

T RF o g <A ol gy K o g <& ol gy K o g <A ol gy K o g <A ol gy K o g <A ol gy K o g < ol gy K o
or o RWSW SR RS Ay o RW W Ay g RWSW Ay RSN M g R® W AR

RC O 15 20 I RC O 15 2 RC O 15 20 I RC_; O 15 2 RC_; O 15 20 I RC_; O 1 2 RC_; O
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

W Rolles = W Rgls =z W AIgNs = 0 RAgls = W Rgls = 0 RAIglUs =
MH%Q%H%WE HH%Q%H%ME HH%Q%H%WE HE%Q%H%WE HH%Q%H%ME HH%Q%H%MH
H_ N D__O| ﬁ —_ O__O| H_ J— D__O| ”_u —_ O._O| H_ — O__Au' ”_u —_ O._O|
I RmaTEND DURcamEue DuRoowius DUEL Fioe DUT.oTiie DURenrIie
1 I | wrma.: | 1 | _Lumci | I | _L|mm._4 | 1 | _Lummi | ... 1 _Luﬁm.: | i | _Lummi
dUmApME o™ ki OlmapWa o™ klaEpWa gt Am@nWe N O Wy Nk Ol a W o T
D.__..uouuuluc..l_w]mou._ﬁoooﬂ D__nuouum_u_lv]m.ou._ﬁow D.__..uouuuluc..l_w].mou._ﬁoood D__n.r.ouuwu_lv]w.ou._ﬁow D.__.,.r,ouuw.l_w].mou._ﬁoood D__n.r_ouuwu_lvj.uw.ou._ﬂow
. L =) — LD U= ., - = — LD = . = - LD =
RESUYRNE g R=SURNE g RoCURNRE g RoSURNR gy RoSURNE g R=SURNE g
w-HUnlogy a Slefogs e gUnfors a-SUnWogy a gle%agy agWetogs
meay s Wws UEH s ws USHl s ws UeN s ws Uenls ws UEW s WS

E M._Wn__x Eom_mmm i & a._ M._Wn_x Eom_mmm i E M._Wn__x Eom_mmm i & a._ M._Wn__x a._om_mmm = E M._Wn__x Eom_mmm i R a._ M._Wu_x Eom_mmm =
m.._l_Ao||_.mE_L|| .m.u_Aoll_.mE_L|| .|3..|__.Ao||_.me_L|| .m.u_Aoll_.m_.:E|| .|3..|__.Ao||_.mEE|| .m.u_Aoll_.m_.:E|| .
DT IRy N I SRMy Y RET ISRME NP ISR N S SRM D N SR )
SllgpWhggy=l8lgggr=l8lpgagx="8lgpgagx="8 gzl ="28 Uizl gyk=2
=0 _ =2y =0 Wy S0y ST Wy o Sl m My ST Wy S
S n = k=] n = 1S n = k=] n = 1S n = k=] n =

S R NMNFIAS  oTAS T WFIAYS L AR _VFIAS L AR VFTIAS oA UVFTAS L oA _VFTA
RIKl=s ~KI< .o Rlkls~RI< . posRkls~K< gkl ~RKI<  pnosRrls~K< pgisllkls~RKI< .5

_Jl_ I.IJ. I.lu_- I.IJ. I.lu_- J.
Tt maFsnlwdX naFasaleo® mnaFsalno® naFsalaS® natsnloo®, mna
mﬁmmm .Amﬂ__oaﬂaﬁﬂﬁmﬂmmw Mmaamaﬁﬂﬁmﬁmmm Mmﬂéﬂaﬁﬂﬁmﬂmm Mmaamaﬁa:mﬁmm Mmaeﬂaﬁﬂﬁmﬂmm Mmaamaﬁa_.ﬁ
Rl Wy g R W) e R W Mg g RW s W s fg g RW W g R W e o
w100 = — T " S om =y o 100 — = T A< S =y o god 100 = = T A< op = gy 100 = — T A< op g gl 100 = = TH * S om2n g0 = =1H K5
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SureSelect XT HS and XT Low

Input Blocker Mix
SureSelect Fast Hybridization

Buffer
SureSelect RNase Block

16 Reactions

Primer Mix
SSel XT HS Human All Exon V7

SureSelect XT HS Index Primer

SureSelect Post— Capture
AO01-HO02
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

8. ==&l € HeE=+

Ehd Repair—A Tailing Enzyme Mix
=cl Al

T4 DNA Ligase
=cl Al

Ligation Buffer
=clAl &

Herculase Il Fusion DNA Polymerase
2c/ A&

SureSelect RNase Block
=2l Al

NELSF (8=, 1/2020).

TWA: 10 mg/m? 8 Al2t. &4

NELEL (812, 1/2020).

TWA: 10 mg/m? 8 Al 2+, &4

MSSH L X2

2 & == XI£=0 eiSLICH
L, H&E ZstA 2| 2| & QESE0| hst = 220l =26t LBt HIDIXXIE AI2E 2.
B L& e DHID = &Y A HHIZ22E2 BHE0| 2 BEs Yo #EN 21D A=A &
EC OO 80 o™ FKX0 ESEAS o2 £=202 ¥ fot & AAD|
(fume scrubbers), ZH, &= JI2 AlIE0 st 28 XI 2o& 21,
Ct. o252
SEI Bs oA L 5 IIsHdsS 2HE, HESt EFE T= 0S5E SEJ|2 AEoIAL.
SEJ=sSE Es T2 030 et 80t EE8s &8, 1R, Y AFE4A2 DIEt
=L EHO| BEXC = St
=85 Flold ZOFZ, MHIOFEHLE OIAE, JtA, 280 e =S TI6HOoF 220t
U™ &0l JIE0H f&ot= ot a2 =88 24, 850 JIsdt &2, U3
BS3PE SO00F &, HOE S O dst =F2 ESE HAIGHA F=0H: 3
S=4 F 2 gXE o4,
=925 P motol 200D S0 UoH, 3tst MES 2 M, 22 JI=0 28Ls
UHatetd, 2884 22 AHUL AISE A 2 MEXDF GAIS HE 126l
O, Al &20] O 25 EM4E H= SXlotsX &olst 24, &2 S20 tist &
E A2 2 MESAIEZ OE 4= Ul= 242 =X o6l00F &, oel 28z 2
HEl S829 AL, M2 BSAI2S HEto| =HE £ QlS.
AH ES MES =320517] Holl &1 A 23S Sl AN &Y As 2EE AlD /g2
JIX2 HAE5tD M2I12 £ BHOLOFDH BHCH.
Pl AMA FO AL 0l 3t ME2 F2et Us &Y S M, HAU, EHHE LIAHLE SEAZ 0| Z6t
Il &, &, &, 222 S0l A2 A, =50 EME 2E2 HHGH| @16t &
et == AL=oH0F &L QHEE OS2 M2 MOl NEE 21 = AE A
QF OFA AFRI AIE0] &Y o JIUEE &45] & A,
EHE NZLN 1 27/06/2024 O|& & gr#Q 1 24/06/2021 HE 14 30/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. =clatsd §4

2= HEN et =8 ZH2 del HADX =t EFE 20 2 kel
ot 2l&

22| AE : Bhd Repair—A Tailing Enzyme 4 Al.
Mix
End Repair—A Tailing Buffer OH Xl
T4 DNA Ligase OHAI.
Ligation Buffer OHAI.
Adaptor Oligo Mix Ol
Forward Primer Ol
100 mM dNTP Mix (25 mM OH I,
each dNTP)
Herculase Il Fusion DNA Ol
Polymerase
5X Herculase || Reaction Buffer 2HAl.
SureSelect Binding Buffer OH .
SureSelect Wash Buffer 1 OH A
SureSelect Wash Buffer 2 OH .
SureSelect XT HS and XT Low Al
Input Blocker Mix
SureSelect Fast Hybridization — 24 Al.
Buffer
SureSelect RNase Block OH Al
SureSelect Post— Capture OH Xl
Primer Mix
SureSelect XT HS Index Primer 2HAl.
A01-HO2
SSel XT HS Human All Exon V7, 4.
16 Reactions

AH : Bhd Repair-A Tailing Enzyme X2 22
Mix
End Repair—A Tailing Buffer Az 3.
T4 DNA Ligase INE=IRrE=H
Ligation Buffer INE=IRrE=H
Adaptor Oligo Mix Az gls.
Forward Primer INE=IRSrE=H
100 mM dNTP Mix (25 mM Az s,
each dNTP)
Herculase Il Fusion DNA INE=IRr =
Polymerase
5X Herculase |l Reaction Buffer A& 813
SureSelect Binding Buffer INE=IRr =
SureSelect Wash Buffer 1 A= g3
SureSelect Wash Buffer 2 A= 8ls
SureSelect XT HS and XT Low X2 g8
Input Blocker Mix
SureSelect Fast Hybridization X& 818

Buffer

SureSelect RNase Block A= 8l
SureSelect Post— Capture A= 8ls
Primer Mix

SureSelect XT HS Index Primer A& SIS
A01-HO02

©
0l0

SSel XT HS Human All Exon V7, XI&
16 Reactions
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

LE M : Bhd Repair-A Tailing Enzyme X2 92
Mix
End Repair—A Tailing Buffer A= gls
T4 DNA Ligase INE=IREr =
Ligation Buffer A= els
Adaptor Oligo Mix A= 8ls
Forward Primer NI e=
100 mM dNTP Mix (25 mM NI =
each dNTP)
Herculase Il Fusion DNA INE=Ir 8=
Polymerase

5X Herculase Il Reaction Buffer Al&
SureSelect Binding Buffer =
SureSelect Wash Buffer 1 A=
SureSelect Wash Buffer 2 =
SureSelect XT HS and XT Low XI&
Input Blocker Mix

SureSelect Fast Hybridization \;
Buffer

R
0/0 /0 0/0 0/0 0I0

U
£©
alo

SureSelect RNase Block Az Sl3.
SureSelect Post— Capture Az Sl3.
Primer Mix
SureSelect XT HS Index Primer Xtz 18
A01-H02
SSel XT HS Human All Exon V7, Xtz S8
16 Reactions

Ct, YM X : [Bhd Repair—A Tailing Enzyme X2 918
Mix
End Repair-A Tailing Buffer Az es.
T4 DNA Ligase N =0
Ligation Buffer Az eis.
Adaptor Oligo Mix NI =0
Forward Primer NI =0
100 mM dNTP Mix (25 mM s es.
each dNTP)
Herculase Il Fusion DNA ==
Polymerase

5X Herculase |l Reaction Buffer Xt=&
SureSelect Binding Buffer A=
SureSelect Wash Buffer 1 A=
SureSelect Wash Buffer 2 A=
SureSelect XT HS and XT Low Xt=&
Input Blocker Mix

0 g2 £Q €0 €0
0/0 0/0 010 010 0I0

SureSelect Fast Hybridization XI& 818
Buffer

SureSelect RNase Block A= 8ls
SureSelect Post— Capture INE= =
Primer Mix

SureSelect XT HS Index Primer XZ& 813
A01-HO02

SSel XT HS Human All Exon V7, X&
16 Reactions

2t. pH . Bhd Repair—A Tailing Enzyme 6.5
Mix

End Repair—A Tailing Buffer 8

T4 DNA Ligase 7

Ligation Buffer 8

7

7

7

£
0l0

o

Adaptor Oligo Mix
Forward Primer

100 mM dNTP Mix (25 mM
each dNTP)

Herculase Il Fusion DNA 8.2

oo
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

Ot ==8/0=38

bl BER, 20| BEF L B
= I:HO|
= o T

Polymerase

5X Herculase Il Reaction Buffer 9.5 - 10.5

SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect Wash Buffer 2
SureSelect XT HS and XT Low
Input Blocker Mix

SureSelect Fast Hybridization

Buffer

SureSelect RNase Block
SureSelect Post— Capture

Primer Mix

SureSelect XT HS Index Primer

AO01-HO2

SSel XT HS Human All Exon V7,

16 Reactions

Mix

End Repair—A Tailing Buffer

T4 DNA Ligase
Ligation Buffer

Adaptor Oligo Mix

Forward Primer

100 mM dNTP Mix (25 mM

each dNTP)

Herculase Il Fusion DNA

Polymerase

5X Herculase Il Reaction Buffer
SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect Wash Buffer 2
SureSelect XT HS and XT Low
Input Blocker Mix

SureSelect Fast Hybridization

Buffer

: Bhd Repair—A Tailing Enzyme

SureSelect RNase Block

SureSelect Post— Capture

Primer Mix

SureSelect XT HS Index Primer

A01-HO02

SSel XT HS Human All Exon V7,

16 Reactions

Mix

End Repair—A Tailing Buffer

T4 DNA Ligase
Ligation Buffer

Adaptor Oligo Mix

Forward Primer

100 mM dNTP Mix (25 mM

each dNTP)

Herculase || Fusion DNA

Polymerase

5X Herculase Il Reaction Buffer
SureSelect Binding Buffer
SureSelect Wash Buffer 1
SureSelect Wash Buffer 2
SureSelect XT HS and XT Low
Input Blocker Mix

SureSelect Fast Hybridization

Buffer

. BEhd Repair—A Tailing Enzyme

SureSelect RNase Block

SureSelect Post— Capture
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

Primer Mix

SureSelect XT HS Index Primer 100C (212°F)
AO01-HO02

SSel XT HS Human All Exon V7, 100C (212°F)
16 Reactions

Al QIS HE : B & gl &
H=2H T °F =gy T °F gt
End Repair-A
Tailing Enzyme
Mix
=2c/Mlel - 177 350.6 |-

T4 DNA Ligase
=2l Al & - 177 350.6 |-

Ligation Buffer

=clAlgl - 177 350.6 |-
Herculase ||
Fusion DNA
Polymerase
=22l Mgl - 177 350.6 |-

SureSelect RNase
Block

=clMe - 177 350.6 |-

SSEL XT HS and

XT Low Input

Custom Capture

Library

2clAlel - 177 350.6 |-
SRS . [Phd Repair-A Tailing Enzyme X2 92

Mix

End Repair-A Tailing Buffer NN =R

T4 DNA Ligase Az eis.

Ligation Buffer Az es.

Adaptor Oligo Mix NN =S

Forward Primer N =S

100 mM dNTP Mix (25 mM Az es.

each dNTP)

Herculase Il Fusion DNA NI =

Polymerase

5X Herculase |l Reaction Buffer Xt
SureSelect Binding Buffer Xt
SureSelect Wash Buffer 1 Xt
SureSelect Wash Buffer 2 Xt
SureSelect XT HS and XT Low At
Input Blocker Mix

HU U U B U
2R Qg0 g0
0/0 0/0 010 010 0I0

SureSelect Fast Hybridization A& 818
Buffer
SureSelect RNase Block INE=IRr 8=
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

SureSelect Post— Capture INE=IREr =
Primer Mix
SureSelect XT HS Index Primer XI& 818
A01-HO2
SSel XT HS Human All Exon V7, Xt& 813
16 Reactions

Of. S £ : Bhd Repair-A Tailing Enzyme X2 22
Mix
End Repair—A Tailing Buffer NI E=H
T4 DNA Ligase Az 3.
Ligation Buffer Az 3.
Adaptor Oligo Mix INE=IRrE=H
Forward Primer INE=IRrE=H
100 mM dNTP Mix (25 mM Az s,
each dNTP)
Herculase Il Fusion DNA A= 8ls
Polymerase
5X Herculase |l Reaction Buffer XI& 818
SureSelect Binding Buffer INE=IRr =
SureSelect Wash Buffer 1 A= g3
SureSelect Wash Buffer 2 INE=IRr =
SureSelect XT HS and XT Low Xt& 813
Input Blocker Mix
SureSelect Fast Hybridization XI& 818
Buffer
SureSelect RNase Block A= 83
SureSelect Post— Capture N =
Primer Mix
SureSelect XT HS Index Primer XZ& 818
A01-HO2
SSel XT HS Human All Exon V7, XI& 818
16 Reactions

A+ olskd (22 A, J1H) : Bhd Repair-A Tailing Enzyme oY 92
Mix
End Repair—A Tailing Buffer HE 8l
T4 DNA Ligase HE 8.
Ligation Buffer o 8l3.
Adaptor Oligo Mix o 8l3.
Forward Primer HE 83,
100 mM dNTP Mix (25 mM o 8l3.
each dNTP)
Herculase Il Fusion DNA Y 83
Polymerase
5X Herculase |l Reaction Buffer oilE 18
SureSelect Binding Buffer o 8l
SureSelect Wash Buffer 1 e el2
SureSelect Wash Buffer 2 o Sl
SureSelect XT HS and XT Low ©diE &8
Input Blocker Mix
SureSelect Fast Hybridization oY &8
Buffer
SureSelect RNase Block HE 8.
SureSelect Post— Capture o 8ls.
Primer Mix
SureSelect XT HS Index Primer oY 813
A01-HO02
SSel XT HS Human All Exon V7, ol 818

16 Reactions
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

Xt 018 F= =g Hol A Bhd Repair—A Tailing Enzyme X2 812
gt/olst Mix

End Repair—A Tailing Buffer Az 8ls.
T4 DNA Ligase INE=IRrE=N
Ligation Buffer Az 3.
Adaptor Oligo Mix Az 8ls.
Forward Primer Az 3.
100 mM dNTP Mix (25 mM s S,
each dNTP)
Herculase Il Fusion DNA INE= =
Polymerase
5X Herculase Il Reaction Buffer Al& 813.
SureSelect Binding Buffer s gls.
SureSelect Wash Buffer 1 s gls.
SureSelect Wash Buffer 2 INE=IRrE=H
SureSelect XT HS and XT Low XI& g1 8.
Input Blocker Mix
SureSelect Fast Hybridization X& 813
Buffer
SureSelect RNase Block Az 8ls.
SureSelect Post— Capture INE=IRSrE=N
Primer Mix
SureSelect XT HS Index Primer Xt& 813
A01-HO2
SSel XT HS Human All Exon V7, XI& 818
16 Reactions

7t 1Y : 20°COlAl 2 B0/ 50°COIlAISl =012
H4E2H mm Hg | kPa =gy mm kPa gt

Hg

Efhd Repair-A
Tailing Enzyme
Mix
S(WATER) 17.5 2.3 - 92.258 (12.3 -
=cl A&l 0.00007510.00001 |- 0.0025 |0.00033 |-
End Repair-A
Tailing Buffer
S (WATER) 17.5 2.3 - 92.258 (12.3 -
T4 DNA Ligase
S(WATER) 17.5 2.3 - 92.258 (12.3 -
=2clMl gl 0.000075]0.00001 |— 0.0025 |0.00033 |-
Ligation Buffer
S(WATER) 17.5 2.3 - 92.258 (12.3 -
=cl A&l 0.00007510.00001 |- 0.0025 |0.00033 |-
Adaptor Oligo Mix

HE NZLH 1 27/06/2024 0|8 & g8 1 24/06/2021 H& 4 36/63




erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

£ (WATER) 17.5 2.3 - 92.258 [12.3 -

Forward Primer
2 (WATER) 17.5 2.3 - 92.258 (12.3 -
100 mM dNTP

Mix (25 mM each
dNTP)

S(WATER) 17.5 2.3 - 92.258 |12.3 -
Herculase I

Fusion DNA
Polymerase

= (WATER) 17.5 2.3 - 92.258 [12.3 -
EELIE 0.000075{0.00001 |~ 0.0025 [0.00033 |-

5X Herculase |l
Reaction Buffer

S(WATER) 17.5 2.3 - 92.258 |12.3 -
EC2|A(SIO|EZ A] |<0:00075006 |<(0.0001 |- - - -
)00l =0l
SureSelect

Binding Buffer
S(WATER) 17.5 2.3 - 92.258 |12.3 -

SureSelect Wash
Buffer 1

£ (WATER) 17.5 2.3 - 92.258 |12.3 -

SureSelect Wash
Buffer 2

£ (WATER) 17.5 2.3 - 92.258 |12.3 -

SureSelect XT HS
and XT Low Input
Blocker Mix

S(WATER) 17.5 2.3 - 92.258 |12.3 -
SureSelect Fast
Hybridization
Buffer
=(WATER) 17.5 2.3 - 92.258 |12.3 -
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erSe/ect XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

SureSelect RNase

Block

=(WATER) 17.5 2.3 - 92.258 |12.3

22 M2 0.000075|0.00001 |- 0.0025 |0.00033

SureSelect Post—

Capture Primer

Mix

S(WATER) 17.5 2.3 - 92.258 |12.3

SureSelect XT HS

Index Primer

A01-HO02

S(WATER) 17.5 2.3 - 92.258 |12.3

SSEL XT HS and

XT Low Input

Custom Capture

Library

S(WATER) 17.5 2.3 - 92.258 |12.3

=clAlgl 0.000075|0.00001 |- 0.0025 |0.00033

SSel XT HS

Human All Exon

V7, 16 Reactions

S(WATER) 17.5 2.3 - 92.258 |12.3
Et. %ﬁﬂ 2

d Repair—A Tailing Enzyme Mix

water el

End Repair—A Tailing Buffer

water PJE=T

T4 DNA Ligase

water s

Ligation Buffer

water PJE=F

Adaptor Oligo Mix

water PJE=FaY

Forward Primer

water PJE=Fay

100 mM dNTP Mix (25 mM each

dNTP)

water PJE=F

Herculase Il Fusion DNA Polymerase

water PJE=F

5X Herculase |l Reaction Buffer

water PJE=FaY

SureSelect Binding Buffer

water PJE=FaY

SureSelect Wash Buffer 1

water PJE=Fe

SureSelect Wash Buffer 2
HE NZLH 1 27/06/2024 0|8 & a4 124/06/2021 & 4 38/63




erSe/ecf XT HS Reagent Kit, index 1—-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
9. 2clatstd =4
water PJE=F
SureSelect XT HS and XT Low Input
Blocker Mix
water PJE=F
SureSelect Fast Hybridization Buffer
water s
SureSelect RNase Block
= sy
SureSelect Post— Capture Primer Mix
water PJE=FaY
SureSelect XT HS Index Primer
A01-HO02
water PJE=FaY
SSel XT HS Human All Exon V7, 16
Reactions
= s
o 2|14 : Bhd Repair-A Tailing Enzyme X2 2 2.
Mix
End Repair—A Tailing Buffer INE=IRr 8=
T4 DNA Ligase INE=IRr =
Ligation Buffer INE=IRr =
Adaptor Oligo Mix A= 83
Forward Primer A= gls
100 mM dNTP Mix (25 mM N =
each dNTP)
Herculase Il Fusion DNA INE=IREr 8=
Polymerase
5X Herculase |l Reaction Buffer A& 818
SureSelect Binding Buffer A= 8ls
SureSelect Wash Buffer 1 INE= =
SureSelect Wash Buffer 2 INE=I7 8=
SureSelect XT HS and XT Low XI& 83
Input Blocker Mix
SureSelect Fast Hybridization X 818
Buffer
SureSelect RNase Block Az 8ls.
SureSelect Post— Capture INE=IRSrE=H
Primer Mix
SureSelect XT HS Index Primer X& 813
A01-HO02
SSel XT HS Human All Exon V7, A& 818
16 Reactions
gt HI= : Pnd Repair-A Tailing Enzyme X2 8i=2
Mix
End Repair—A Tailing Buffer Az 83,
T4 DNA Ligase NN =S
Ligation Buffer Az 3.
Adaptor Oligo Mix Az 3.
Forward Primer NI =S
100 mM dNTP Mix (25 mM NI e=H
each dNTP)
Herculase Il Fusion DNA INE=Ir 8=
Polymerase
5X Herculase || Reaction Buffer & 818
SureSelect Binding Buffer NI =
SureSelect Wash Buffer 1 INE=IRr 8=
SureSelect Wash Buffer 2 INE=IREr 8=
SureSelect XT HS and XT Low XI& 88
Input Blocker Mix
SureSelect Fast Hybridization A& 818
Buffer
SureSelect RNase Block INE=IRr 8=
SureSelect Post— Capture A= 8ls
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

Primer Mix
SureSelect XT HS Index Primer X& 813
A01-HO2
SSel XT HS Human All Exon V7, A& 818
16 Reactions

H. n SE2/2 A= : Bhd Repair—A Tailing Enzyme oY 92
Mix
End Repair—A Tailing Buffer HE 3.
T4 DNA Ligase g eis.
Ligation Buffer HE 8.
Adaptor Oligo Mix g eis.
Forward Primer o 8l 3.
100 mM dNTP Mix (25 mM HE 8.
each dNTP)
Herculase Il Fusion DNA o 8ls
Polymerase
5X Herculase |l Reaction Buffer oilE 818
SureSelect Binding Buffer o 8l3
SureSelect Wash Buffer 1 HE 83
SureSelect Wash Buffer 2 o gls
SureSelect XT HS and XT Low ©diY &3
Input Blocker Mix
SureSelect Fast Hybridization oY &8
Buffer
SureSelect RNase Block o eis
SureSelect Post— Capture e elg
Primer Mix
SureSelect XT HS Index Primer oY €18
A01-HO2
SSel XT HS Human All Exon V7, diE 813
16 Reactions

H. TUggs 2% ey c °F g
End Repair-A Tailing
Enzyme Mix
=cl A&l 370 698 -
T4 DNA Ligase
=2l Al & 370 698 -
Ligation Buffer
=2cl Mgl 370 698 -
Herculase Il Fusion DNA
Polymerase
=2cl Mgl 370 698 -
SureSelect RNase Block
=clAlel 370 698 -
SSEL XT HS and XT Low
Input Custom Capture
Library
=clAlgl 370 698 -
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

. 2l =25 : Bhd Repair—A Tailing Enzyme X2

5=
Mix
End Repair—A Tailing Buffer A= els
T4 DNA Ligase INE= =
Ligation Buffer A= gls
Adaptor Oligo Mix A= 83
Forward Primer NI
100 mM dNTP Mix (25 mM NI =
each dNTP)
Herculase Il Fusion DNA INE=IRr 8=
Polymerase

5X Herculase Il Reaction Buffer Al&
SureSelect Binding Buffer =
SureSelect Wash Buffer 1 A=
SureSelect Wash Buffer 2 =
SureSelect XT HS and XT Low XI&
Input Blocker Mix

R
0/0 0/0 0/0 /0 0I0

SureSelect Fast Hybridization XI& 818
Buffer
SureSelect RNase Block Az 8ls.
SureSelect Post— Capture INE=IRSrE=N
Primer Mix
SureSelect XT HS Index Primer X& 813
A01-HO2
SSel XT HS Human All Exon V7, X& 818
16 Reactions

o == : Bhd Repair—A Tailing Enzyme X2 98
Mix
End Repair—A Tailing Buffer NI e=
T4 DNA Ligase INE=I7 8=
Ligation Buffer NI =
Adaptor Oligo Mix NI =
Forward Primer INE=IRr 8=
100 mM dNTP Mix (25 mM Az 8s
each dNTP)
Herculase Il Fusion DNA INE=IRr 8=
Polymerase

5X Herculase Il Reaction Buffer At&
SureSelect Binding Buffer =S
SureSelect Wash Buffer 1 A=
SureSelect Wash Buffer 2 =
SureSelect XT HS and XT Low XI&
Input Blocker Mix

0 2 £0 €0 €0
0/0 0/0 010 010 0I0

SureSelect Fast Hybridization XI& 818
Buffer

SureSelect RNase Block A= 8ls
SureSelect Post— Capture NI e=
Primer Mix

SureSelect XT HS Index Primer X& 818
A01-HO2

SSel XT HS Human All Exon V7, XI&
16 Reactions

£
0l0

0. =Xt : Bhd Repair-A Tailing Enzyme oY g2
Mix
End Repair—A Tailing Buffer HE 8.
T4 DNA Ligase o 8l3.
Ligation Buffer HE 8.
Adaptor Oligo Mix HE 8l
Forward Primer o 8l3.
100 mM dNTP Mix (25 mM HE 8.
each dNTP)
Herculase Il Fusion DNA o els
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

9. 2clatsd |4

Polymerase
5X Herculase |l Reaction Buffer oil& 818
SureSelect Binding Buffer o Sl
SureSelect Wash Buffer 1 o Sl
SureSelect Wash Buffer 2 e elg
SureSelect XT HS and XT Low ©diE &3
Input Blocker Mix
SureSelect Fast Hybridization oY 818
Buffer
SureSelect RNase Block o 8l3.
SureSelect Post— Capture HE 8.
Primer Mix
SureSelect XT HS Index Primer oiE 818
A01-HO2
SSel XT HS Human All Exon V7, diE 813
16 Reactions

OII EMN

=2 29X 37] : Bhd Repair—A Tailing Enzyme ol 22
Mix
End Repair—A Tailing Buffer HE 813,
T4 DNA Ligase oY 8l3.
Ligation Buffer o 8l3.
Adaptor Oligo Mix oS Sl3.
Forward Primer o Sl 3.
100 mM dNTP Mix (25 mM o Sls.
each dNTP)
Herculase Il Fusion DNA o Sls
Polymerase
5X Herculase Il Reaction Buffer oY s
SureSelect Binding Buffer o 8ls
SureSelect Wash Buffer 1 HE SisS
SureSelect Wash Buffer 2 o 8ls
SureSelect XT HS and XT Low ©diY &3
Input Blocker Mix
SureSelect Fast Hybridization oY 818
Buffer
SureSelect RNase Block HE 8.
SureSelect Post— Capture o 8l3.
Primer Mix
SureSelect XT HS Index Primer oY 813
A01-HO2
SSel XT HS Human All Exon V7, ol 818
16 Reactions

10. CHE 4 & BtS4H

O &tstx ot ™ o : [Bhd Repair-A Tailing Enzyme  HMIZ2 ot™ &t
Mix
End Repair—A Tailing Buffer HM&E2 oty &,
T4 DNA Ligase MNS2 ot& &,
Ligation Buffer HE2 oA &,
Adaptor Oligo Mix HE2 oA s,
Forward Primer MNS2 otE &,
100 mM dNTP Mix (25 mM MNS2 otE &,
each dNTP)
Herculase Il Fusion DNA HE2 otdst
Polymerase
5X Herculase Il Reaction Buffer ME2 & &
SureSelect Binding Buffer HES2 o8&
SureSelect Wash Buffer 1 HES2 oty &
SureSelect Wash Buffer 2 M2 8 g
SureSelect XT HS and XT Low X322 ¢t&&
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

10. 8 d & Bt sS4

Input Blocker Mix

SureSelect Fast Hybridization M2 &&&
Buffer
SureSelect RNase Block HE2 oty &,
SureSelect Post— Capture HME2 oty &,
Primer Mix
SureSelect XT HS Index Primer H&2 & &
A01-H02
SSel XT HS Human All Exon V7, & NIS2 S&8st 22 £= A =24 SH0lA o
16 Reactions ZotAl %2 = AS. FHEZ0 oM "=ol
HSo Jis4d" 2 X
Soll B39 Jtsd : [Bhd Repair—A Tailing Enzyme 2 EHMQOI 23 U Al Z2H0A, FIEE 2tE2
Mix ALK &3,
End Repair—-A Tailing Buffer QUBFMOl B2 2 A2 Z2H0|A, FE S Ets2
ALK &3,
T4 DNA Ligase uIAOl Hat 9 A2 ZAHOA, st e
ALK ¢S,
Ligation Buffer QUHFMOl B2t 2 A2 Z2H0A, RIS EtES2
AU £3.
Adaptor Oligo Mix QUBFMOl B2t A ALE Z2H0A, IEE BIS2
ALK £,
Forward Primer QUHFMOl B2t A AL R0 A, FIES S22
A LIAl &2,
100 mM dNTP Mix (25 mM QBIAOl Bt O A2 ZAHOA, FEst e
each dNTP) U LIX 22,
Herculase Il Fusion DNA QUHFMOl B2t A ALE Z2H0 A, FIES EIES2
Polymerase ALK 3.
5X Herculase Il Reaction Buffer MOl Bt G Al ZAHUM, KIS BtS2
ALK £,
SureSelect Binding Buffer QUHFMOl B2 A AE Z2H0A, FIEE EIES2
ALK &2,
SureSelect Wash Buffer 1 QUBIAEOl B2t U AIE ZAHOA, FES BtE2
ALK &3,
SureSelect Wash Buffer 2 AHIAEOl Hat U ALS ZAHUA, FIEE S22
ALK £,
SureSelect XT HS and XT Low MOl Bt O AtZ ZAHUAM, Igst gtsS2
Input Blocker Mix AN LAl 2.
SureSelect Fast Hybridization — BHNOI Bat & AlZ ZAHUM, /IS gtE82
Buffer QHULKA &S,
SureSelect RNase Block QUHFMOl B2t 2 A2 Z2H0A, FES EtES2
AU £S.
SureSelect Post— Capture QUBFMOl B2t A ALE Z2H0A, IEE BIS2
Primer Mix AN LIA 3.
SureSelect XT HS Index Primer BN OI Bt O AlZ ZAHUAM, e gtE82
A01-HO2 QHUA 23,
SSel XT HS Human All Exon V7, 2EINOI Bt G Al ZAHUM, s Bts2
16 Reactions AN LIA 3.
Lt IoHOF & XA : Bhd Repair-A Tailing Enzyme  E&st HIOIEHE=E 92
Mix
End Repair—A Tailing Buffer HES HO0IH=E 93.
T4 DNA Ligase HES HO0IH=E 93.
Ligation Buffer HESH HO0IH=E 93.
Adaptor Oligo Mix HEs H0IEHE 8.
Forward Primer HES HO0IH=E 913.
100 mM dNTP Mix (25 mM HES HOIH=E S 3.
each dNTP)
Herculase Il Fusion DNA HEtsk H0IEE gle
Polymerase
5X Herculase |l Reaction Buffer Z&&t HIOIEH= &3
SureSelect Binding Buffer HEtsk H0IEE gle
SureSelect Wash Buffer 1 HEtsl H0IEE gle
SureSelect Wash Buffer 2 HEts M0IEH=E s
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

10. 8 d & Bt sS4

SureSelect XT HS and XT Low Jd&XOI B2 U AlE ZAHUH A Solist 2o &
Input Blocker Mix =0| ZMBIX £33,
SureSelect Fast Hybridization EA&QOI B2 U Al ZAHWAM Solish Zoi At
Buffer 20| LMBIA 23
SureSelect RNase Block HAXNMOI Hat 2 A2 XAHWA |Kollst 2ol &
S0| LMK $S.
SureSelect Post— Capture HAXNO B2 A A2 Z2H0AM SoHS ol &F
Primer Mix 0| ZMBIK LS.
SureSelect XT HS Index Primer dAXQI B2t L Al ZAHWAM St Soi At
A01-HO02 20| £MBHK £33
SSel XT HS Human All Exon V7, 8&X0l B2t 2 AlS ZAHUH A Sollst Soi &
16 Reactions =0| SMBIN LS.
11. 40| st &
Ot JIsA0l 52 =& ZZ2  : Phd Repair-A Tailing Enzyme  Olalgl= L& A2 3R, 20/, Y, =.
o] 28t &8 Mix
End Repair—-A Tailing Buffer as=e s ZE2: 837, &1, ¢, =.
T4 DNA Ligase A= s 22837, &, ¢, =.
Ligation Buffer A= 2 Z2: 837, &1, 8¢, =.
Adaptor Oligo Mix INE=IRr 8=
Forward Primer A= gls
100 mM dNTP Mix (25 mM INE=IRr =
each dNTP)
Herculase Il Fusion DNA lace 2 3= 483, &L, 84, &
Polymerase
5X Herculase Il Reaction Buffer (&t = =& d2: 837, 81, €, =
SureSelect Binding Buffer NI =
SureSelect Wash Buffer 1 A= 8ls
SureSelect Wash Buffer 2 A= 8ls
SureSelect XT HS and XT Low XI& 88
Input Blocker Mix
SureSelect Fast Hybridization 0Ol&%= & d2: 33, 81, 8¢, =
Buffer
SureSelect RNase Block ate =t =243, &1, 84, =.
SureSelect Post— Capture Az g3
Primer Mix
SureSelect XT HS Index Primer X& 813
A01-HO02
SSel XT HS Human All Exon V7, A& 818
16 Reactions
AENE 2 H2A At
se : Bhd Repair—A Tailing Enzyme  &l2t8t H8H0|L} RIES L& H 12
Mix
End Repair—A Tailing Buffer a2st HEOILE FIE2 28 HE 3.
T4 DNA Ligase 2tst HE0IL RIE2 LA HE 813,
Ligation Buffer A5 HEOILF IE2 L HE 81 S.
Adaptor Oligo Mix A5 HEOILF IE2 2N HE 8L S.
Forward Primer A25H HE0|LE PIE 2 28 HE 8 8.
100 mM dNTP Mix (25 mM A2+5H HE0|LE PIE 2 2 HE 81 8.
each dNTP)
Herculase Il Fusion DNA al2tst HE0ILE RIS 2 HE § 8
Polymerase
5X Herculase || Reaction Buffer &2tst HSf0|LI IE S LHX B 813
SureSelect Binding Buffer A2+5H HE0|ILE IS 28 HE 818
SureSelect Wash Buffer 1 a2tst HEOILE RIS 28 HE S8
SureSelect Wash Buffer 2 Al2+s HE0|LE IS 2 H 818
SureSelect XT HS and XT Low &2st HS0ILI /IE€2 AKX B 813
Input Blocker Mix
SureSelect Fast Hybridization  &2tst SS0|Lt FIE€2 LH&X Ht 813
Buffer
SureSelect RNase Block Al2ts HE0|ILE IS 2 HE 81 3.
SureSelect Post— Capture A2st JEOILE FIE2 2 HE 3.
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

Primer Mix
SureSelect XT HS Index Primer &2tst SS0|Lt €2 2HKX B 813
A01-HO02
SSel XT HS Human All Exon V7, &2t Hak0ILE IS AKX HE SIS
16 Reactions

=2 O : Bhd Repair—A Tailing Enzyme  Al2t&t HSHO|L} RIES L& H g2
Mix
End Repair—-A Tailing Buffer A2+5H HE0|LE RIS 28 HE 818
T4 DNA Ligase A28 HEHOILE IE2 AR H 8IS
Ligation Buffer a2tst HE0ILE FIEE2 28 HE § 8
Adaptor Oligo Mix A2+5H HE0|LE IS 2 HE 818
Forward Primer A2+5H HEH0|LE RIS 2 HE 818
100 mM dNTP Mix (25 mM A2E HEOILE FIES AN HE S
each dNTP)
Herculase Il Fusion DNA A2t5 HE0|ILE IS 2 HE 818
Polymerase
5X Herculase Il Reaction Buffer &2t H&k0ILI KIS AN H SRS
SureSelect Binding Buffer a2tst HEOILE RIS 28 HE S8
SureSelect Wash Buffer 1 Al2ts HE0ILE IS 2 B 818
SureSelect Wash Buffer 2 al2tsh HE0ILE IS 28 B 818
SureSelect XT HS and XT Low &2tst Hak0ILE IS AN H g3
Input Blocker Mix
SureSelect Fast Hybridization  &2tst SS0|Lt FIE2 2HA Ht 813
Buffer
SureSelect RNase Block A2tst HE0ILE RIE2 LA HE 813,
SureSelect Post— Capture A2+5H HEH0|LF PIE 2 2 HE 818.
Primer Mix
SureSelect XT HS Index Primer &2tst SS0|Lt /IE2 2HX B 8IS
A01-HO2
SSel XT HS Human All Exon V7, &2t&t HS0|LI /I€ 2 LA X HF 813
16 Reactions

O20 EsMH=2S M : Bhd Repair—A Tailing Enzyme  &l2t8t H&H0|L} RIES L& H g2
Mix
End Repair—-A Tailing Buffer Al2+5H HEH0|LE PIE S 2 HE 81 8.
T4 DNA Ligase &I2H5 HE0ILE /I E2 LA HE 8138,
Ligation Buffer A2rst HEOILE RIS 2 HE 81 3.
Adaptor Oligo Mix Al2tet HE0ILE RIE=2 LA b 813,
Forward Primer Al2ts HE0|ILE IS 2 HE 838
100 mM dNTP Mix (25 mM A2ts HE0IL /I E2 LA HE 813,
each dNTP)
Herculase Il Fusion DNA A2e HE0ILE FIE2 AN HE S S
Polymerase
5X Herculase |l Reaction Buffer &2tst S&0|Lt FIE2 2HA H 813
SureSelect Binding Buffer A2st JEOILE RIS 28 HE 2
SureSelect Wash Buffer 1 al2tst HE0ILE RIS 2 B 818
SureSelect Wash Buffer 2 al2tst HE0ILE IS 2 B 818
SureSelect XT HS and XT Low &l2fst HEH0IL FIE2 AR H 8IS
Input Blocker Mix
SureSelect Fast Hybridization  &2tst S&0|Lt /IE2 2HE Bt 813
Buffer
SureSelect RNase Block A2+5H HE0|LE RIS 2 HE 81 8.
SureSelect Post— Capture A2+5H HE0|LE RIS 2 HE 8 8.
Primer Mix
SureSelect XT HS Index Primer &2tst SS0|Lt FIE2 2HE Bt 8IS
A01-HO02
SSel XT HS Human All Exon V7, &2tst S0|LI /IE S 2H X B 813
16 Reactions
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

=0 SoUAS o : Bhd Repair—A Tailing Enzyme =0 IH=28 202
Mix
End Repair—-A Tailing Buffer al2tst HE0ILE RIS 2 B 88
T4 DNA Ligase =0 A=2 oA
Ligation Buffer =0 A=22 222,
Adaptor Oligo Mix A2+5H HEH0|ILE PIE2 28 HE 918
Forward Primer al2tst HE0ILE RIS 2 B 88
100 mM dNTP Mix (25 mM A2E HEOILE FIES AN HE S S
each dNTP)
Herculase Il Fusion DNA =0 =22 oA
Polymerase
5X Herculase || Reaction Buffer &2tst S&0|Lt FIE2 LHE Bt 8IS
SureSelect Binding Buffer a2tst HEOILE RIS 28 HE § 8
SureSelect Wash Buffer 1 A2+5H HE0|ILE IS 2 HE 818
SureSelect Wash Buffer 2 a2rst HEOILE RIS 28 HE S8
SureSelect XT HS and XT Low &8t SS0ILI /IE€S AKX B 813
Input Blocker Mix
SureSelect Fast Hybridization  &2tst SS0|Lt /€2 LH&X Bt 813
Buffer
SureSelect RNase Block =0 A=22 o2
SureSelect Post— Capture al2tst HE0|ILE IS 2 B 818
Primer Mix
SureSelect XT HS Index Primer &l2tst S 0|Lt FIE2 2HA HE 813
A01-H02
SSel XT HS Human All Exon V7, &2tst S&0|Lt /IE2 2HX Bt 813
16 Reactions

J_l |: i_ RS /= AL

&¢ : [Bhd Repair—A Tailing Enzyme S5 HOIEHE gl
Mix
End Repair—A Tailing Buffer HES HO0IH=E 93.
T4 DNA Ligase HES HO0IH=E 3.
Ligation Buffer HES HO0IH=E 93.
Adaptor Oligo Mix HEs H0IEHE 8.
Forward Primer HES HO0IH=E S93.
100 mM dNTP Mix (25 mM HES HOIH=E 8 3.
each dNTP)
Herculase Il Fusion DNA HEtsk H0IEE gls
Polymerase
5X Herculase |l Reaction Buffer @& &t HIOIE = A4S
SureSelect Binding Buffer HEts H0IEHE 9is
SureSelect Wash Buffer 1 HEtsk H0IEE gls
SureSelect Wash Buffer 2 HEts MI0IEH=E s
SureSelect XT HS and XT Low Z&st HI0lEH= 813
Input Blocker Mix
SureSelect Fast Hybridization Y& &t HIOIE= S
Buffer
SureSelect RNase Block HESHHOIHE 98
SureSelect Post— Capture HESHHOIHE 9SS
Primer Mix
SureSelect XT HS Index Primer Z&&t HIOIE = A4S
A01-HO2
SSel XT HS Human All Exon V7, 2 &&t HI0IE = S
16 Reactions

SHAS M : BPhd Repair-A Tailing Enzyme Y25t HOIHE=E 912
Mix
End Repair—-A Tailing Buffer HES HO0IH=E 93.
T4 DNA Ligase HES HO0IH=E Si3.
Ligation Buffer HES HO0IHE 3.
Adaptor Oligo Mix HEtst H0IEHE 83,
Forward Primer Hetst H0lIEHE 8i3.
100 mM dNTP Mix (25 mM HEs HOoIH=E 8 3.
each dNTP)
Herculase Il Fusion DNA HEtsk {0l e=E gle
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

Polymerase

5X Herculase |l Reaction Buffer & B
SureSelect Binding Buffer Hetsl [
SureSelect Wash Buffer 1 o =k st 1|OIE1§
SureSelect Wash Buffer 2 e o
SureSelect XT HS and XT Low Y o

Input Blocker Mix

Qeeego 99 ESE
010 0/ 010 0lo 0l0

SureSelect Fast Hybridization H&8&t HIOIE= S
Buffer
SureSelect RNase Block HEtsk H0IEE gle
SureSelect Post— Capture HEts HI0IEH=E s
Primer Mix
SureSelect XT HS Index Primer & & HIOIEHE 818
A01-HO02
SSel XT HS Human All Exon V7, @ &¢&t HIOIEH= &S
16 Reactions
I20 Es#2S O : Bhd Repair—A Tailing Enzyme &8st HIOIEE 98
Mix
End Repair—-A Tailing Buffer HES HO0IHE 3.
T4 DNA Ligase HES H0IH=E Si3.
Ligation Buffer HES HO0IH=E Si3.
Adaptor Oligo Mix Hetsl H0IEHE 8i3.
Forward Primer Hetst H0IEHE 8i3.
100 mM dNTP Mix (25 mM YEs HOolE=E 3.
each dNTP)
Herculase Il Fusion DNA HESHHO0IHE 9SS
Polymerase
5X Herculase |l Reaction Buffer @&t HIOIEH= 1S
SureSelect Binding Buffer HESHHO0IHE 9SS
SureSelect Wash Buffer 1 HESH HO0IHE 9SS
SureSelect Wash Buffer 2 HEtsk H0IEE gle
SureSelect XT HS and XT Low Y&¢& HOIEH= &S
Input Blocker Mix
SureSelect Fast Hybridization &8t HI0IE = S
Buffer
SureSelect RNase Block HEtsk H0IEE gle
SureSelect Post— Capture HEts H0IEHE s
Primer Mix
SureSelect XT HS Index Primer Z&tst HIOIEH= S
A01-HO02
SSel XT HS Human All Exon V7, Z&¢&t HIOIEHE=E 81 S
16 Reactions
=0 SHUAS O : [Bhd Repair-A Tailing Enzyme 0|4 SA2 81 22 28 L& & AS:

Mix

=

==20| LIS

Ex
End Repair-A Tailing Buffer HESHOIH=E 93.
T4 DNA Ligase Ola SM2 S 22 02 LaE =2 AS:

=

==20| LIS

EX
Ligation Buffer Ol SM2 IS 22 U2 LaE =2 AS:

=

=20 LIS

EX
Adaptor Oligo Mix HEtsk M0l = gls
Forward Primer Hetst H0IEHE 818
100 mM dNTP Mix (25 mM eSS HOIHE SiS
each dNTP)
Herculase Il Fusion DNA Olat SM2 S 22 NS Lag =5 USB
Polymerase

a
U

£ HELA 127/06/2024 0|8 & 2&Y 124/06/2021 & 24 48/63




erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1.

S50 28 FE

==0| LIS
==X
5X Herculase |l Reaction Buffer @ &8st HIOIE = AS.
SureSelect Binding Buffer HESHOIHE 93.
SureSelect Wash Buffer 1 HEE H0IEE 813,
SureSelect Wash Buffer 2 HEsE H0IEHE 813,
SureSelect XT HS and XT Low Y& & HIOIEHE=E SS.
Input Blocker Mix
SureSelect Fast Hybridization HES HOIEHE 8 S.
Buffer
SureSelect RNase Block Ol S22 O3 &2 HE LE8Ee =2 US:
A=
==20| LIS
EX
SureSelect Post— Capture HES HO0IH=E 913.
Primer Mix
SureSelect XT HS Index Primer Z&st HIOIEH= A S.
A01-HO2
SSel XT HS Human All Exon V7, @&t HIOIEHE=E S S.
16 Reactions
Ll 2 S B8
M &AM
NE/42H 21 H=2F o s
End Repair-A Tailing
Enzyme Mix
=clAl &l LD50 &+ F 12600 mg/kg -
End Repair—A Tailing
Buffer
=== LD50 &+ F 2600 mg/kg -
T4 DNA Ligase
ErpE LD50 &+ F 12600 mg/kg -
Ligation Buffer
=clAlel LD50 &+ F 12600 mg/kg -
Herculase Il Fusion DNA
Polymerase
EpE LD50 &+ F 12600 mg/kg -
5X Herculase Il Reaction
Buffer
ECIA(GIOIEEAINE)OF |LD50 A1l 7 >5000 mg/kg -
Ol =0l &
NE 222 fSa s LD50 &+ F 2500 mg/kg -
SureSelect Wash Buffer 1
A5 TO4a 4H0E LD50 &+ F 1288 mag/kg -
SureSelect Wash Buffer 2
A5 TO4a 4H0E LD50 &+ F 1288 mg/kg -
SureSelect RNase Block
=clAl &l LD50 &+ F 12600 mg/kg -
=24 /244
EE NFLH 1 27/06/2024 0|8 & a4 1 24/06/2021 H& 4 49/63




erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

%

HE/LH2H 21 MES AN 2 &5 =&
Efhd Repair-A Tailing
Enzyme Mix
=clAl &l = - 248t A= =) - 24 A2+ 500
mg
I 2 - st = =) - 24 A2+ 500
mg
End Repair—A Tailing
Buffer
HEd =22 = - 28t A= =)l - 24 A2t 500
mg
T4 DNA Ligase
=clAlel = - 28t A= =) - 24 A2t 500
mg
o2 - ofst = =) - 24 A2 500
mg
Ligation Buffer
=clAl &l = - st A= =) - 24 A2 500
mg
o8 - ekst 1= =) - 24 A2+ 500
mg
Herculase |l Fusion DNA
Polymerase
=y = - 28t A= £7)| - 24 Al2F 500
mg
I8 - efst = =) - 24 AI2F 500
mg
5X Herculase Il Reaction
Buffer
ECIA(SIOIEZAINE)O I8 -2EFHC = | E)) - 25 %
Ol = MIE 8 =2
o2 - st =22 =) - 500 mg
SureSelect Wash Buffer 1
28 S04 ZHO0IE = - 28t A= =) - 250 ug
= -EHEXZO =24 | E - 10 mg
=&
T -8BS3E9 =24 | E - 24 AI2- 100
=2 mg
oe - kst 1= Jiel o - 24 A2+ 25
mg
I 2 - st = JiLl o3 - 336 AlZt
25250 ppm
I8 - ofst = o122t - 48 A2t 5 %
I8 - ofst = =) - 24 A2+ 50
mg
I8 -23%2 =2 | 0IA - 24 A2+ 25
o 22 mg
02 -2883&2 = | EJ - 24 A2+ 25
8 =2 mg
o - &s =22 JILl ol - 48 Al 2t
25250 ppm
oF - &st =23 JIL ol - 72 A2t
25250 ppm
o2 - s =23 o112t - 24 AI2F10
%
IF - &st =23 =) - 24 A2t 2.5

127/06/2024 0|8 & 2&Y 124/06/2021

H&E
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

SureSelect Wash Buffer 2

A5 TO4 4H0E = - st A= =) - 250 ug -
= -BE83E9 =24 | £ - 10 mg -
=&

T -39 N=24 | E - 24 A2 100 |-
=2 mg
I8 - ofst = JILl ol - 24 A2t 25 |-
mg
I 2 - st =3 JIL ol - 336 Al2t -
25250 ppm
o2 - ofst = o122t - 48 AZ2t5 % |-
o2 - ofst = =) - 24 A2 50 |-
mg
I8 -8BS3Eo I4=2 | 0IfA - 24 A2F25 |-
o8 22 mg
I8 -8BEdCo =2 | E)) - 24 A2t 25 |-
8 =2 mg
Ie - s =23 JiLl o - 48 Al2t -
25250 ppm
IF - &st =23 JIL ol - 72 A2t -
25250 ppm
oe - s A=23 ol12¢ - 24 A2H 10 |-
%
I f - st =23 =) - 24 A2t 2.5 |-
%
SureSelect RNase Block
=clAlel = - 28t A= =) - 24 AI2F 500 |-
mg
I8 - ofst 1= =) - 24 A2t 500 |-
mg
oy
INE=IRr 8=
CMR(I:II-OI-,H I:I:|O|_C,2_|/~¢| AEAIEM) — j_BiE‘:l J_)_A §|:%I-E‘='II (=] E‘:a ~ OIII:O ig‘ jl.’F_
INE=IRrE=H

Ho|2 A

22/ INE=IR =)
Ul-%l-/d

22/ s s
A A= A

22/ NI =
0|18

22/ =37 8=
EXEEII) EH (18 L&)

018 =2 LEZ= HA D&

BX Herculase Il Reaction Buffer

EClA(GIOIEESAIHE )OO = Ml EF =23 - SSEIIH K=

SureSelect Wash Buffer 1

A5 TO4& Z&H0IE == 3 - SEINAH K=

SureSelect Wash Buffer 2

A5 TO4 4H0IE == 3 - SEIAH K=

EXN OTMA) EM (I:II-E i%)

s Hs.

(1]

ol S84

EE NEL A 127/06/2024 0|8 & 2&Y 124/06/2021 & o4 51/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. =

H
K0

o)
N

X0

o
55
\

N7
: Bhd Repair—A Tailing Enzyme

= At

A RIS

o

Mix

010 010 0l0 0[0 oo ofo
55 3% 5% 5% 03 &

—_— e

by el o relli o el o el o el 1

VIR
ol ol ol ol o Bl
0l ol 0lJ 01 0l 0l
150 160 0 0 w0 0

_— e s

J T TP

A E
R N N

2 s
> =
o Lo
(@) [QV
= )
= x X
Ry ==
= ()
n O O a
T8EBEE
=O>5=tc Z
cJoO0Oa o
Q
GAWW.MM
r=Zz8 = mc ¢
09 =2
© T Z o
cC<t®PT oo
W< WL —

each dNTP)

o

Herculase || Fusion DNA

Polymerase

00 0[0 010 0[0 0[0
35 3% 5% &% &3

—_— e

ol vl o vl el

N
o ol al ol ol
0lJ 0lJ 0lJ 0l Ol
160 160 w60 B0 10

_— e

J T T

e e
R T

ect XT HS and XT Low

ect Binding Buffer
ocker Mix

5X Herculase || Reaction Buffer
ect Wash Buffer 1
ect Wash Buffer 2

SureSe
SureSe
SureSe
SureSe
Input B
SureSe
Buffer

]

ect Fast Hybridization

olo 0o
53 5%
55
RIR
T m
ol sn
ou ol
780 0
oF OF
53
>o
00 700
0 B0

SureSelect RNase Block

SureSelect Post— Capture

Primer Mix

o

SureSelect XT HS Index Primer

A01-HO2

o

SSel XT HS Human All Exon V7,

16 Reactions
: Bhd Repair—A Tailing Enzyme

0o

Mix

010 0/0 ofo 0l0 0[0 0l0
3% 5% o3 55 03 &%

—_—

b g el relli o el o el o el o

WA A
ol ol ol ol ot o
0lJ ol 0lJ ol ol ol
150 160 10 0 w0 w0

_— e e a a

JE T T T

T A i
R N

100 mM dNTP Mix (25 mM

End Repair—A Tailing Buffer
each dNTP)

T4 DNA Ligase
Adaptor Oligo Mix

Ligation Buffer
Forward Primer

o

Herculase || Fusion DNA

Polymerase

0lo 010 0o 0[0 ofo
35 3% 5% &% &%

—_— e

b el relli o rellis o rellile o

N
o ol ol ol ol
0lJ 0lJ 0lJ Ol OlJ
160 160 W60 w60 10

_— e

J T TR

ey e e
N N

ect XT HS and XT Low

ect Binding Buffer
ocker Mix

5X Herculase Il Reaction Buffer
ect Wash Buffer 1
ect Wash Buffer 2

SureSe
SureSe
SureSe
SureSe
Input B
SureSe
Buffer

o

010 0[0
53 5%
55
RIR
BV
]
ol ol
70 0
oF OF
53
>o
160 60
0 B0

SureSelect RNase Block

SureSelect Post— Capture

Primer Mix

o

SureSelect XT HS Index Primer

A01-HO2

00

SSel XT HS Human All Exon V7,

16 Reactions

:4 52/63
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

H
K0

o)
N

X0

1. =

o

: Bhd Repair—A Tailing Enzyme

Mix

010 00 0l0 0lo ofo olo
53 5% 33 55 &3 &%

—_— e

b el el el rellie o el e ol

I U]
ol ol ol ol ol o
0l 01 0l 0lJ 0lJ 0l
100 160 160 10 10 10

_— e

JE T T ATy

I I S T
A N Nl

2 s
> =
M Lo
(@) QY]
o o
= x X
S ==
= (&)
n O O a
T8E0EE
ZOS=LcZ
cJoOao
Q
eA%m@M
cZ2l s o¢c
0Og S =
© © Z O
c<x®PT oo
W J<TWw ~—

each dNTP)

00

Herculase || Fusion DNA

Polymerase

010 010 0lo 0l0 olo
55 33 55 &3 &%

—_— e

bp ol el o rellls el w1l

N
ol ol o ol ol
0lJ ol 0lJ 0lJ ol
160 60 10 160 160

_—

BT T

_— e e e
‘o o

ect XT HS and XT Low

ect Binding Buffer
ocker Mix

5X Herculase || Reaction Buffer
ect Wash Buffer 1
ect Wash Buffer 2

SureSe
SureSe
SureSe
SureSe
Input B
SureSe
Buffer

00

ect Fast Hybridization

010 0[0
53 5%
55
RIR
T m
o 3
ol ol
70 0
oF OF
53
o
60 60
0 80

SureSelect Post— Capture

SureSelect RNase Block
Primer Mix

o

SureSelect XT HS Index Primer

AO01-HO2

SSel XT HS Human All Exon V7,

16 Reactions
: Bhd Repair—A Tailing Enzyme

0o

X0
Ll

T
20

Mix

0l0 010 0l0 0la o[o o0
5% 5% o3 55 83 &%

—_— e e

by el relli o relli o el o el e

WA
ol ol ol ol Bl BN
0lJ 01J 0l 0lJ Ol 0l
100 10 10 10 0 b0

_— e s a a

FE T A Ty

o e e e e e
AN N Tl

2 =
> &
o Lo
(@) QY]
o o
= x X
S
= ()
n O O a
T8 oEE
ZOS=LcZ
s JmOQa T
Q
eAmmw.MM
rTZ2=mc¢
09 =
© T Z O
cC<t 90T 0o
W << —

each dNTP)

o

Herculase || Fusion DNA

Polymerase

00 0/0 010 00 0[O
35 5% o5 5% &3

—_— e

by ol rellis o el el e

N
ol o ol ol ol
0lJ 011 0lJ Ol Ol
160 160 w60 B0 10

_— e

J T Ty

e ey o
PR N

ocker Mix

Input B
SureSe
Buffer

i

ect Fast Hybridization

2 z
] o
|

Br

o~ NE
nfrrx
O o ©
s Juw—w— O
CBf.w,.wﬂ
[4v] (0]
© 20D
C.=cc
—_ O wvwwnLl
TES O
D= X
Q 4= 4+ 4+
wCCCC
0L DOLOO
— O O O O
PNV W
To9QpQ
X 333>
[ToNANINIHNIP]

0lo oo
55 33
55
KJKJ
AN
ol o
0l ol
0 70
oF oF

SureSelect Post— Capture

SureSelect RNase Block
Primer Mix

0o

SureSelect XT HS Index Primer

A01-H02

o

SSel XT HS Human All Exon V7,

16 Reactions

0
o3
H
<

ioll

0o
o3
H
3+
oll
W
H H
O 15 0 g
g4 oy
< W<
AU AU
W%W%
0/ 30
%&@&
o= on
0 70 U 30

<0 DF <0 DF

0l
ol

: Bhd Repair—A Tailing Buffer
SureSelect RNase Block

00

)0

ol
oF

&
Rl
K
<H
o]
%)
U

28 EH =A™
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erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

1. sS40l e d=2

NS/ H2Y 23 (mg/ |&I (mg/ |[EY OIA)|EL (BI1)|EY (HX
ka) kg) (ppm) (mg/I) 2 DIAE)
(ma/l)
Efhd Repair-A Tailing Enzyme Mix
=clAl &l 12600 N/A N/A N/A N/A
End Repair—A Tailing Buffer
End Repair—A Tailing Buffer 159509.2 [N/A N/A N/A N/A
e 223 2600 N/A N/A N/A N/A
T4 DNA Ligase
=clAlel 12600 N/A N/A N/A N/A
Ligation Buffer
EpE 12600 N/A N/A N/A N/A
Herculase |l Fusion DNA Polymerase
EpE 12600 N/A N/A N/A N/A
5X Herculase Il Reaction Buffer
5X Herculase Il Reaction Buffer 107739.0 [N/A N/A N/A N/A
ME 232 S A 2500 N/A N/A N/A N/A
SureSelect Binding Buffer
SureSelect Binding Buffer 51369.9 N/A N/A N/A N/A
SureSelect Wash Buffer 1
A5 TO4& ZH0IE 1288 N/A N/A N/A 1.5
SureSelect Wash Buffer 2
A5 TO4a 4H0E 1288 N/A N/A N/A 1.5
SureSelect RNase Block
=clAl el 12600 N/A N/A N/A N/A
12. 830 0|X= &
Ot MEISA
NE/E42H 21 MES s
Ehd Repair-A Tailing
Enzyme Mix
=22l Al & =4 LC50 54000 mg/I &%= = 1| - Oncorhynchus 96 AlZ2t
myKiss
End Repair—A Tailing
Buffer
Ol 222 24 EC50 9.24 g/L &= XR2(&%$E) - Desmodesmus |72 A2t
subspicatus
24 EC50 1337000 pg/l &2 XK (CE$8) - Navicula 96 Al2t
seminulum
=4 LC50 9.68 mg/l & == 224 F — Pseudosida ramosa |48 Al2t
— &I A 0F
=24 LC50 93000 ug/l &= EWE - Daphnia magna 48 Al2t
=24 LC50 509.65 mg/l &= £ 10| - Danio rerio 96 Al2t
T4 DNA Ligase
=cl Al el =4 LC50 54000 mg/I &%= = 17| = Oncorhynchus 96 Al2t
myKkiss
Ligation Buffer
=2l Al =4 LC50 54000 mg/I &= 21| = Oncorhynchus 96 AlZ2t
myKkiss
EHE HNELH 1 27/06/2024 0|8 & g8 1 24/06/2021 H& 4 54/63




erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

12. 220l 0IXIE Q&
Herculase Il Fusion DNA
Polymerase
=l = =4 LC50 54000 mg/I &%= = 1| - Oncorhynchus 96 AlZ2t
myKiss
5X Herculase Il Reaction
Buffer
ECIA(GIOIEZEAINE)OL | =4 EC50 >980 mg/l & == =ZHSE 48 A2t
0] = ml &
=4 NOEC 520 mg/l &= =H=E 48 A|2F
NE LS HSAA =4 LC50 330000 - 1000000 ug/l |&2F — Crangon crangon — |48 Al2t
off == ool
SureSelect Wash Buffer 1
AE TOA AHO0IE =24 EC50 1200 ug/l ol %= X2 (G&%$E) - Skeletonema 96 AlZ2t
costatum
=4 LC50 900 pg/l ol %= 222 — Artemia salina — 91|48 Al 2t
=4 LC50 1400 pg/l &= =WHE - Daphnia pulex — &1 | 48 Al2¢
A0t
=4 LC50 590 pg/l &= =11 = Cirrhinus mrigala — |96 Al2t
ong gyl
B4 NOEC 1.25 mg/I ol X2(%%8) - Ulva fasciata— |96 A2t
=0l 0H(Zoea)
Otd NOEC 1 mg/l &%= 228 - Pseudosida ramosa |21 &
- NAOL
OtAd NOEC 3.2 mg/l &= =W S - Daphnia magna — & |21 &
MOt
Otd NOEC 0.8 mg/l &= 21| - Gambusia holbrooki |28 &
SureSelect Wash Buffer 2
AS TOA ZHOIE 24 EC50 1200 ug/l ol %= XK (CE$E) — Skeletonema 96 Al2t
costatum
=4 LC50 900 g/l aH=z= 222 — Artemia salina — 91|48 Al 2t
=24 LC50 1400 pg/l E== SHWE - Daphnia pulex — &1 |48 A2t
A0t
=4 LC50 590 ug/l &= = 1J| = Cirrhinus mrigala — |96 Al2t
o gl
Bt NOEC 1.25 mg/I ol %= XF(CGEHE) - Ulva fasciata — |96 Al2t
Z0ll0F(Zoea)
Otd NOEC 1 mg/l &%= 2242 - Pseudosida ramosa |21 &
- NAO}
ot NOEC 3.2 mg/l &= 2W S - Daphnia magna — & |21 &
MOt
Otd NOEC 0.8 mg/l &= = 17| - Gambusia holbrooki |28 &
SureSelect RNase Block
=22l Al =4 LC50 54000 mg/I &= =2 17J| = Oncorhynchus 96 Al2t
myKiss
L, &84 2 Zdld
NS/42H Al Z S0 8=
End Repair-A Tailing
Enzyme Mix
=cl Al & 301D Ready 93 % - 30 & - -
Biodegradability
— Closed Bottle
Test
T4 DNA Ligase
=cl Al & 301D Ready 93 % - 30 & - -
Biodegradability
EE NFLH 1 27/06/2024 0|8 & g8 1 24/06/2021 HE 4 55/63




erSe/ect XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

12. 8&0l 0IXl= &

Sk
S

Ligation Buffer
=cl Al &l

Herculase Il Fusion DNA
Polymerase
=2l Al

5X Herculase Il Reaction
Buffer
ECIA(SIOIEZ2AIMNE) Ot
O =Mt

SureSelect Wash Buffer 1

a5 04 £HO0IE

SureSelect Wash Buffer 2

a5 04 £H0IE

SureSelect RNase Block

— Closed Bottle
Test

301D Ready
Biodegradability
— Closed Bottle
Test

301D Ready
Biodegradability
- Closed Bottle
Test

OECD 301F
Ready
Biodegradability
- Manometric
Respirometry
Test

OECD 3018
Ready
Biodegradability
- COz
Evolution Test

OECD 3018
Ready
Biodegradability
- CO,
Evolution Test

93 % - 30 &

93 % - 30 &

971 % - #18 -28 &

95 % -+l -28¢

95 % - +ld -28¢

30 mg/I

20 mg/I

20 mg/I

=2l Al 301D Ready 93 % — 30 & - -
Biodegradability
— Closed Bottle
Test
NE/42H =3 B2 | Z 20l M= Zold
Enhd Repair-A Tailing
Buffer
e 222 - - =
5X Herculase Il Reaction
Buffer
ECIA(GIOIEESAMNE)OF |- - 2
Ol = It
NE 232 S& A - - S
SureSelect Wash Buffer 1
A5 04 A&H0E - - 2
SureSelect Wash Buffer 2
285 &4 ZH0lE - - S
EHE WEZLA 1 27/06/2024 0|8 & a4 124/06/2021 & :4 56/63




erSe/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

12. 820 0IXl= g&

Ch M2 =4
HB/E28Y LogPow BCF BHE ME s54H
Enhd Repair-A Tailing
Enzyme Mix
=cl Al -1.76 - =
End Repair—A Tailing
Buffer
HNEd =222 -0.46 - =
T4 DNA Ligase
=cl Al & -1.76 - <2
Ligation Buffer
=cl Al & -1.76 - =
Herculase || Fusion DNA
Polymerase
=cl Al & -1.76 - =
5X Herculase Il Reaction
Buffer
ECIA(SIOIEZ2AINE)OF |-2.31 - =
0l = oI E
MNE 22 flS& A >6.06 - =3
SureSelect Wash Buffer 1
A5 04 dH0E -2.03 - <2
SureSelect Wash Buffer 2
s 04 dH0E -2.03 - =
SureSelect RNase Block
=clAl & -1.76 - <2
ch EZ0lsH
E2/8 2 Hl2=(Koc) HEPN =Rt =N
Of. JIEt 7ol & DoASE HEOILE FIE S 2 E HE 88
13. HIIIAl =2 ALt
Jb HoIeY : D%@ HOIZ2 MH2 OIGtAHL 2lag2 & A, 0 S &0 SN, 2422 A ML O
NEo SEAESHM HIIE Ml #&82 &=oli0F &Ch. MEE 2Jts8 HE0|
Lt A D S22 MBS 608 HII2 AFSXNE Sotd Helg A, HoI22 e
N9 @E 2 HRJ 22 QRAE2 E28He= E2JF otLaH ™Ml X 2
AEZ E2UlZ o2 HIIZHAME otE. AIEE ZE2)|= HES SooF &
A2 E= 02 MEE0| JIsoHAl 22 208 DHE 0k &
Lt THIDIAl =2 ALE : = 2 1] E)e ot 2o =2 HIIZ0oF &, MEZIAL AKX £2eE
JIE FSe ER FJHERE. Bl Z)] E= 2040 HS &F20| 0t A2
2= A5, S 20| 2N HHU LI EY, =2, Ui L 6l2 8=Fdl= A
= /g A
EHE HNELH 1 27/06/2024 0|8 & e 1 24/06/2021 & :4 57/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

14, 250 Zo8 32

UN / IMDG / IATA DS €S,

Hh. A2 28 £= 25 MEXS 2F UoIAS 28 efa 2H EI10 S0t SHHE MIA QHEoHH 28t
SCHoll 2Hedoll & 220t JAA M 2L FEHUE BR FHAS o0t ot=XIE MSS 28tot= At
Lt 225t SE8 N 0l =XAIZ A

IMO & &0 ME &3 25 HEPN I

0l0

15. 9= A
Db, AHOIRE HEH O 9|8t 7K

AAOIMEHY H117X 2= 420 SMEX £33

(M= S92 2X)

AOIMEBAHY H118X : RE HA20| SME K &2,

(M= S9 3o}
HAEHBSY H2X e s
HAELWMNASE
SSS N U SpF IR LEIF

Phd Repair—A Tailing Enzyme Mix (2 42582 RALZI|F0| AS:
End Repair—-A Tailing Buffer HALEI|E0| Y= 4=20] 2.
T4 DNA Ligase O3 482 #gL=s)|F0] US:
Ligation Buffer (IS 422 s8I0 US:
Adaptor Oligo Mix HALEI|E0 U= 20| 813
Forward Primer HALEI|E0 U= 420] g3
100 mM dNTP Mix (25 mM each dNTP) HALEI|E0 U= 820| g3
Herculase Il Fusion DNA Polymerase (IS 822 82001 U3
5X Herculase Il Reaction Buffer HALEI|E0 U= 8420| g3
SureSelect Binding Buffer HALEI|E0 U= 20| 813
SureSelect Wash Buffer 1 HALEI|E0 U= 20| 813
SureSelect Wash Buffer 2 HALEI|E0 U= 20| g3
SureSelect XT HS and XT Low Input HHALCEI|IE0| U= 8420] 813
Blocker Mix

SureSelect Fast Hybridization Buffer HALCEIIFE0| Y= 420 813,
SureSelect RNase Block (IS 422 L) |=0] US:
SureSelect Post— Capture Primer Mix HALCEINIE0 U= 8420] 813
SureSelect XT HS Index Primer AO1-H02 &PL-=I|=0| Jes 420/ 83
SSel XT HS Human All Exon V7, 16 HALEI|E0 U= 420| 813
Reactions

Efhd Repair-A Tailing Enzyme Mix

2clMlE

T4 DNA Ligase
=clMlel

Ligation Buffer
=clMel

Herculase Il Fusion DNA Polymerase
==

SureSelect RNase Block
ErpE
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

15. 88 HAEE

MAOINM B HY Al E! FE 820 sMIX £3.
[2E 19] Rdcxrd
EsTo SEIE
AMAOINMEHAHH Al A= 2= 820 sMEX £3.
[2E 21] g8t =H
&t 601 Xt
MO EHAHY Al 7= P=E 420 SMEA #2.
[EEH 22] S=HARC
CHar 60l Xt
MAHAOLMEBAHI| =0 28t 2E HZ20 SMEX &3
= [EH 12] Zeltia
FoSE B8
Ll. §%I-‘='IIII_|-EI:H O| S}
etz 118(38 : Bhd Repair-A Tailing DS 420l SMEX ¢,
SIE2A HHE ST A Enzyme Mix
End Repair—A Tailing = 84201 SMEA E2.
Buffer
T4 DNA Ligase DE HZ20| SMEA £3.
Ligation Buffer = 4201 SMEA E£3.
Adaptor Oligo Mix 2E L0l SMUX £5.
Forward Primer 2E L0l SMUX £3.
100 mM dNTP Mix (25 2= &A=20| SHIX &£S.
mM each dNTP)
Herculase Il Fusion 2E L0l SMUX £3.
DNA Polymerase
5X Herculase |l PE L0l SMUX £3.
Reaction Buffer
SureSelect Binding LE L0l SMAYX £3.
Buffer
SureSelect Wash Buffer 2= A420| SMZ Al £3.
1
SureSelect Wash Buffer 2= 820 SME X £3S.
2
SureSelect XT HS and PE L0l SMAYX £3.
XT Low Input Blocker
Mix
SureSelect Fast = 84201 SMEA E£3.
Hybridization Buffer
SureSelect RNase Block 2 20| SMI X #3.
SureSelect Post— DE HZ20| SMEA £3.
Capture Primer Mix
SureSelect XT HS Index 2= 420 SMEZ X £3.
Primer AO1-HO02
SSel XT HS Human All 25 420 SMZ X £3.
Exon V7, 16 Reactions
g2z S5 & HOt : Ehd Repair-A Tailing 25 A=201 SMEX %S,
SO &St B8 M27x Enzyme Mix
(X2 End Repair-A Tailing 2E 820 SMHEX £3.
Buffer
T4 DNA Ligase 2= 20| SMIA #£3.
Ligation Buffer LE L0 SMAYX £3.
Adaptor Oligo Mix PE L0l SMUYX £3.
Forward Primer SE L0 SMIYX £3.
100 mM dNTP Mix (25 2= 820 SMHIX £3.
mM each dNTP)
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

15. 88 HAEE

Herculase Il Fusion = 420 SMEA #2.
DNA Polymerase
5X Herculase | 2E EF201 SMEX =2
Reaction Buffer
SureSelect Binding 2= 83201 SMEX =2
Buffer
SureSelect Wash Buffer 2& 20| SMEX &£S.
1
SureSelect Wash Buffer 2& 20| S X &£3.
2
SureSelect XT HS and 2 & A20| SMEX &£S.
XT Low Input Blocker
Mix
SureSelect Fast = 4201 SMEA E£2.
Hybridization Buffer
SureSelect RNase Block 2& 20| SMEX &£3.
SureSelect Post- = 4201 SMEA #£2.
Capture Primer Mix
SureSelect XT HS Index 2 420 SMZX £S.
Primer AO1-HO02
SSel XT HS Human All 2& 8420| SMHEX 3.
Exon V7, 16 Reactions
steteA2eY H19X : Phd Repair-A Tailing DE 420 SMEX £S.
o1t & (BtstE2E 9 S Enzyme Mix
g2 I S0 28 End Repair—A Tailing PE 420 SMEX £3.
E H25% (510123)) Buffer
T4 DNA Ligase 2= EF201 SMEX =2
Ligation Buffer DE H20| SMIA £3.
Adaptor Oligo Mix DE HZ20| SMIA £3.
Forward Primer = 4201 SMEA #£2.
100 mM dNTP Mix (25 2E H20| SMEIA £3.
mM each dNTP)
Herculase Il Fusion = 420 SMEA #£2.
DNA Polymerase
5X Herculase | = H20| SMIA £3.
Reaction Buffer
SureSelect Binding = 20| SMIA #£3.
Buffer
SureSelect Wash Buffer 2& 20| SMEX &£3.
1
SureSelect Wash Buffer 2= =01 SME X Z3.
2
SureSelect XT HS and 2& 20| SMZAX #S.
XT Low Input Blocker
Mix
SureSelect Fast 2= 820 SMHEA £3.
Hybridization Buffer
SureSelect RNase Block 2& 420 SMZ X #3.
SureSelect Post- 2E HZ20| SMEA £3.
Capture Primer Mix
SureSelect XT HS Index Z2& A20| SMMEX &£3.
Primer AO1-HO02
SSel XT HS Human All 25 420 SMZX £S.
Exon V7, 16 Reactions
stetE2dol S5 % EIt : [Ehd Repair-A Tailing ZE E=20l SMIX %S,
SOl 28 HE H20= Enzyme Mix
(RESE2E29 %) End Repair-A Tailing DE 420l SHEX %3,
Buffer
T4 DNA Ligase = 20| SMIA #£3.
Ligation Buffer = 420 SMEA #£2.
Adaptor Oligo Mix = 4201 SMIA #£3.
Forward Primer = 4201 SMEA #£2.
100 mM dNTP Mix (25 = 4201 SMEA #£2.
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Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

15. 88 HAEE

mM each dNTP)

Herculase Il Fusion 2=E &0 SMEX =2
DNA Polymerase
5X Herculase | 2= 820 SMHEA £3.
Reaction Buffer
SureSelect Binding 2= 83201 SMEX =2
Buffer
SureSelect Wash Buffer 2& 20| SMEX &£3S.
1
SureSelect Wash Buffer 2= 820 S M A #£3.
2
SureSelect XT HS and 2& A20| SMEX &£S.
XT Low Input Blocker
Mix
SureSelect Fast = 4201 SMEA #£2.
Hybridization Buffer
SureSelect RNase Block 2& 20| SMEX &£3.
SureSelect Post- = 420 SMEA #£2.
Capture Primer Mix
SureSelect XT HS Index 2 420 SMZ X #S.
Primer AO1-HO02
SSel XT HS Human All 2& 20| SMHEX 3.
Exon V7, 16 Reactions
sat2Xo S5 2 HIt : [Ehd Repair-A Tailing 2= =201 SMEX %S,
SOl &st HE M27x Enzyme Mix
(HetE7) End Repair-A Tailing PE 420l SMHEAX &£8.
Buffer
T4 DNA Ligase 2= 8201 SMEX =2
Ligation Buffer DE HZ20| SMIA £3.
Adaptor Oligo Mix 2E H20| SMIA £3.
Forward Primer 2= 8201 SMEX %2
100 mM dNTP Mix (25 2& H=20| STHEX &S,
mM each dNTP)
Herculase Il Fusion = 4201 SMEA #£2.
DNA Polymerase
5X Herculase | = 20| SMIA £3.
Reaction Buffer
SureSelect Binding = 20| SMIA #£3.
Buffer
SureSelect Wash Buffer 2& 20| SMEX &£3.
1
SureSelect Wash Buffer 2= =01 SME X Z3.
2
SureSelect XT HS and 2& A20| SMHEX &£3S.
XT Low Input Blocker
Mix
SureSelect Fast 2= 20 SMHEX £3.
Hybridization Buffer
SureSelect RNase Block 2 420 SMZ X #£3.
SureSelect Post- DE HZ20| SMIA £3.
Capture Primer Mix
SureSelect XT HS Index 2& A20| SMEX &£3.
Primer AO1-HO02
SSel XT HS Human All 2& 820 SMHEX &3,
Exon V7, 16 Reactions
statsF22|Y HM39EX : Bnhd Repair-A Tailing 2= 420 SMEX 8.
(A DO 22 Enzyme Mix
End Repair—A Tailing = 20| SMIA £3.
Buffer
T4 DNA Ligase = 20| SMIA £3.
Ligation Buffer = 420 SMEA #£2.
Adaptor Oligo Mix = 420 SMEA #£2.
Forward Primer = 4201 SMIA #£3.
EE NEZLH 1 07/06/2024 0|8 & 2rE 1 24/06/2021 H&E 4 61/63




Wre&‘e/ecf XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

15. 88 HAEE

100 mM dNTP Mix (25 E&
mM each dNTP)

Herculase Il Fusion 2E
DNA Polymerase

5X Herculase |l FE
Reaction Buffer

SureSelect Binding E
Buffer

SureSelect Wash Buffer 2=
1

SureSelect Wash Buffer 2 &
2

SureSelect XT HS and 2=
XT Low Input Blocker

Mix

SureSelect Fast =
Hybridization Buffer
SureSelect RNase Block 2=
SureSelect Post— 2E
Capture Primer Mix
SureSelect XT HS Index 2=
Primer AO1-HO02

SSel XT HS Human All 2=

Exon V7, 16 Reactions
= M ‘=’O| %XH_I.:J X| [el =3

= o L [E=gy=—=T

Ct. fIgSctd &t
o=

0
ch HoIS2c/8o 28 7H : 2EEA0 SAE 2 A0l
OF 21Et =i & QA=E0l olst 7 Al
2y AN
et SN HA =SSN L I&I SS=E
SMEO AKX &ES.
=Ec= ZI2EF
SMEO AKX ES.
HEM S)QAUSE( BB ASSE=H O
SMEO AKX ES.
MNESESOIEIIN 26t ZHZEE S (PIC
SMEO AKX & S.
[EH QIeHSN o =34
SMEO AKX &L S.
OIMEC ST HE

H=20l SMEX ES
=20l SMIX £S
20| SMEX ZS
=201 SMEX &3.
20| SMEX ZS
20| SMEX ZS
=20l SMEX LS
=20l SMEX £S
H20l SMEX ES
HZ0l SMIX 23S
H=20l SMEX ES

d=20l SMEX

b2
0lo

et HE=, SJ1E HIIGHAIZ.

st UNECE REZA 9IF A

o= D 2HEN %S,
012 D ZHEN %S,

16. 1 §e FIME

oh k2ol BH - 58 2RO S5 JF S==

- 0I28P P52 £COTOX

Lt 2E BgAT : 2/27/2018

Ch 2E WYX 1 27/06/2024

2 WA ;4

Or. JIEt

EE NEL A 127/06/2024 0|8 & 2&Y

124/06/2021
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Wre&‘e/ect XT HS Reagent Kit, index 1-16 + Human All Exon V7 Target Enrichment Baits, 16 rxn

16. -1 §f2 & JAre

AR EEEE-EENE )
o0 il D ATE = 2454 SFX

= T
BCF=4d= = =
GHS = atst=22 =27 & ZEXI0 28t MAHZSHAIAE

IATA = =Ml &= 25 g3

LogPow = S/SE2 2UiAHI=2 213t

MARPOL = 19734E SEIOZ2H Qo QHUXIE & ZHE X L 19783 EHA
("Marpol" = YA 2 &)

N/A= X2 88

UN ==Xl o8&

IOI
H X80l EM0 28 & BE2= dlEY EME ZHict= A0 W2 EDF 210 A= Hioll 2Hs AYLICH 22
o &4, 284 = S8 SH0| Uet HEg 40l 28 0de SANE T= SANE 25 otk &SLICH

=M % . *S8ureSelect XT HS Index Primer AO1-H02: 5190-6419, 5190-6420, 5190-6421, 5190-6422,

5190-6423, 5190-6424, 5190-6425, 5190-6426, 5190-6427, 5190-6428, 5190-6429,
5190-6430, 5190-6431, 5190-6432, 5190-6433, 5190-6434
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