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: SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

: 5500-0134

: PFagmentation Mix
SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer
8bp Indexes A0O1-HO02
ILM Reverse PCR Primer
ILM Post—Capture PCR Primer
Second Strand Oligo Mix
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BEEH S +81-42-660-3111
: CHEMTREC®: +(81)-345209637

5190-6366
5190-3802
5190-7762
5190-6369
5190-6371
5190-6367
5190-6372
5190-6370
5190-4933
AL

5190-6373
5190-6374
5190-7763

LR R OHRIND AT . ERE,
Ffagmentation Mix 0.33 ml (16 &)
SureSelect Ligation Master Mix 0.08 ml (16 &)
Second Strand Enzyme Mix 0.4 ml (16 i)
dA Tailing Master Mix 0.35 ml (16 &)
PCR Master Mix 0.88 ml (16 Jis)
First Strand Master Mix 0.14 ml (16 i)
Uracil DNA Glycosylase (UDG) 0.02 ml (16 &)
SureSelect Oligo Adaptor Mix 0.09 ml (16 &)
SureSelect Primer 0.066 ml (16 /i)
8bp Indexes AO1-HO02 16 x 0.015 ml (2 &)
ILM Reverse PCR Primer 0.018 ml (16 & J&)
ILM Post—Capture PCR Primer 0.018 ml (16 &)
Second Strand Oligo Mix 0.08 ml (16 &)

A EoHIR : BEREL,

EEEEIE * *8bp Indexes A0O1-H02: 5190-7912, 5190-7913, 5190-7914, 5190-7915, 5190-7916, 5190-7917,
5190-7918, 5190-7919, 5190-7920, 5190-7921, 5190-7922, 5190-7923, 5190-7924, 5190-7925,
5190-7926, 5190-7927

==
2. EIREEHDERN
GHS ##8

BlreSelect Ligation Master Mix
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H320

dA Tailing Master Mix
H320

First Strand Master Mix
H320
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H320

GHS SNILVEFE
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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2. EIREEMHEOEN

FEMEE . Pragmentation Mix AEMFELL,
SureSelect Ligation Master Mix Z4&
Second Strand Enzyme Mix ==
dA Tailing Master Mix =&
PCR Master Mix EEMGEREG U,
First Strand Master Mix e ge
Uracil DNA Glycosylase (UDG) Z24
SureSelect Oligo Adaptor Mix FEMEELL,
SureSelect Primer FEMBEELL,
8bp Indexes A0O1-H02 EEMGERER L,
ILM Reverse PCR Primer FEMFEEELGL,
ILM Post—Capture PCR Primer  IEMiFEELGL,
Second Strand Oligo Mix FEMFEEELGL,

fEEEENFER : PFagmentation Mix BABEACERAEEERIEONTIVEL,
SureSelect Ligation Master Mix ~ H320 — ER %l
Second Strand Enzyme Mix H320 - AR %l
dA Tailing Master Mix H320 - BRFll;&
PCR Master Mix BRGEACAKRESEREEONTVEL,
First Strand Master Mix H320 - AR %I
Uracil DNA Glycosylase (UDG) H320 - BR#Il;%
SureSelect Oligo Adaptor Mix EXGERYEREEEEONTULELY,
SureSelect Primer ERGIERAVNEIRASHEE SN TS,
8bp Indexes AO1-HO02 BEARBEAPEREEERIEONTLVEL,
ILM Reverse PCR Primer BEARGIEACERAEE R ONTIVELY,
ILM Post-Capture PCR Primer EXB{ERAYREKRESMHEEEONTIVELY,
Second Strand Oligo Mix BERBERYERAESTHRION TG,

FEE=

REWE . PFagmentation Mix ZELIL
SureSelect Ligation Master Mix  P264 — Bk V& IF L{EkS2E,
Second Strand Enzyme Mix P264 - ERikVRIT LD CE,
dA Tailing Master Mix P264 - ExkV&IFLHEDCE,
PCR Master Mix ZaLhw
First Strand Master Mix P264 - ERikLMEIF LGRS CE,
Uracil DNA Glycosylase (UDG)  P264 - ER#k\\&(FL<GEICE,
SureSelect Oligo Adaptor Mix EA=19AA
SureSelect Primer ZEH LWL
8bp Indexes A0O1-H02 ZELEL
ILM Reverse PCR Primer ZaLiEn
ILM Post—-Capture PCR Primer %4 L%
Second Strand Oligo Mix ZELEWL
HREE . Pragmentation Mix ZELEL

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

P305 + P351 + P338 - BRICASIIHE : KTHHE
BERCGEICE, RICAVADI Y AEFRULTWTESIC
NEBBREERNTE, FDERERFERITDCE,

P337 + P313 - EROFIEN GG S EEMDZERX (T

FLHTEZITBLE,

P305 + P351 + P338 - BRICA-ZIB & : K TEHRELE
BEERGEICE, RICOVAD LY X EFRALTWTESIC
NEBEEEINTE, TR IERERITRCE,

P337 + P313 - BROREI GG E : EMDZRXIE

FUTEZTBIE,

P305 + P351 + P338 - IRICAILIH A - KTHREIE
BiRGEICE, RICAVAD MY ARFRLTWNTAE SIS
NEBZHEBEFNTIE, Z0REESEERITDIE,

P337 + P313 - BROREM GG E : EMDZRXIE

FRTEZIBIE,

ZAUELY

P305 + P351 + P338 - BRICAIIG A : KTHAREE
BRCGEICE, RICAVADIL Y AEFRALTWTESIC
NEBRIEEIINTE, TDEREERFERITEE,

P337 + P313 - BRORIEMN GG E : EMDZRXIE

FUHTEZIIEE,

P305 + P351 + P338 - BRICASLIEE : KTEHARLE
=2 /*(li'.?t_to VX(L]JQU hb/l&#ﬁﬁ L_CL\_C"G:%(g
NEZEEENTIE, Z0REERSRERITDIE,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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2. EIREEMHEOEN
8bp Indexes AO1-H02 ZEH L0
ILM Reverse PCR Primer ZEH L0
ILM Post—Capture PCR Primer & UG
Second Strand Oligo Mix ZAUEL
BeE . PFagmentation Mix ZaLiEw
SureSelect Ligation Master Mix & UGN
Second Strand Enzyme Mix ZaELiEn
dA Tailing Master Mix ZE LWL
PCR Master Mix ZEH L0
First Strand Master Mix ZEHLEL
Uracil DNA Glycosylase (UDG) ZalLiEn
SureSelect Oligo Adaptor Mix 2ZEHLEL
SureSelect Primer ZELEL
8bp Indexes AO1-HO02 ZELEL
ILM Reverse PCR Primer ZELEL
ILM Post-Capture PCR Primer 3L
Second Strand Oligo Mix ZEHLEWL
BE Fragmentation Mix ZAUiL
SureSelect Ligation Master Mix %2 Uil
Second Strand Enzyme Mix BEA=1924A
dA Tailing Master Mix ZE LW
PCR Master Mix ZELEL
First Strand Master Mix ZEHLEL
Uracil DNA Glycosylase (UDG) g% L%
SureSelect Oligo Adaptor Mix ZEHLEWL
SureSelect Primer ZEHLEL
8bp Indexes AO1-H02 ZE LI
ILM Reverse PCR Primer ZEHLEWL
ILM Post-Capture PCR Primer %4 L%
Second Strand Oligo Mix ZEHLEL
HRENGINIVESR . PFagmentation Mix RHMEHDEDTEL,
SureSelect Ligation Master Mix ~ FREIFHDEDITEL,
Second Strand Enzyme Mix ZHMEHDEDITEL,
dA Tailing Master Mix ZHMEHDEDITEL,
PCR Master Mix RAMEHDEDITEL,
First Strand Master Mix ZHMEHDEDITEL,
Uracil DNA Glycosylase (UDG) FHFHFDEDITEL,
SureSelect Oligo Adaptor Mix ZHMFHDEDITEL,
SureSelect Primer FHFHFDEDITEL,
8bp Indexes AO1-HO02 BHEFEHDEDITEL,
ILM Reverse PCR Primer RRMEHDEDTEL,
ILM Post-Capture PCR Primer  SREIFHDEDIIEL,
Second Strand Oligo Mix FHFEHFDEDITEL,
F0hoEERE =Y Fragmentation Mix RHBFHDEDTEL,
SureSelect Ligation Master Mix ~ ZREIFHFDEDITEL,
Second Strand Enzyme Mix FHFHFDEDITEL,
dA Tailing Master Mix ZHMEHFDEDITEL,
PCR Master Mix RHEFHDEDITEL,
First Strand Master Mix ZHFHFDEDITEL,
Uracil DNA Glycosylase (UDG) ZHMEHFDEDIIEL,
SureSelect Oligo Adaptor Mix ZHBFHFDEDITEL,
SureSelect Primer ZHEHFDEDITEL,
8bp Indexes AO1-HO02 RHMEFHDEDTEL,
ILM Reverse PCR Primer ZHMBFHFDEDITEL,
ILM Post—-Capture PCR Primer  Z2&IFEHDLDIIEEL,
Second Strand Oligo Mix BRMEHDEDTEL,
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tEhE-EEMORS

Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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3. AR U EER

8bp Indexes A0O1-HO02 BEEY

ILM Reverse PCR Primer BEEY

ILM Post-Capture PCR Primer ;BE&#

Second Strand Oligo Mix BE
{t2aX(F—H4A SEE%) CASEBHZES BRATEREES

L [#::37 3 REE

BlreSelect Ligation Master Mix
ULV >30 - <40 56-81-5 2-242 (2)-242
Second Strand Enzyme Mix
LAV 210 - <20 56-81-5 2-242 (2)-242
BehUI L <10 7447-40-7 1-228 (1)-228
R (AFIIFLY)=p—(1, 1, 3, 3—FTFI* [<10 9002-93-1 7-172 (7)-172
FIVTFIV) 71ZIb=I—-FIb
dA Tailing Master Mix
Hyeyy >10 - £20 56-81-5 2-242 (2)-242
PCR Master Mix
Hyeyy <10 56-81-5 2-242 (2)-242
First Strand Master Mix
ULV 210 - <20 56-81-5 2-242 (2)-242
R (FFIIFLY)=p— (1,1, 3, 3—TrI4 [£10 9002-93-1 7-172 (1-172
FILTFIV) JIZIb=I—TI)
Uracil DNA Glycosylase (UDG)
Jyeyy >60 - <70 56-81-5 2-242 (2)-242

4. G2 E

WA LIRS

. Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

ZROBELERHICHL. FRLPTVEDTHRESE
Bk, SRNBNEDS, EROBNEZ3,

TR OIS L. FRLYT VED R E At
B, BELCLENES . RN RREILIES . b
BLEFRE DR E B A BRI E 2
ENNTIRHIVEBERAZT), ROEHOBE
LA TR CRE A iR (7oL . BN E [CRIRN B ESE
n53, BEAELHENEGIITELBAL
REROBWES (5, BENHNES . FEM (D
RETEEDPERD) ICLCELCERODEES TS
#5, SUEEELVERECHEETS. 2 2051 Al
M YT FEORBOFHIEDIHD. KKl

BABERMERA LSS ERGEN CHAET S
ztgggo RESNLAEASH MEM OB FICES

\ \)

TS OIS, FHRLOT VAR THREASY
B, MRLCLGNES . RRAREESS. &
BLEMEIRE AR E LIS A(CE . I E S
ENNTIRBHIIBERAZT), ROEHOBE
LATRIRCRENR L. B ECAIRIBLSE
Ah3, REEELHENEGIIBELSAL
REROBIES I3, BENGNES  FEA (5D
RETEEEDOBAS) LB CEMOB s 2 E
#5., SUEEEUERECHEETS, 1 52034, Al
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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4. ICRBE

REICHELVES

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

|‘ DIANNY FEDRIEDFED T TEDDIHD.
EROHFEBISICHEL. FRLYPTNVERTKRES
B, MRLTLVEIMES ., FRAFRAIGES,
SIS DR R S Al BV IR E R
ENATHRBEARERARIT>, BEENLHE
LATHRTRERE oL MBI BRIBLS L
NB3. R CAELREN R EELBAL
SERDZMERZ(15. BEHEMNLBMEE . FEA (DD
ﬁtf_Cf‘E’é’(b’(Wfﬁl"J%)(;L_CIE"S(ZIEEHWJE‘/)&'E’EQUE‘
£3, SEEBVEHEMETS, B 2084 A
MOIANNY FEOREBOFEDFTEDEHE. KKIC
BARERMERALLIGE | FEKTENTHLETD
Eté‘g)g RENZAZASHHEMDEHEE TITEL
\ \)
TEDHE LIS, FRLOTNEBThRASE
3ot SRNBNLD, EEDBEE R 5.
TR OH IS L. FR b‘\b?t\ﬁﬂ_@ﬁ(%?ﬁ
BCE, HRULTWEWNMEE. FIRATRAGES. H
BGIPIRE DA Bl VR IR
ENATIR 55, B ER AL, REIENCH
LATHRTREE or ABE L BRIBLS L
h$Hd, ﬁJiJ:Jﬁibﬂ’%h‘%ﬁitlii%ﬁi’%ﬁ(z
FEMDZHZZ(T5, EHENLBMEE. BER (DD
ﬁﬁ_CF’E’é‘\'b‘b*ﬁl"J%)LL;'CIE’SLIEETHGJ SHTEZ(TS
£3, SEEMVEHEMETS, 5 2081 A
B OIANNY FEOREOFHEDTEDIND.
EROFEBIHZACIEL, FFRLPTNRATKRESE
B, MHRLCLEBIMEE . FREFRAGIES. &
BIIFIR{S DRSS Al BV IR ER
ENA LRI BERALIT>, MEENDB
LA CEREMEITOIE. MEANEFCEENBLSCE
hHd, BELESLEENFRICEERLIZSIC
FEMOZHEZTE. BEHNGVMEE. SEA (DD
ﬁ’dff‘ﬁﬁ"@‘\b*ﬁm%)(;L_CE"B(JEEHW) SHTE=(TS
B3, SVBERVVIKEBICHF TS, & %031 . A
kO TA R FEOXEORD R TED D5,
EROFEBIEACHEL, FRLPTNEDTKRESE
BCE, JERNINILD, EEDZEER(TD,
EROFRB ST L. TR DT LD Bt
3ot SRNBNLD, EEOBEE R 5.
EROFEBISIBL. R DT ES ChEaSE
3ob, FERNENE S, EOBMES 5,
BEOFEBBTBL. R AP B
3o, FERNENES, EROBMES S,
DEOFELEFTBL. R AP CRBSE
Bit, FERNENIZO, ERDZHEZ (15,
ZEROFEBIZACKEL, FRLOTNRDATKRESE
Bk, ERDBENL, ERDEZEHERIT5,
£ BOKT, FRINEREEESTE, FRENER
ﬂiﬁgUﬂt’&ﬂﬂh"déo ERDBEND, EERDZ B E
278,
ZEOKT, BRI REEES TS, ERENER
RELUVHERDNED. FERNBRNLL, EENDZ M E
275, <EF BHEADORICEETS. #HITHEER
RT3, ~ ~
ZROKC LI EEERSTE, BRINLEK
BESUHERNES, ERNENLL, EERDZEE
%1%, <% BEAORICEETS. #HEHERH
Bilc+9ICi%ki%T 5. .
ZENKT, FLSNEREEEETS. BERINLK
RESLVHZRNES, FERNENLZL EEMDZMZ
%1%, &< BEAORICEETS. #EHEERA
B+ CkHETD R
ZENKT, BFLESNEREERETD, BERINLK
ljﬁﬁgl}ﬂt’éﬂﬂb‘ﬁéo ERDEBNED, EERDZ B E
278,
ZROKT, FRINVEEEERSTSE, FRINLEK
RESLVHZRNES, FERNENLZL ERMDOZME
215, <ET. BHEADORICSEETS. #HITHEER
BIlC+ 2 TRERT 3, .
LEDKT, FERSNEREERETE, FRINER
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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4. ICRBE

RICAESES

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A01-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

RELUHERNES, FERNENL, EEMDEZEZ
213, K%L BEAORICEZETS. ﬂt(iﬁﬁﬁﬁ
ﬁ'”u"’]] (L/ﬁ',/%_d- N

HEB&Uﬂt’éﬂﬂh"déo J"ka\ﬁﬂfb IEEW@E?EF??’&

2035,
ZEOKT, ERINEEEEESTE, BRANEK
B UNERNEe. kNS, BRI E
ZROKT ERSNEREERSETE, FRENEK
WAL UHERI 8. EANBNS. ERODIE
SR ERSNEREE RS TS, ERINER
B UNERNES. kNSNS, EEODNE

S BT E RN R TE, BRESNK
B UNERNEs, NSNS BEORNE
BROKT, ERINEEEEASTE. BRENER
B UNERNES. kNS, EEORNE
578,

OB BOKT, B2 £ TFOESEERS L FEASE
2T3C, 1UBD N XOBRERRL HEL TS
BAIIETS. RENE s, ERODRES

Do

FCZENKT, R ETOFSLEFS EIFHALER
&299<¢, IVRDMLUAOEEEHEZEL IERALTWS
BEICREBTT. DBEL10MKELELKETS, #
ENBSELLIMER, ERMOZHEZI%,
FCICBEDKT, Hé'f/zJ:-FU)ilb\f 5 EIFONHER
Z299<¢, VAV IANEEEHEZEL ERALTLS
BEICEEITT, DBEL100FIERVELIETS, &
ENHSEOLBIME R, EROZHER1I5. =
JCICEEDKT, E%@J;T@ilb\ft??#giﬁﬁb‘bﬁﬂ
'99C¢, VAV VANEEEHZEL EALTLS
BAICEEBYT. DhEt107MENRULERTS, #
ENBSELBGS ERMOZHEZ16,
FLCHEEDKT, K2 L TOFSERS L (FEN R
Z299<¢, VAN IUADFEEEHEZRL BERALTLD
BEICERTT, RENELLISE. ERMOZEERI(T

%,
FLEBOKT, B4 L FOESERS L FEABIR
£39¢, TUADRLYIOEEERERL, AALTLS
BACIETT, DL 10D ELETS, %
ENBEEOE S, EMOBIES 5, |

FACBBDKT, B A EFOESE &F55 £ (F13 50
£99¢, TR XOBMERRL BBLTLS
BAICRETT. HHEEL109MALRLETS, %
ENSSEoL MBS, EMOBMES 15,

FCEBOKT., B A L TOESEERS L FEABIR
293¢, TADM I0BmERERL BALTI
tﬁA(L(;t(ztﬁ RIENE LIS S, EM OB RER(

@“((;%;@7}« B R L T OFSEEFS EFRNLIR
®99<C, AFDRLYANE EEHERL. ERALTLS
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?((;%;@7}« B ETOFESE "H#BJ:UMMEE
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3o
JCICEENKT, FfR ETDOESZZ2HS5 L IFIAHIR
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
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4. ICRBE

RBANIIEE

. PFagmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

?%(:(i(if?o RIENELGE . EMNBZRERZ(T

KTOERETD, MEERHIANCIHE ., HLKEOD
EHENONIDEBDKERIES, EEIDIERNGL
Ef’gi;%b\ﬁ'datﬁ%?;b\o FERDBRNTZ 0, ERMDE2 BT
=279,
KTAERETD, AEELCVDEEREYY. WE
ERBANITGE  WKEOEFISHNELEDKER
Ftd, BHIFERIRBIENHEINT, LLIEKED
SANER- L EN L EKERFETEBLLL, B
BDIERAGRD, HAETREHEL, & UBH A
SIS A B YNIRIC AL NLSICEEEREMIECR
2, BELASOZENERILBEELGHSCEE
BOZMER15, EHABIMEE RLTONEDE
52 TRBoEL. BHENGMES BIEA (O)RET
BREPPEASE) CLTESICEMDZMERZ(TSES,
SBERVOIRECHE TS, B XD AILE IR
FY REORFEADFIDIT TEPEHD. )
KCTOERETD. AEELTVBHEARIETY., WE
ERBANCE S BWXEOEFDIHNLELEDKER
Ftd, BHIZERRBIENHBINT, LLIEKED
SN BTN L EKERRFE TSI HOEL, E
OIS RABRD, EAETHELEL, & UIBH A
Eim A RBIE YN EHICA BB WNLSICEEEEMIE LR
2, BELAZOZENMHRILGEEGHESICEE
MOZMERZ(T5. BHENLGMEE RLTONEDE
52TRALEL. BENGMES ., BEM (OKET
BEEDODEESE) CLUTESICERMMDZEMER(TSES,
SBEERVORECHRF TS, B XD XILE DI
MY RZEOREORNT T EPZHB, "
KTAERETDH, AEELCVDHEREYY. WE
ERBRANTEE  WKEOEHIHNELEDKER
Ftd, BHIFERRBIENHEINT, LLEKED
SN BB LN L EKEERFE TSRO, E
BDIERAGRD, HAETRGEHEL, & UBH A
SIS A B YNIRIC AL NLSICEEEREMIECR
2, BELAETLOZENMERILBEELGHSCEE
BOEZMER(15, EHNBIMEE RLTONEDE
52T RoEL. BHENGIMES  BIEA (ODRET
EEEDPEME) (CLTESLICERDZ MEZISES,
[UBERVIRECHE T, B XD . XILE DI
FY REOREDFEDE TEPIHD.
KTOERSFTD. MEERHANCIHE, HKEOD
BHENDNEIDEDKERETES, EEMDIETRNGL
Efoi%b\ﬁﬂatmbm\o FERNRNIz0, ERRDZ B
%113,
KTOEERFETD, AHELCVDHEREYY. WE
ERBANIG S EXEOBHISHNELEDKER
Ftd, BHIFEFRBIENHBINT, LLEKED
[N BTN L EKERRFE TSI HOEL, E
OIS RABED, HAETHELEL, & UIBHATE
EiZ B RBIE YN EHIC AL WNLSICEEEELMIE LR
2, BELAZOZENMFRILEEEGHESCEE
MOZMER[T5, B#EANBIMEE RLTONLDE
5E2TRALEL. BENGMES . BIEAM (OKET
BREDODEESE) CLUTESICERMMDZEER(TSES,
SBEERVORECHR TS, B XD AILE IR
R FEQOREADFED T TEPEHB. ,
KTOEEFETD, AHELCVSHTREYY. ME
ERHANCIE S HKEDBHDNHNIEDEDKEER
$t3. BHTIEBIBLEENHIDT, & LIKED
[N B ENLL L KERFBTRIBLRL, E
EOIERAGLRD, HABTRELEL, & UIBHHE
G A B YNIRIC A S VLIICEEEELMIE (TR
2, BELASOZENFRILEERGHESICEE
MOZHER15, BHENBIMEE RLTONLDE
5E2TR3AoEL. BENGMES . BEAL (OKET
ERELDEEE) CLCESICEMDZHEZ(ISES,
SUBERVVOIRREICHERF TS, #2084 NILHIIA
FAY FEOREDFEDIT TEPBHD.
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REICHELSEE

BICA-EIHE

. Fragmentation Mix
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SureSelect Primer

8bp Indexes A0O1-HO02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

: Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

KCOERET 3. MEERHAEBE . BRED
BHEOBNEOEOKERINS, EMORETAGL
CINGHCERIN SR
KCORRSTS., MEERHARESE  BRED
BRI BNEDBOKEREES, EMOETIEL
8D, SO TL, ERATIVES, BB
KCOERSTE, MEERHAAESE  BRED
BRN BN BOKERENS, EHOERIEL
8D, DT, RTINS, EEOB Y
KCOBHATE. MEERHARESE  BRED
BN BNE D BOKERELS, EMOERIEL
8D, DB, ERATIE. EEORY
KCOERETE, MEERBARLIBE BIHOD
BRNBNE D BOKERINS, EHOERIEL
8D, BN CBaGL. EANBNS, EROBY
KCOERSETE, MEERHAEDE . WHED
BEOBNELBOKERINS, ERORETAEL
8D, BED T, ERATIVES. EEOB Y
o o

EAGHERLRRASEERAIN TG,
SRGAERPERASEREONTIEL,
EAGHEALRRASERESN TGN,
EAGHEALRRASERESN TGN,
SRGERPERASEREIN TG,
EAGHEALRRASERISN TGN,
EXGHEALRRASERESNTIVEN,
ERGERPERASEREIN TG,
EAGHEALRRASERESN TGN,
EXGHEALRRASERESNTIVED,
EAGHEAPRRASERASN TG,
EAGHEALRRASERISN TGN,
ERGHERPERABERESN T,
EAGHERALRRAEERAOIN TG,
ERGAERPRRASEREON TG,
ERGERPERASEREON T,
EAGHERALRRASERAIIN TG,
SRGERPERASEREONTIE,
EAGAPERAEERIIN TG,
EAGHERALRRASERAIN TG,
EAGHAPERAEEGION TG,
EAGHAPERAEEGION TG,
EAGERAPRRASERAIN TG,
ERGAALRREEERESN TGN,

}

ERBERDPEIRETEEEON TG,
EXRBERPRIRASERESN TG,

ERGERAPRIRAEZTEEEONTOEL,
AR 7RI 3K

AR R 3K
AR I3
Eé%%ﬁﬁﬁ’@f‘ﬂﬁﬁi'li(iiﬂ BN TLVELY,

AR 7R3k

ERBIERPEIREESERELON TG,
EXRGERPEIREEEEEON TG,
EXRGERPEIREEEEEON TG,
ERBIERPEIRASERELSN TG,

il

}I]

}I]

EARBERPEIREEHRESN TG,
EXRBERPRIRAESERESN TG,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 202442 H29H 1EREH :7/6/2020 /=23 :5
4. IGREE

A ANTEISS . Fragmentation Mix BALGERVERASHEEELN TG,
SureSelect Ligation Master Mix ~ERBIERAYERAESZTHEEON TG,
Second Strand Enzyme Mix BERBIERYERESHREION TG,
dA Tailing Master Mix ERBIEALERESEEIRONTLVELY,
PCR Master Mix BEARGIEACERAEEERIEONTIVEL,
First Strand Master Mix BEALGERVERASHEEEON TG,
Uracil DNA Glycosylase (UDG) ERBIEALERAESEEIRONTIVELY,
SureSelect Oligo Adaptor Mix BERBIERYERESHEMON TG,
SureSelect Primer BALGERVERASHEEEON TG,
8bp Indexes AO1-HO02 EABEAPEEREEERIEONTIVEL,
ILM Reverse PCR Primer BERBIERYEREEHEMON TG,
ILM Post—-Capture PCR Primer EXG{ERAVYERAEEZHEEEONTULEL,
Second Strand Oligo Mix BEARGERAPERESTER>RON TG,

=4 AWt

®ALCES : Fragmentation Mix BCT—RITELN,
SureSelect Ligation Master Mix  4FICTF—2IZ &\,
Second Strand Enzyme Mix T —RTEL,
dA Tailing Master Mix TR,
PCR Master Mix BT — R,
First Strand Master Mix BT —RITEL,
Uracil DNA Glycosylase (UDG) BECT—RITELN,
SureSelect Oligo Adaptor Mix BICTF—RTEN,
SureSelect Primer BICTF—ATEN,
8bp Indexes A0O1-H02 LT RIS,
ILM Reverse PCR Primer BT —RITEL,
ILM Post-Capture PCR Primer T —HS(3 &\,
Second Strand Oligo Mix ST —RIEEL,

BEICMHELEES : Fragmentation Mix BICTF—ATEN,
SureSelect Ligation Master Mix  #ICT—AIZ &\,
Second Strand Enzyme Mix BICT—ATE,
dA Tailing Master Mix BT —RITEL,
PCR Master Mix TR,
First Strand Master Mix BECT—RITEELN,
Uracil DNA Glycosylase (UDG) BT —RITEL,
SureSelect Oligo Adaptor Mix BICT—RITEL,
SureSelect Primer BICTF—ATEN,
8bp Indexes AO1-HO02 HICT— AT,
ILM Reverse PCR Primer BIIT—RITEL,
ILM Post—Capture PCR Primer  $(CT—3(IEELN,
Second Strand Oligo Mix B¥CT—RITEL,

RBICASTEES : Fragmentation Mix YCT—RITELN,

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

i
IR

BEIERICRETOERNEENS:

Fe i
E%ﬁ#ﬁ(:(iu'lt@ﬁﬁﬁﬁinéz

iR

3
Eﬁﬁﬁ(:(iﬂ?@ﬁﬁb‘%iﬂé:

pe N =]
I)ILIE

3t
FCT—RITEL,

BEERCEUTOERNEENS:

A

O
IR

3
E%ﬁ#ﬁ(:(iﬂ"lt@ﬁ%ﬁb{ﬁiﬂéz

iR

BT Al L,
N7 —R(E ()
#g-f":j__“_@‘;#l/\o
FHCT BT,
#g-f":j__"_g‘;%l/\o
FICT-RFEN,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
4
4. FE‘ %\*E IE
A ANTESE : Fragmentation Mix BICTF—RTEN,

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

HRMEETIEDGRE . Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

EMIcH T340 LT EEIE . Fragmentation Mix
SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix

SureSelect Primer

BT —R(LEL,
BT — B3,
BT —R(L L,
BT —R(LEL,
BT — B3,
BT —R(L L,
BT —R(LEL,
BT —REEL,
FRCT RIS,
BT —R(LEL,
BT —R(LEL,
HICT—RTEN,

ABIUADEHSILIBITED, FEBUIBINFRER(FTL
BLMTEIIATO TR, _ _
AHIUADEHILIBITED, FLBUIRIRER(TTL
BLMTENIITOTE L, HBIENORLATIFE
TERAEMEITIE. MBEBCRRABLSCENHD,
AHIUADZHILIBITEY, FLEBUIRINRESR(TTL
BLTENIITOTR LI, MBIENORLATIFE
TERAEMEITIE. MBEBCRRABLSCEN HD,
ABIUADZHILIBITED, FLEBUIRINRER(TTL
BLTENIATOTEBLEL, HBIENORLA TR
TERAEMEITIE. MBEBCRRABLSCEN HD,
ABUADEHILIBITEY, FILBYIBENRER (T
BUMTENIITOTI>IEDIE L, i _
ABUADEHILIBITEY., FEBUIRENRER(TTL
BUMTENEAT TGO, MBIEN O LA TR
TEEMETIE. BABICRIRIBLSCENHD,
ABADEHSILIBITE . FELBEBIIREZ(ITL
BLMTEIIATOCRBLEL, HEIENOBLAN TR
TEEMETIE. BABICRIRIBLSCENHD,
AHADEHESILIBITE . FEEBEEBIREZTTL
BULMTENIITOTI>IELEL, _ _
AHIUADEHILIBITEY, FEBUBINEER(FTLY
BLMTBEIIATOCRIBLEL, _ _
AHIUADEHILIBITED, FEBUIBENEER (T TLY
BUMTENIITOCIEEDIILY, . i _
AHIUADEHSILIBITED, FEBUIBIFRER(FTL
BUMTEIEIToTI> BB, i _
AHUADEHILIBITEY, FEBUBENEER(FTL
BULMTENIATOCIR>ELEL, _
AHUADEHILIBITEY, FEBUBENEER(FTL
BUMTENZATO TR LR,

FEIR IO IS LIE et AL BREE1TOCE. RECERHD
(atﬂ)&?yl LEim & BESICEWaROEMECERT

L‘“( LSRN BERMERALLIEE ., FEKITENTH
EFTR N DD, RBINEANEASHEEMOBRE T
(;%<Z‘gh\% .

FERICRIS LERHLEGA RT5CE, ABICERHDL
(atﬂ)&él Lia 8. BELICEMAROEMEISERT

Seseic SBRRERMERALLSE  ERIGEN TSR
ESZ N DD, RESNEANEISEREMOERE T
BB EN DS, -
FERICRTS USSR M BUA R TCE, ARCERBL
RREILEBA . 5B AROBMECERT

3
FEIR(CHI IS LIE X LB R E(TOCE, RECERBHDHL
[R5 LSS}, ESICEYARVEMEICERT

%)o
atﬂ)&éllﬂ“iﬁ (;t EB(L&W/E%@EFHE(LE%T

T_HE(JTFCL; ﬁm;%Vf’é,_a;t xi(u*gﬂyaf)%l,\
(atﬂ)&él Lia &R BEBICEMEAROEMEISERY

J"Jk(ﬁ‘lﬁtbt*‘fkﬁ RE{TOCE. RELCERHBHL
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RATH/KETIRDA 1

1 20244E2 5 29H fEREE

: 7/6/2020 /N=23> :5

4. ICRBE

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

(:,tu&?,l LEim R BESICEWaROEMECERT

J"Jk(ﬁ‘lﬁtxbf XFEEITOICE, ARECERSHBL
(iﬂ)&?yl LS &1, BESCEMAROEMECERT

rbc(ﬁln?\bf *‘JM#&’&"'L& t;(Jﬁ‘EH&%%L\

3o
FEIR(CHI I LIE Rt LB RE(TOCE., RECERDDL
[FREILIEE . ESICEYEROEMEICERT

%
FEIR IO IS LIe et AL BRE E1TOCE, RECERHD
(gtﬂ)&?yl LEim R B CEWaROEMECERT

5. K KD E

Y73 K

T BIELVH KF

BFRORIRAEN

: Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

KK UT B KB EE RT3,
KK T B K B EE RT3,
KEITIS UTE K B EE RT3,
KK UT B KB EE RT3,
KK LT K EIE TS,
KK LI B KEIEE AT B,
RIS LT H K HIEE RT3,
KT T B K B EE RT3,
KIS T B K B EE RT3,
RKISIE U H R FIEFE AT S.
KRR UT B K B EE RT3,
KIS UT B K B EE RT3,
)k“‘(;rt\ Ul A HIZERT 3.
BMFEHDEDITEL,
RAMFHDLDITEL,
RHMFEHDLDEEL,
REHMEHDEDIEEL,
RHFEHIDEDFEL,
RHMEHOLDEEL,
RHMEHOLEDEEL,
BHMFEHDEDEEL,
REHEHDEDIZEL,
REHEHDEDIZEL,
Eﬁ%ﬂiﬁé&@%@(i# bo
RAEHDED(L
REFEHDEDIS

E&;?Qx?ﬁggmiﬁ EHOLRIRIDEEN

K HKOBPMBSNEIBE | [EHOLRIERINEEN
WAT 0D,
KEOBOMBSNESE | EHOERIHERINEBN
T ey Y3
KX OERIMBASN LSS | EHOLRHEIDEEN
WA s L,

kX OERMBASNEIS S | EHOLRIEINEEN
BT 005D " “
KX OEPMBASNLISE . EHDLEFHEINEBN
R s LIS,

KX OERMBASNEIB S | EHOLRIEINEEN
a&%m EhBH5., " ,,

K EOBPMBSNEIBE | EHOLRIERINEBEN
AT BN D,

KK OEPIMESNEIS S EADERIEINERH
WHTEEN BB, ,, ,,
KX BB LSS . EAOERIEINERN
WETHN BB, “ “
KK OEDIEASNEISE . EAOERIREINERN
WRI s Lins, ,_ "

KX OEDIMBSNLIBE . EAOERIHRIDEBN
WHTEEN B2 “ “
KX BB LSS . A0 LRI HEINEBRN
WHET BN BB,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RATH/KETIRDA 1

1 20244E2 5 29H fEREE

: 7/6/2020 /N=23> :5

5. K XD IE

HEBROSBERY

BEOHEXFEE

: Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-HO02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

BECT—RUTELN,
PEEBRYICEUTOMENREENDENHS:
bR R

— bR &

ERMILY

NOTUAEEY ) )
DEBREFRYICEILUTOMENEFNE N DS
“EERE

—Ebs

NnNosViE &

EREIEY ) ]
ﬁa\ﬁgiﬁk%(:(atL;L‘F@%Eh\é‘in%a:th\m :

NaFAEEY) .
SRERDICELTOMENEENE LN HS:

“BMERE

—ER LR )
DEREBRYICILTOMENEFNEEN'DD:
“EbiRE

—BbiE ]
DEREBRYICELTOMENEINEEN'DD:
“EbiRE

—fgibiRE

BICT— AL,
IR TEY TN
BT B,
BT Bl ),
IR TEY TN
IR T

KENFEE LD, THPMNCKKFIHN A BERES
CHRSERMTS, AMUZDEHEILOIBITE. Tl
BRI EZ(TTVEIMTENZTTRELEL,
NENRELCD, THPOCK KBGO ST RS
BEUSEMET S, AMURDERSILIGITEN. FILE
B3R % Z(TTVVELTENZ (T TIE B b7g L),
KEARE LIh, THPNCKKIIZND A BEREES
BEUSEMRET S, AMURDERSILIGITED. FILE
BN EZ(TTVELMTEIEIT TR B,
KERDFEE LD, THPMNCKKBIHN A BERES
EHSERETS, AMUZDEFEILIBITE. Tkl
B EI#REZ(TTVVELMTEIIIT T BLEL,
NENRELCD, THPRCK KBGO ST RS
BRUSEMRE TS, AMURDERSILIGITEN. FILE
B IEEZ T TVEIMTENISIT T BIIL,
KEARE L, THPNCKKIIZND A BEREES
BRISEMRET S, AMURDERSILIGITED. FILE
B IEEZFTTVEIMTENIIIT T,
KKARE LD, THPNCKKIIZND A BEREES
BRISEMRET S, AMURDEEILIGITED. FILE
EYEIEEZFTTVEIMTENIIT T BIIL,
KEARE LD, THPNCKKIIZND A BERBES
BRISERE TS, AMURDEEILIGITED. FILE
BYEIEEZFTTVEIMTENIITO T BIEL,
KEARE LD, THPNCKKIIZND A BEREES
BRISEmE TS, AMURDEHEILIBITE. FE(
BB EZ(FTEVTEIEITOTEIEHILY,
KEDFAE LD, THPMIK KR ZENOA B EBES
BRIGERET S, AMURDEEILIGITED. FIEE
?%ﬁﬂmulllﬁ’éxﬁ‘(l,\fdLWTEJJ(;HTJ'C(JZZMEL\O
NENRE LD, THPNCKKBIBNON B TR ES
BRIGERET S, AMURDEEILIGITED. FIEE
BRI EERTT WELMTENEATO T DALY,
KENRE LD, THPMNCKKIIZND A BEREES
BRIGERET S, AMURDEEILIGITE. FIE
B )73 5IR ’E%_(T TOELMTEIRATTRILEL,
)
%o

0

Al

ﬁ

KENFEELZD, THPMCKKIZH LN BEREES
BRGERMTS. ABURDEFILIBITE. FlE

IJI
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
RITH/KETIRDA 1 1 20244E2F29H 1EREH

: 7/6/2020 /N=23> :5

5. K KD IE

HIGEBETOEORALGIEE : Fragmentation Mix
RERUFHEE
SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer
8bp Indexes A0O1-HO2
ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

WU EIEEEZ T TOEULMTENI T TG b,

HREMHIBEIBEVLGREREL, BET—FTHET

(Z_a}%)(l%l:ﬁﬁ%"&ﬁzﬁ BRROMERBSEFEEFLL
BHREL,

HREMOBECBEYGREREL, BET—FTHET

ﬁ%’@tﬁf“ﬁ%ﬁm B OMERBSEFEFLE
BB,

HREMOBERBEVLGREREL, BET—FTHET

ﬁ%’@lj‘fw%ﬁm BHAROMERESEFEFLL
B,

HREMOBERBEVLGREREL, BET—FTHET

ﬁ%’(ﬁ?ﬁ?ﬁf“%ﬁm BHAROMEREEFEFLE
ANSY AN

HREMHIBCBEVLGREREE, BET—FTHET

(é_j_;{(l/jg_ltr L‘&Bh\’éﬁ%m‘: BRAXOMFR:zREEEEF LD
ANSY AN

HREMOBRBEVLGREREL, BET—FTHET

3%1@1;7 L‘&\Bﬁ:\’éﬁ%z?‘: AR OMEREEFEFLE
gbld ),

HREMOBRBEVLGREREL, BEE—FTHET

gﬁ(l&?rzjrxﬁmﬁﬁzt BHAKXOMTIRBEEFEELL
EYSYAYAN

HREMOBBEYLGREREL, BEE—RFTHET

gﬁgx;xﬁmféﬁzt BHAKXOMTIRBEEFEELE
ghld L),

HREMOBBEYLGRESREE, FEE—FTHET

aﬁ(éaxjrxﬁﬂﬁﬁﬁzrc BAROMERSEFEELL
EYYAYAN

HAETHYE BV REREL, BEE-FTHHET

a%@qﬁﬁm%ﬁzt SRS INEI =R S A WA
EYYEYAN

HAEITHOESBEYGREREL, BEE-FTHHET

a%)(l&%l_—rlﬁﬂﬁj\’ﬂﬁlf& BAROMERSEFEFLR
AV AR

HAETHIE BB REREL, BEE-FTHHET

3;{@1_—77\&5%%1%17‘: BAROMERSEFEEFLR
AV AR

HAETHOE BB REREL, BEE-FTHET

a%)(lf-,@l‘_rzﬁm%ﬁm BAROMERSEEEEFLL
R,

6. IWHHEFFDIEE

AIBl X9 9,2 8

ERRBHTERICONT : Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

ABUADERSESBTE) ., LB BHEERITL
BOMTBIET-CIBRRL. FlbEOA 2 Faiss
3. BEEUNGLUCRERAESERLTLGIVE
EEOAZEZLZ. REUEMEICENED, Z0 L5
BOEILTEBLEL, BYHEANEEEEEEAT

3.
ABUADERSEIBAE . FEGENLIIEERITL
BB CALEL, ElEOA 2 E R
%, HRELELUCREREERMALTELME
EEOAZEES. mHLCMECMNLD, 20 L5
SOENLCEELEL, RAPEBORATEZ,

FABREET, BENATH LA L ETEER
REEEEEAT2. BULGEANREEESERT

3.
ABUADERSEIBAE. FEGEOBIIGERITL
BVIBET-CAELEL, EMEOA 2SR
2. BFEELNGSUCREREEERALTLEIVE
2EOAZEZLS. RELLMEBNLD, 20 L5
SOENLTEELEL, R PEBORATEZ,

FHBREET, BENATH LA EE TR
RRRESERT?. BULEAREEEEERT

3.
NHUADERS S BT, FEGEDBIEERHTL
BUTEI T CI3BoE, B A 2 &R
2, EFRELSNGOUICRERETERLTLELVE
2EOAZEELS, WHLEMEICMNED 20 L5
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
RITH/KETIRDA 1 1 20244E2F29H 1EREH

: 7/6/2020 /N=23> :5

6. WO E

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

RREXEERAIONT : Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

FOENLCEBLRL. R BEBORATETD,
FABREES, BENA+H 0SS EEE IR
AREEsEATs, BULEAREEESERT

3.
KHUADERSEIBAE . B BIIBERITL
BB CALEL, ElEOA 2 E R
2, BFRELELUCREREERMALTLELME
EEQAEEELS. WELEMEICMNED 205
SEILTERLEL. BYGENREEEEE AT

%,
KBUADERSIEIBAE. LGB BIGEERITL
BB CAELEL, EMEOA 2SR
2. BFEELNGSUCREREEERALTLEIVE
2EOAZEZL2. RELLMEBNLD, 20 L5
HOENLTEELEL, R PEBORATEZ,

FRBREETS, BENATH LA HETEER
RERRESERT?. BULEAREEEEERT

%,
NHUADESEI BT, FEGEDBIEERHTL
BUOTEI T CI3BoEL, EDMEO A 2 &R
2, ERELSNGOUICRERETERLTLELVE
EEQAZEELS. WELEMEICMNED 20 L5
SOEOUTHBOEL, R PEBORAEETE,

FABREET, BENATH B EETEER
RREEEEAT?. BULEAREEESERT

3.
ABURDERSESB7E), FEELIEES T
BOMTBIZIT-CGREL, ElEOA & FRs
3, BIRELSBSUCREREEEALTLELVE
2EQAEEELS, WELEMECMNED, 20 L5
SOENLCREREL. BIGEAREEE AT

2
KHUADEEIEIB AT, FEGE B IEEZITL
BOVIBET-CRALEL, EMEON 2 E#S
3. BFEELUNGSUCRERAESERLTLGIVE
ZEOAEEELS, WA UMACMNED, 20 LE
SENLTERLEL. BYGENREEEEERT

2.
ABURDERSSIBTE) ., LG EBIEERITL
BOTBIET-CiIBRRL. B0 A 2 Eaiss
3, BRELNBSUCREREEERLTLGLVE
2EOAZEZLS. REUEMEICENED Z0 L5
HOENLCRBARL, B EAGEEEEERT

2.
ABUADERESSSBTE) ., LGB BIEERITL
BOMTBIET-CIBRRL. B0 A2 Faiss
3, BERELSELUCREREEEALTIEIME
EEOAZEZLZ. REUIMEICENED Z0 L5
BOEILTEBOEL, BYHEANREEEEEAT

3.
KHUADERSEIBE . LGB BIIBERITL
BOVABET-CIALEL, ElEOA 2 E R
82, HRELELUCREREEEMALTELME
EEQAEEZ 3. WELEMEANLD, 20 L5
SOENLCREAEL, BIEEAREERERAT

%o

ABYADEHSILIBATE., FERBULIRERZTTL
BWMTHIATOClIALEL,  Biligo A < Zh#s
B3, BEGREUNGLUICREREEERLTLVELVE
XBOAEZELS, RHEULLMEICMNED Z0LE
*gﬁ;l,\f.':']b_((iﬁbﬁl,\o @B EAREREEERT
RHZOENEVCERARENBELGIHZSCIE, #EH
JUFBUGMECET LD aV8CEL B IERICE
BELAONELGLLL,. TREREELSOAEBRIN
BEHLSHE, o .
RHD OENEVCERRENBEGIZH(CIE, #EYH
JUREGYEICEET DD YV sICiB BN ERICE
BELAONEGSLL, TRERESLUNOABRIN
BEHLSHE, .

w7 OIMDRNCERARENBDERISS(CE. #EH

1
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6. WO E

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

EIE(C FE : Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SUREYEYEICEET R D Va3V B DERICE
rs;&%(;nﬂémbm\o BR2RESLYVOAERID
RESOEDEVNCERKRENVERGISSICE., EH
J:UT@’GJJ@%%LEEI?%E’J 2aV8ICEREHDIEHRICE
ELnEanily, TRAaRESLUSNOAERID
FRESE, )
5;’%Hﬂﬁa‘ODH)z0#&L\(:$mZ€§Eb\M\EE§%é(:(i\ WY H
SUREULBMEICRET 2D VaVsICRBENIERISE
igﬁ%ﬁﬂlibbbu REABEALUSNOAERID
H /
RESOENIEVNCERKRENVEGISSICE., EYH
;UT EYILYEICEET 3D aVsICEREDIERICE
me(mbm\ BXRBREBLUSNOAERID

#Fz S

e Y OBV CEBRENBELIS AT, EH
@mb%ﬁ‘LFﬂ?%tD/HJS(LnEﬁwrﬁgﬁ(L/i

FniEinkly, TRRFZEEUSNDOAERIO

'Z)mewﬁmzzxab\z\gmﬁ%(; EEH
U]’&%ﬁ‘urlﬂ?étﬂj JHJS(;;E%Z@TH*E(;/I
Fhidanil, TEEERBFZESLYOANERID

WDIRNCERRENBERIF S EYS

ik oy

et

S
oA

puits]
¢r+|EE
Shis

%»Fmrmh%:»i’mﬂﬂh%:umh
e
oo

ISe
ﬁ

EEH
N

J:UZ%EWBW%:LEQ?%‘E’J/EIJSL.:E?JZ@TFI?EL/I
ELBINEGLEL, TRERESLUSNOAERIN
Bt S,

MESORNRVNCERAKRENVELGIZSCE., BEUH
J:UZ:JEU]Z}Wﬁ(u@?%t’J/3/8L.:E$Y.@fﬁ§ﬁ(ui
Tﬁ;gﬁfi ThEhokl, TRERESLUNOAERID
A 2t

u’ﬁ,n':h'ﬁ:l@HX0?&“(;?%2@573‘&%7&%‘“(;(1 WEH
SUREBMEICBET 2D YV EOERICE
Bl Goil, TZERESLSNOAERIO

TEERL SR,
RHESOEDRWNCERAKRENMHELRISES(CE. EYH
SUREYLBMEICRET 2D VavslCRBENIERISE
ELLnEanin, IEZ2BZESLYWOAERID
BHRESE,
AP OENHRVNNCERKRBIVEGIGS(ICE., EYH
SUREYLBMEICRET 2D VaVslCRBENERISE
ELLGnEanil, IEZaBZESLYWOAERID
BEHRESHE,

BHLEE RO, SLULE, K, K
ETOKEEOEMERET 5, SANEEER
K, K, TRFEFAS) B L. BRT 51T
HLBICHRET 3, ,

R UEMEDTER KO, SEULIE, KB, HK
ETKBEOBMEEET 5, B aNEEEE
K., Kis, HIEFEEAS) B L. BT 51T
BB ICRET 3, ,
RHUEMEDTER KO, SEULIE, KB, HK
BTOKEEOEMERET 5, WANTERER
K, KEs, TEFEEAS) BEELEEEE . BRT 51T
BB ICRET

FHULME DREKOMER. BIULIE, K&, HK
ETOKEEORMEEET 5, WRNEEER
K, K, HIEFEEAS) BEEUEEE . BRT 51T
BB CRET 3

R UEME kO, IULIE, K&, HK
ETOKEEOEMEERT 5, SANEE SR
K, K, TRFEFAS) B L. BRT 51T
BB CRET

R UEMEDTERKOME. SEULIE, KB, HK
ETOKEEORMEEET 5, WRNEEER
K, KEs, HIEFEEAS) BEELEEE . BT 51T
BB CRET

B LEME DR A KO, BV LI, K, HK
ETOKEEORMEEET 5, W aNEEER (5
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6. WO E

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

HUADRUSILOAERUE : Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

K KEE, TRIEFAS) B LECER. BRT 571
BB CRET

RHUEME DR KO, SEULIE, KB, HK
ETOKEEOEMERET 5, SANEE SR
K, Kis, TEFEEAS) BEELEEEE . BRT 51T
BB C0RET 5, ,
RHUEMEDTERKOIE. SLULIE, KE, HK
ETOKEEOBMEmET 5, WANEEER
K, K, HEFEEAS) B L. BRT 51T
BB RET

BHLEME DR RO, HLULIE, K, HK
ETOKEEOBMERET 5, WANEEHE
K, Kk, TEFEGAS) BERUEEEE, RT3
BB CRET

RHUEMEDTERKOIE. SEULIE, KB, HK
ETOKEEOBMEmET 5, WANEEEE
K, KEk, TREEGAS) BERULESE . BFT 51T
BB CRET

B UEME DR EKOIE. HIULIE, K&, HK
ETOKEEORMEEET 5, WRNEEER
K, KEk, TREEGAS) BERULESE . BFT 21T
BB CRET

W LEME O R KO, BT LI, K, HK
ETOKEEOEMERRT 5, AR SR
K, K, TRFEFAS) B L. BRT 51T
BLBICHET 3,

BIREAB NG, BN ELHD, RHREN-IBHE
BHTS, KAEMLBOKTHIRLUTHCLVERDS, HBL
(&, FERBKICRBHEDIGE , Fi2 UL A EHERINFIC
WESE, BYIRREMNIERFZICAND, HFAEZ
(FEEEMNIBEE CKEL TS T,
ERENGONE, FNEILLDS, FHREN-BRE
BETE, KAMBOKTHERLTHCVERS, HBL
(&, FERBKICRBHEDNIGE , F12 LA EMHERIRFIC
ESH, BB REYNIEBRRZCAND, HFAEZ
FrEEMNBLEE CKEL TS T,
BIRENB NG, BNELEHD, REREHNEHE
BET3, KBELGHKTHERULTHCVERS, HBW
&, FE@KICTBIEDISE | F242 LR FEERIRHIC
WESE, BYIEREMNIERRFZICAND, HFAEZ
OBEEMIIBLXE(CREL LD TE,
BIRELNBINE, RNELDHD, RHERENOREE
BHIT3, KAMELBOKTHIRLUTHSLERDS, HBL
(&, F@KICFRBEEDSE  FIR LR EMERARFIC
LESH, EYLREYNEREICANS, Far
DLEEMNBXHCEBELLNTD,
BIRENBONE, BNELEDHD, RERENEHE
BHT3, KAMLBOKTHIRLUTHCVERS, HBL
(& FEBKICTBHEDISZE | F1E LA E M RINHC
WESE, BYIBREMNIERFZICAND, HFAEZ
FrEEMNIEEE CKEL TN T,
BIREN BN, BNELHD, RHRENSEHEE
BHT3, KEMLBOKTHIRLUTHCLVERDS, HBL
(&, FERBKICRBHEDIGE , Fi2 U EHERINFIC
WESE, BYIEREMNIERFZICAND, HFAEZ
FrREEMNEBEE CKEL TN TR,
BIRENBINE, FNELHD, RHRENOEHEE
BENTS, KAMLGOKTHERULTHSLERS, HBL
(&, FERKICRBHEDIGE , F12 UL EHERINFIC
WESE, BYIBREYMNIERFZICAND, HFAEZ
FrREEMNELEE CKELTADTE,
ERENGONE, RNEILENS, FHRENCBRE
BETD, KAMBOKTHERLTHCVERS, HdL
(& FERKICTBUEDIZE | F1E Uz E M IRINFIC
ESH, BB REVNIEBRRZCAND, HFAEZ
DEBREWMEEECIKEL LR TE,
fERENBINE RmLEILENS., RHRENCRLHEE
BETD, KAMBOKTHERLTHBCVERS, HdL
(. FEEKICFRABEDIGE . Fo1E LB RIS
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6. WO E

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

RESE . BULERNNERRIANG, FAEE
HEEEWNEEECKEL DN T, |
BRIENE NG, RNELDHD. R RKENOEEE
BHTD, KEEGOKCHERLTACLIS, 53
(&, FEEKICRBHEDIZES . E21E LB RIRAIC
RESE BYLEENNERRICANS, FAED
HEREWIMEEE (KB NN T,
BRIENGINE, BNELEDD, WEXENSEES
BHT5, KEMRLKCRRLTACVED, 53
F, FEEKICRBEDSRE , 8248 LT PR
RESE BYLEENNERRICANS, FAED
FEEEMMIEEECKEL AN TS,
BRENGINE BNELEDD. RBHKENSEES
BHT5, KEEGLKCHRRLTHCLIRSE, 53
(4. FEEKICRBIEDIBE | 8248 LR E MR UNHIC
RESY, BULEENNERRICANG, FAED
BT EE(CRIEL TN T D,
BRIENEINE, RNELEDD. RERKENOERE
BHT5, KEEGLKCHRRLTHCLISE, 53
. KRB DB S | 3248 LR E MR ARHIC
RESY, BUAEENNERRICANG, FaED
HREWEEE KA TS T3,

1. RIEVWRURELDIEE

RACRBOLhOIEER
ZeWMFEEEE : Fragmentation Mix

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

B BEANREEEFERTICE(EIVaV8ESHR).,
BUIBEAREREFERII_E(TDaV8ESHR)
EmLTERLEL. R RESSURMACHEMLEE
OICT B, AXJOEZORAEETDH, FRALGLEES
FROBERFEE EH CHEONERITHADKER
BICAN. BELTRETS, FBNZECHE RN
FLERESENDE NS5, BRERTALTE
a1,
EREAREEEEATECE (2D VaVsESHR)
EmLTIEGLRL. R EZESSURMEICEMULEL
JICT 3, AJOEZEORAZETDH, FRALGLEE
BTOREXGEEEM CHENLRAFHORER
AN BFALCRETD, BRIETLEGNE
;%bel’ EIREEUNHZ N HD, BReHFIALTUL
ELYAAA)

EOGEAREEEEATEIE (DYaV8ESER),
ERLCEELREL, B, EEBLUREICEMUEIE
T3, AEPEBORAEEZ, HALENEE
FTEORB NG EEEM CIENERTFHDREE
SBICAN, BEALTREETS, BRNZECHERHTE
i?pﬁﬂﬁ’ﬁ%'lih\%é:tb\aééo BRREBHALTE
gl L),
BUBEANGREEZERATIE(EDIIV8ESH),
BYLBEANREERFERTIE(EYVYaV8ESE),
B TIEGOR0, B, KESLUREICEMLEE
5033, REPEBORAZETD, FALELEE
FTEORBXGEEEM CIENERTFHOREE
BICAN., BEALTEETZ, BRNZECHERHTE
fpﬁﬂﬁ’ﬁ EMNHEENHd, BREzBEFIALTE
gl LY,

BB EAREEEEATECE (B VaVsESHE),
EmMLTEEoLL, R RESIURMACHEMLEE
OICT B, AXOEZORAEETDH, FERALGLEE
BTOBRBXGEEZM CANLRAFHORESR
#ICAN. BEALTRETD, BN ETHEEENE
ﬁbﬁﬂﬁﬁi’lih\ﬁ)égtb\%éo RBTHMALTL
oiaLy
WUBEANREEZERATIE(EDIaV8ESH),
BUIGEANGREEZERATIE(EDYaV8ES ),
WUBEANREEZERATIE(EDIaV8ESH),
BUBEANREEZEHATIE(EDYaV8ESH),
WUBEANREEZERATIE(EDIaV8ESH),
HUGEANREEZERATIE(EDYaV8ES ),
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7. BIEVWRURE LDEFE
waEXK : Fragmentation Mix ZF%EG)HH&L\ RE . (FEFITOEFRCO RBHLY

SureSelect Ligation Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-H02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

g®rE
ReLBRESEH . Fragmentation Mix

SureSelect Ligation Master Mix

DRI, ERTFURE, Dx'kﬁo)ﬁlllgq:—’&jff'ﬁ’}:to
BRBRIBICABHICE R UERBERERERCCE,
RIEkICE DAV sDE A EICRI T S EMERLSE,
AMEDEHZL, RE AEXETIGHTO RBEHLY
B (L R 2L, 1’F¥%(iﬁkﬁ BMBDRICFEIEI_E,
BB RIS ICABHIICE R U RBLRERERCCE,
RIFRICED Va8 DRI EICBIT EMIFHRES R,
AMEDEEL, RE AEXETIGTO RESLY
EAE (L B 2L, 1’E¥%(i§kﬁ BUEDRIICFEILI_E,
BRBRIEICABHICE R KB RERERCCE,
RERICEDOavsNBEAIREICRIT 2:E01F ﬁﬁ%ﬁﬁm
AMEOmEL, RE . FRETIHH CO RBRELU
BUEdERE, fEXEQERE, REORICFERIL,
BB RIS ICABHICE R U REALRERERCCE,
FI#RICLY Y3V 8DRIEREICRI T DEMFHRLBR,
AMEOmKL, RE . FRETIHH CO RBELU
EUEIIEE, fEREERE, D::@@H'J(LEFE}%JCEO
BRERXIFICABHICE R U KRBLRERERCCE,
RIk(CED YavsDE A EICRI T 2B MERL SR,
FMHEOMRL RE . AERETISH CO KBHLY

BUESEE, (EXEEIRE, RIEQRICFERIE.
BRBRIFICABHICE R UERBERERERCCE,
I“J’I%(d:”)/3/80)1‘3‘4&?‘5E(;Iésjﬂ:é::ﬂﬂ'lﬁiﬁﬁ"*ﬁﬁ .
AMEOImEL, RE . FRETIHH CO RBRELY
BUEEER, fEXACLRE, BIEORICFERIL.
SRBERIEICABHENICTHER U -RBERERZHCCE,
RIHk(CED VavsDE A EICRI T 2B MEREL SR,
FMHEOMPL RE . AERETIGH CO KBHLY

DBIME. ERTFURE . RROFICFERI L,
ﬁkﬁl:i;ﬁ(;)\éﬁu(ﬁﬁ LERBERERERCCE,
BE#RICEDYaVsDEAEEEICE T HEMERLSHE,
ANEOIERL, RE AERE(T OGN CO KESLU
BUESEE, EXEIRE. RIEQRICFERIE.
SFEREICABRICE R U KRB REDERHCCE,
Iﬁlﬁlctb93)8@@1&#%@(:5?]_@:6ﬁﬂﬂ'l‘ﬁ#ﬁt%ﬁﬁo ,
AMBEOmKL, RE . FRETIEHH CO RBHLU
BUEdERE, fEXACLRE, BREORICFERIL.
ﬁkﬁl:iﬁ(v_]\éF!IJ(C?’?"ﬁ’:"bEiK#EH%E%E’EHR("Cto
RIkICED YavsDE A EICBI T 2B MERL SR,
AMEOmEL, RE . FRETIHH CO RBRELU
BUEdERE, fEXECEHRE, REORICFERIL,
BB RI(ICABRIICE R UERBLRERERCCE,
RI#RICED VAV 8RR EICEIT 2EMIFHES R,
FMHEOMRL RE . AERETISH CO KBHLY

BUEL R, (EXBEESRE. EEDHIICFZRICE,
BRBRIFICABHICE R UERBERERERCCE,

ﬁht”)/3/80)1‘5‘4&?‘5E(;Eﬁj’é::ﬂﬂ'lﬁiﬁ%*ﬁ'ﬁ .
ZF%EG)HS(#&L\ RE.EXETIGACO RBEHLU

SBIME. ERTFURE RROFICFERI L,
BRBRIFICABHICE R UERBERERERCCE,
RIHICED YV 8DFAREICRE T EMFERLSE,

ﬁiﬂ@iﬁiﬁ%ﬂ(:ﬁatﬁ: T35, TTOBEFRICAN, #2
SKORVEIRLES FE'CE%TEI:'E’E:&(‘L BEZIEY
E(JG’JDHMO’E*HE)bJUﬁkﬁ%b‘bﬁﬁbTﬁ%?’
%5, EHRERFC. AEEEEHHENULTRETS.
VWO ABATE RSB AZICEERL., RHERHCTEHE
ASEBTRETS. INNOBLARSRICERELUILLE
W, REEFELEHTZLHIEYILERREFRTS,
JEFA MM FHIOWTIZERIR W EL IS FE A DFICED V3
)10’&%&@0):&0

SR FJ?'CE%TEI:‘I:’E:&[‘[ Ep et
,é:(t’JJHﬂO’é*HE)biUﬁkﬁ%h\bﬁﬁb?ﬁ‘:'*’*?
%, FERABERET, B&IIEEHAHHNLTRETS.
L\ VBATE BB/ B AZICEERL., BHEHCEHE
FSETRETS. INVOBVWERICEELTEELE

18/35




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
RITH/KETIRDA 1 1 20244E2F29H 1EREH

: 7/6/2020 /N=23> :5

1. REVWRUVRELDIEE

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)

SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-H02

W, BEEFELEHITZEDIGEYILEREFATS,
FEFBEMFHIOWTIZEIR W ER IS ERADFICED V3
V10ZSBOCE,

W DERFNCRH-TRET D, i@@%ﬁ(;)&n f
JNDBRVEZIBELEAF CES BAEE T, ESELEY
B (EHYav10588) bLUSREBYMH L TRET
%, FHERFC.ARIEEDFHENLTRETS.
LW ARITERBIEASICEZERL. ,Fﬁ.'ﬂ’ériﬁ(fm
MJIBTRETS, 7/\M)m\a§%§u% LTidhnh
LY, iﬁfﬁiﬁ%’&ﬁ(#ét&)(:ﬁﬂ]ﬁ@%ﬁ’éﬁ)ﬂ?éo
JEFAEM FHIOWTIEEIR WL IS FE ROt V3
V1I0ESBOE,

W DEFRFNCRH->TRET D, i@a’&%&(:)\n,#ﬁ’a
J[NDBRVEIELEAF CES BAEET, BESELEY
E(t')yaylg‘i%ﬁﬁ)B;Uﬁkﬁ%h\b%ﬁbﬂ "é@“
%, FERERZET, BHRIBZEEANHENLTRE ‘9“5
L\ofcivﬁ-ﬁ(';‘tﬁ-%ﬁ(at)\ﬁllﬁ%?ﬁﬁbs;FEH:'.’EBH HE
ASEBTRETD, INOLBVWERBICRELTUILELE
W BREFLEHITILOIGEYILEREFATS,
JEFAEMFHIOWTIEEIRWEL IS ERDFICED V3
VI0ESHBOCE,

R D;EMENIHK-TIRE TS, TORERICAN, 2
—LOJEL\E‘ZissbthE'CE%TEI:‘cE:&;[t BEZIEY
B (EHYav10558) bLUSREBYMH oL TIRET
%, FRERFEC. AREEEHFHEMLTRETS.
LARRITERBEARICEZRL, ﬁﬂj’&ﬂﬁ CleHiE
ASEHTRETD, INVOLBVARICRELTIELE
LY, iﬁ%ﬁiﬁ%’éi&(%t&)(:i@ﬂ]Eﬁ%ﬁ%ﬁﬁ?éo
FEFBEMFHIOWTIZEIR W EL IS ERADFICED V3
V10ESBOCE,

ﬁiﬂ@ﬁ%iﬁ%ﬂ(:ﬁio'ﬁ%m‘ié FTTNERICAN, #2
TJNDBRVEIBELEAF CES BAEE T, ESELEY
B (tHvavi ofééﬁ,ﬂﬁ) BLUSEMHOBELTRET
%, FHERFC.ARIEEDFHEMLTRETS.
LAV ERBREAZICERBAL, RHEEHRCHE
MNIBTRETS, 7/\)I,0)73L\4§%§u% LTidhnh
AN I%tﬁiﬁ%’&iﬁwétm(:ﬁﬂlEﬁ%%’&ﬁﬁﬁéa
FEFAEM FHIOVWTIEEIR WL EE IS FE ROt V3
y1of&%5,ﬂ.€0):to

—LGJEL\E‘Zi;.:btm FHE%TEI :‘c‘z':&p; BA mﬂ:%
B(EDIav10a8B) bLURBYIN OBLTRET
%, FREMFC.AREEEDTHIMLTRETS.
Lo EAVRITERBIEARICEZREL. ﬁtlj’éﬂﬁ(fml‘a
MJEIBTRETS, 7/\»0)&L\4§%a(d%"éb‘€(;t7abf‘
W, BEFELEHIZEDIGEYILEREFATS,
FEFBEMFHIOWTIZEIR W ER I E ADFICED V3
V105 BOE,

W DERFNCRKH-TRET D, i@@%s(;)&n f
TJNDBRVEIBELEAF CES BAEE T, ESELEY
B (tDIav10&23R) bLUBBYH HBE L TR "éa‘
%, FHERFC.ARIEEHDFHEMLTRETS.
LARITERBIEASICEZERL. ,Fﬁ.'ﬂ’a‘rri}i TeHIE
ASBTRETS, INNOLBVWERBICRELTUILELE
W BRIEFLEHITBLOIEYILEREFEATS,
JEFAEM FHIOWTIEEIR W EE IS E ROt Y3
V10ESHEOCE,

WDERBICHOTRET S, TORRICAN,
R[NDBVEIELZAF CES BRI ESELEY
B (EHYav10258) bLUREBMN Bt LTIRE T
%, FHAEMNEC ZREEEAHHENLTRETS.
LOAVRITERBEARICEZRL., REEHCEHE
ISETRETS, 7/\)I/0)73L\§%§(J§'< LCldinh
LYo Iatﬁ,ﬁ%’éib‘%ﬁ‘:m(:ﬁﬂl7;@%%’&@%3‘5o
JERRBHEMEHIOWTIIEIR W FE(EFE R DRIICED V3
V1025 RO,

BMDERHCHOTRET D, TOARICAN,
JDRVEIELEAF CES BAEET, BESELEY
B (2Oav10e5R) SLURBYN O LTRET
%, EAERSC BEEEEANHENLTRET D,
LA RITERBREASICERERAL., BHEEHRCEHE
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1. REVWRUVRELDIEE

MSBTRETD., INNOBNEHRICRELTUILELE
LYo fﬁﬁiﬁ%’éiﬁ('f%t&)(lﬁﬂ]U@%ﬁ’éﬁﬁ?éo
JEFB MM FHIOWTIEER IR WEL IS FE A DFICED V3
VI0ESHBOCE,

ILM Reverse PCR Primer WDERFNCHKSTRET S, TTORRICAN,
SORVERELIARMCES B R T, B LY
E(‘E’J’/H)E’E%ﬁﬁ)BJUﬁkﬁ%h‘b%ﬁbTﬁ%T
%o ﬁﬁﬁlﬁﬁlli_@ﬁ%ﬁ(ilﬁl(ﬁ&)iﬁl_’lbfﬁﬁé‘?éo
LB BRI AZICEERL ., RHEHCEHE
MASEBETRETSE. ININOBWARICEELTIGLE
LYo iﬁiﬁiﬁ%"’éﬁ('fét&)(ﬁﬁﬂ]U@%ﬁ&ﬁﬁ?éo
JEFA MM FHIOWTIEER IR WL E IS FE A DFICED V3
V1025 B0,

ILM Post-Capture PCR Primer fﬁiﬁ@;ﬁfﬁ.fﬁ”kﬁﬁ??{%mié TDREBICAN. #2
SOBWVEZIELIZS FE_CIEETEJ'E’EJ&U;‘ BEEEZLEY
B (D /3/10’&*53)biUﬁkﬁ%h‘bﬁﬁbTﬁM‘T
%, FRERFEC AREEEAHHNUTRETS.
LA BERITERFEAZICESRRL. ﬁﬂ:’:’i’ﬂﬁ(f HE
MSBETRETD, SALORNEBIEEL TR
LYo Iﬁﬁiﬁ%’éﬁ”%t&)(:ﬁﬂ]U@%ﬁ’éﬁﬁﬁ?éo
JEFAEM FHIOVWTIEEIR WL EE IS FE RT3
V1025 B0,

Second Strand Oligo Mix EHDERTCH - TRE TS, TTOBRRICAN, #
SORVEIELIARCES B eR T, B LY
E(’G’?’JH)E’E%E@BJUﬁkﬁ%h‘bﬁﬁbTﬁM‘?
%, ﬁﬁﬁlﬁﬁlli_@\ﬁ%ﬁ(ilﬁl(ﬁ&)ﬁﬂ?btﬁ%?&
L\ VBATE BRI A ZICEERL., BHECEHE
TSEBTRETS., INVOBVWERICERELTEELE
LYo fﬁ%ﬁ%%’éﬁ('f%ﬁ&)(li@@]73—@%’&@_&]3’5o
FEFA MM FHIOWTIEERIR WL IS FE R DFICED V3
V1025 B0,

8. ICEILEEVRERE

BREBHRIREEON TG,

RER
PR FARER

FORER

iR, EEORER

RERUVEHORER

: 2SR ERERENIENIZERZENEREVEERIC+2LBLOEFERTS.

f‘l‘ﬁ'@&t(i(ﬂé@jhb'ﬁhggé‘ BB EEFSFREER/IT VAV ERIRTHE, VA
BIF, FRRETOTI LR TEAL, BUEMATD, fL—Z07 BLUFERLEOZED
toREERZE T 3L,

: 'J7\’7n$1ﬁ(._cto'cz‘§té‘ﬂét%(1 1t%§znn0)H¥0?&L\G)l}?‘}$, AGRSNIEEECEHE LI

EPRECAERROTRTRERTS, FRUERELIIFRLI Gl
B FROMBATICF RN FLRE AL COBERET b, BT
MRESE X ENE SN BRI RS N BA LLTRT SLEN DD o
DOMENSHSESNOBE ., FRORERBREEERCHETT 500 CEBLY,

s YADRHBIC L TR EESNBEZ R RIKDRE D SAL, HAHDVIERADREESTE

T, RRBRSNLCEECSIE LR ERFEEERT D, ?&ﬂﬂ@?““’lib"&é%ﬁ~EWW:J:
o'CJ:')|—:zk@ﬁ':uﬁiﬂa{rﬁéﬂ’(t\éiaA’EB%L\'C&@ﬁnE,Jé?ﬁﬁﬁL,B(ﬂ’LIBtKIB?ZIL\: i
EEMEREKLIT-D I,

: ERBOSRRERL, THEXORBBLUREETHUADICEINVTER LB INIEG S
3. SHICCORBEIBOFNCEMROERERZ BN EEOE.,

COE RN IR, "51’F%t%ﬂ(dﬂaﬁd’é')l’)k%’)%@ﬂ]7&%%3’34:0171973\0)3_
me R EREEEERL, EFROBRAIERTBINERBLE,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
RITH/KETIRDA 1 1 20244E2F29H 1EREH

:7/6/2020

N=3y

)

9. MEM R MMELEMMEE

FRCBIEESN CLB VRN, M EDAERBRIIAT REDRELENTHS.

S8
b/ BLiiky o1 . [Pragmentation Mix BAR
SureSelect Ligation Master Mix &K
Second Strand Enzyme Mix RIK
dA Tailing Master Mix AR
PCR Master Mix ;
First Strand Master Mix ;
Uracil DNA Glycosylase (UDG) &{&
SureSelect Oligo Adaptor Mix &K
SureSelect Primer RAK
8bp Indexes AO1-HO02 &K
ILM Reverse PCR Primer ;
ILM Post—-Capture PCR Primer &4
Second Strand Oligo Mix R7N
= . [Pragmentation Mix &R Lo

SureSelect Ligation Master Mix [ U,
Second Strand Enzyme Mix G U,
dA Tailing Master Mix &R Lo
PCR Master Mix BRI L,
First Strand Master Mix G L,
Uracil DNA Glycosylase (UDG) 5% U,
SureSelect Oligo Adaptor Mix 1B L,
SureSelect Primer B L,
8bp Indexes AO1-HO02 FERE Lo
ILM Reverse PCR Primer BRI L,
ILM Post—Capture PCR Primer {&$k% U,
Second Strand Oligo Mix 1FEH|E L,

=T : PFagmentation Mix AR,
SureSelect Ligation Master Mix ¥R L,
Second Strand Enzyme Mix &R U,
dA Tailing Master Mix BRI L,
PCR Master Mix BRI L,
First Strand Master Mix &L,
Uracil DNA Glycosylase (UDG) &L,
SureSelect Oligo Adaptor Mix &R L,
SureSelect Primer &L,
8bp Indexes AO1-HO02 &R Lo
ILM Reverse PCR Primer 1HEERIT Lo
ILM Post—-Capture PCR Primer (&% U,
Second Strand Oligo Mix THHRIE Lo

BOLEME . [Pragmentation Mix 1BERE Lo
SureSelect Ligation Master Mix [§¥r7% U,
Second Strand Enzyme Mix HHRE U,
dA Tailing Master Mix 1B Lo
PCR Master Mix &R Lo
First Strand Master Mix B L,
Uracil DNA Glycosylase (UDG) 1&%R%3 U,
SureSelect Oligo Adaptor Mix &% L,
SureSelect Primer BRI L,
8bp Indexes AO1-HO02 R Lo
ILM Reverse PCR Primer HEE Lo
ILM Post—Capture PCR Primer {&$k% U,
Second Strand Oligo Mix EHRG L,

pH : Pragmentation Mix 8.3

SureSelect Ligation Master Mix 7.5
Second Strand Enzyme Mix 8.3
dA Tailing Master Mix 15
PCR Master Mix 8.8
First Strand Master Mix 8.3
Uracil DNA Glycosylase (UDG) 1&%R%3 L,
SureSelect Oligo Adaptor Mix  1E¥% L,

SureSelect Primer 15
8bp Indexes A0O1-HO02 7
ILM Reverse PCR Primer 7
ILM Post—Capture PCR Primer 7
Second Strand Oligo Mix 7.5
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 /=23 :5
9. MM R MLEIEE
BhREEE R : Pragmentation Mix 0°C (32°F)
SureSelect Ligation Master Mix 157 U,
Second Strand Enzyme Mix IEERE L,
dA Tailing Master Mix &L,
PCR Master Mix FERE Lo
First Strand Master Mix 1HFERIZ Lo
Uracil DNA Glycosylase (UDG) &L,
SureSelect Oligo Adaptor Mix  0°C (32°F)
SureSelect Primer 0°C (32°F)
8bp Indexes AO1-H02 0°C (32°F)
ILM Reverse PCR Primer 0°C (32°F)
ILM Post—Capture PCR Primer 0°C (32°F)
Second Strand Oligo Mix 0°C (32°F)
SEAREBARUBSAER : Pfagmentation Mix 100°C (212F)
SureSelect Ligation Master Mix ¥R L,
Second Strand Enzyme Mix IEERE L,
dA Tailing Master Mix BRI Lo
PCR Master Mix 1B Lo
First Strand Master Mix 1HEERIT Lo
Uracil DNA Glycosylase (UDG) &% U,
SureSelect Oligo Adaptor Mix  100°C (212°F)
SureSelect Primer 100°C (212°F)
8bp Indexes A0O1-HO02 100°C (212°F)
ILM Reverse PCR Primer 100°C (212°F)
ILM Post—Capture PCR Primer 100°C (212°F)
Second Strand Oligo Mix 100°C (212°F)
13- : AR B =
tELHXIF—E [°C F Ak °c °F ik
BlreSelect Ligation
Master Mix
ey - - - 177 3506 |-
Second Strand
Enzyme Mix
DLV - - - 177 3506 |-
dA Tailing Master
Mix
gty - - - 177 3506 |-
PCR Master Mix
Hut)y - - - 177 3506 |-
First Strand Master
Mix
ey - - - 177 3506 |-
Uracil DNA
Glycosylase (UDG)
Hut)y - - - 177 3506 |-
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 202442 H29H 1EREH :7/6/2020 /=23 :5
9. %EE’]Z’ZU‘(E—FE’]EE
BRE I Fragmentation Mix BRI Lo
SureSelect Ligation Master Mix 5% U,
Second Strand Enzyme Mix IBEE L,
dA Tailing Master Mix AL,
PCR Master Mix FERE Lo
First Strand Master Mix 1EHG L,
Uracil DNA Glycosylase (UDG) &L,
SureSelect Oligo Adaptor Mix &L,
SureSelect Primer &L,
8bp Indexes AO1-HO02 BRI Lo
ILM Reverse PCR Primer R Lo
ILM Post—-Capture PCR Primer (&% U,
Second Strand Oligo Mix TEERE L,
EFERE . [Pragmentation Mix FERE Lo
SureSelect Ligation Master Mix &7 L,
Second Strand Enzyme Mix EHRE L,
dA Tailing Master Mix BRI Lo
PCR Master Mix BRI Lo
First Strand Master Mix 1HEERIT Lo
Uracil DNA Glycosylase (UDG) &% U,
SureSelect Oligo Adaptor Mix  [E#7% L,
SureSelect Primer 1HEERIT Lo
8bp Indexes A0O1-HO02 HHRGL,
ILM Reverse PCR Primer 1B Lo
ILM Post—-Capture PCR Primer (&% U,
Second Strand Oligo Mix B L,
At : [Pragmentation Mix ZaUiLy
SureSelect Ligation Master Mix 22 Uiz
Second Strand Enzyme Mix ZEHLEWL
dA Tailing Master Mix ZELEL
PCR Master Mix ZELEL
First Strand Master Mix ZaLiEw
Uracil DNA Glycosylase (UDG) 5% U730
SureSelect Oligo Adaptor Mix 5% LY
SureSelect Primer ZEH LWL
8bp Indexes A0O1-HO02 ZELEL
ILM Reverse PCR Primer ZEH L0
ILM Post—-Capture PCR Primer £ UHLY
Second Strand Oligo Mix Not applicable.
BRETHBARVIERERBR - : Pragmentation Mix HFHRGL,
A AR R SureSelect Ligation Master Mix &R L,
Second Strand Enzyme Mix L,
dA Tailing Master Mix L,
PCR Master Mix &R Lo
First Strand Master Mix R L,.
Uracil DNA Glycosylase (UDG) &% U,
SureSelect Oligo Adaptor Mix  [E¥r7% U,
SureSelect Primer R L,
8bp Indexes A01-HO02 AR,
ILM Reverse PCR Primer TR Lo
ILM Post—-Capture PCR Primer (&% U,
Second Strand Oligo Mix FERE L,
ARE 20COESRE 50°COESRIE
EEBX[E—H#%4%E |mmHg |kPa A& mm Hg (kPa A&
Vagmentation Mix
7K 17.5 2.3 - 92.258 |12.3 -
SureSelect Ligation
Master Mix
7K 17.5 2.3 - 92.258 |12.3 -
ey 0.000075 (0.00001 |- 0.0025 |0.00033 |-
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRDHE 1 1 20244E2 5 29H fEREE : 7/6/2020 J)N=23> 5
T

9. MEMW R MELEINEE
Second Strand
Enzyme Mix
K 17.5 23 - 92.258 [12.3
Hyteyy 0.000075(0.00001 |- 0.0025 |0.00033
dA Tailing Master
Mix
K 17.5 23 - 92.258 |12.3
Hyteyy 0.000075/0.00001 |- 0.0025 |0.00033
PCR Master Mix
7K 17.5 23 - 92.258 [12.3
Hyteyy 0.000075|0.00001 |- 0.0025 |0.00033
First Strand Master
Mix
7K 17.5 23 - 92.258 |[12.3
Hyteyy 0.000075(0.00001 |- 0.0025 |0.00033
Uracil DNA
Glycosylase (UDG)
K 175 23 - 92.258 |12.3
Hyteyy 0.000075/0.00001 |- 0.0025 |0.00033
SureSelect Oligo
Adaptor Mix
K 17.5 23 - 92258 [12.3
SureSelect Primer
7K 17.5 23 - 92.258 |[12.3
8bp Indexes A01-
HO02
7K 17.5 23 - 92.258 [12.3
ILM Reverse PCR
Primer
7K 17.5 23 - 92.258 [12.3
ILM Post—Capture
PCR Primer
7K 17.5 23 - 92.258 [12.3
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
9. MM R MLEIEE
Second Strand
Oligo Mix
7K 17.5 2.3 - 92.258 |12.3 -
R TARE : PFagmentation Mix "R,
SureSelect Ligation Master Mix 57 U,
Second Strand Enzyme Mix BRI L,
dA Tailing Master Mix HHR L,
PCR Master Mix FEE Lo
First Strand Master Mix &L,
Uracil DNA Glycosylase (UDG) 1&#7% UL,
SureSelect Oligo Adaptor Mix &% U,
SureSelect Primer 1HERIE Lo
8bp Indexes AO1-HO02 R Lo
ILM Reverse PCR Primer ;R L,
ILM Post—Capture PCR Primer [&%k7% U,
Second Strand Oligo Mix HHRGL,
AxE E : PFagmentation Mix "R,
SureSelect Ligation Master Mix [§¥r7% U,
Second Strand Enzyme Mix ;R L,
dA Tailing Master Mix B L,
PCR Master Mix &R Lo
First Strand Master Mix B Lo
Uracil DNA Glycosylase (UDG) &L,
SureSelect Oligo Adaptor Mix &% U,
SureSelect Primer AL,
8bp Indexes A0O1-H02 B L,
ILM Reverse PCR Primer FERE Lo
ILM Post—Capture PCR Primer {(&%k% U,
Second Strand Oligo Mix FERE L,
BRE AT AT R
Vagmentation Mix
7K ALk
SureSelect Ligation Master Mix
7K Bk
Second Strand Enzyme Mix
7K Attt
dA Tailing Master Mix
7K IS
PCR Master Mix
7K aliE
First Strand Master Mix
7K AlAE
Uracil DNA Glycosylase (UDG)
7K EEALk
SureSelect Oligo Adaptor Mix
7K B}k
SureSelect Primer
7K alAtE
8bp Indexes A01-HO2
7K GRS
[LM Reverse PCR Primer
7K A
[LM Post—Capture PCR Primer
7K ERALk
Second Strand Oligo Mix
7K AlAatE
n-ZDR )=/ Ko EFREK : PFagmentation Mix ZEHLEL

SureSelect Ligation Master Mix 3% L7z L)
Second Strand Enzyme Mix ZALEW

dA Tailing Master Mix BZELEL
PCR Master Mix ZELEL
First Strand Master Mix ZELEL

Uracil DNA Glycosylase (UDG) &% L7gLY
SureSelect Oligo Adaptor Mix 5% LIz

SureSelect Primer ZHLEL
8bp Indexes AO1-H02 ZALEL
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
b 225
9. MEHWRELEMEE
ILM Reverse PCR Primer FLaL
ILM Post-Capture PCR Primer %% L3\
Second Strand Oligo Mix ZELEW
BRAREANR AR —KH °c F Ak
BlreSelect Ligation Master Mix
Hywyy 370 698 -
Second Strand Enzyme Mix
DLV 370 698 -
dA Tailing Master Mix
Jut)y 370 698 -
PCR Master Mix
ey 370 698 -
First Strand Master Mix
DLV 370 698 -
Uracil DNA Glycosylase (UDG)
DLV 370 698 -
SRRE . Pragmentation Mix EEHR L,
SureSelect Ligation Master Mix TR L,
Second Strand Enzyme Mix &R Lo
dA Tailing Master Mix FEE Lo
PCR Master Mix 1HEERIT Lo
First Strand Master Mix &L,
Uracil DNA Glycosylase (UDG) 1&%R%3 L,
SureSelect Oligo Adaptor Mix &L,
SureSelect Primer BRI L,
8bp Indexes AO1-HO02 AR Lo
ILM Reverse PCR Primer 1HEERIT Lo
ILM Post—-Capture PCR Primer (&% U,
Second Strand Oligo Mix G U,
$hRE : Pragmentation Mix BRI L,
SureSelect Ligation Master Mix ¥,
Second Strand Enzyme Mix L,
dA Tailing Master Mix EERE Lo
PCR Master Mix BRI L,
First Strand Master Mix B,
Uracil DNA Glycosylase (UDG) 1&¥R%3 U,
SureSelect Oligo Adaptor Mix  [E¥r7% L,
SureSelect Primer BRI L,
8bp Indexes AO1-HO2 HERE Lo
ILM Reverse PCR Primer BRI L,
ILM Post—Capture PCR Primer [(&¥k7% U,
Second Strand Oligo Mix 1EERG U,
I FEYE
R fE : PFagmentation Mix 219
SureSelect Ligation Master Mix §?<é| Ligly
Second Strand Enzyme Mix ZHLEW
dA Tailing Master Mix ZHLEW
PCR Master Mix ZE LG
First Strand Master Mix ZaLiEn
Uracil DNA Glycosylase (UDG) %% UGN
SureSelect Oligo Adaptor Mix 5% % LzLY
SureSelect Primer ZaLiEn
8bp Indexes AO1-HO2 ZELI0
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 /=23 :5
JL A
9. MM R MLEIEE
ILM Reverse PCR Primer ZELEL
ILM Post-Capture PCR Primer 3% U7%3()
Second Strand Oligo Mix ZaLiEw

2OthDTF—5
BANEEREL

10. i‘ci'&m}}imﬁ

RistE Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

fEFMREME

: Fragmentation Mix
SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer
8bp Indexes A0O1-HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR Primer
Second Strand Oligo Mix

falx B ERIGATREE : Fragmentation Mix
SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix

SureSelect Primer

8bp Indexes A0O1-H02

izn“néﬁf (FEDAITICRLTIE,

e BRRRERT -3,

L_G)%n':'nif (FZDRACRALTIE,

A ARG BREEER T — 53 B,

‘@%:‘ﬁ'ﬁf (FZEDAACRALTIE,

BEEMEHERT —53BL,

owna asr (;t%wmz \(;F;aw;ts
. RIEHCET 37 A
. RIHECEIT 35 A
RIS BRI A
_o) :'f"iﬂi%@ﬁk NChas

TEET B AR 7 2510

OB B FFZOMAICEALTIE.

TEET B ABISRER 7 2510

_aﬁqnﬂ’ 32O CREALTIE.

7 B AR SR S — 127510,

_wiﬁir FZDR 5Bl T,

BEARRIEAERT — R33N,

IJ

uo)iznnétr FZDRAICBELTIE,

AIRET EIARERER T — A3 TIL,

CORBFFEOMSMCELTI.

Gl HJ‘,EPFE’]{(%%T EIEvA{AN

B8 RETHD.
BE IR ECHI.

B S IR ECHI.

G IR ECHI.

BE I RECHI.

WG RECHD.

S IR ECHI.

S I RECHI.

WS IR ECHD.

S IR ECHI.

BE I RECHI.

WS IR ECHD.

B S IR ECHI.
BEOTRBLURBRA T T,
AYRY
BEOTRSLURBRAT T,
A4RY
BEOTRDLUERRA T T,
Té:ﬁ’whmmﬁﬁﬁ BRTH,
&

Tét"émﬂﬂii%cwﬁﬁ% BRTH,
AYAN
BEOTRSLURBRA T T,
;%Lﬁ’@aﬁmvﬁﬁﬁ%{wua
EYAN
BEOBDLUEREHS T,
EYAN
BEOTRSLURBRA T T,
CA)
BEOGDLURREHN T,
&

RIGHEICEET S A
RIGHEICET 37 A
RISHEICEIT 57 A
RIGHICEET 37 A

RISHEICEIT 57 A
RISTHEICEIT 57 A
RIGHEICEET 37 A
RIGHEICEATSFIA
RIESTHEICEIT 55 A
RISTHEICEIT 5 A

AEBRIGFEIL
AELBRIGFEIL
BFELBRIGIEETS
BAELBRGREIS
AELBRIGFEIL
BELBRIGEETS
AEBRGIFEIL
BHELRIG>EIL
AELBRIGFEIL
BELRIG>EIL
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RATH/KETIRDA 1

1 20244E2 5 29H fEREE

:7/6/2020

/N=23> :5

10. ZEMR U RIGHE

BIINEFH

EfERmE

BREEGSBRERY

ILM Reverse PCR Primer
ILM Post—Capture PCR Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase (UDG)
SureSelect Oligo Adaptor Mix
SureSelect Primer

8bp Indexes A0O1-HO02

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer

Second Strand Oligo Mix

-

o

L
LYo

o O B

K

o

BT —RIEEEL,
BT —R(EEL,
BT —RILE,
BT RIS,
BT —R(LEL,
BHCT—RFHE,
BT —AIEL,
BT —R(EEL,
FHCT— B3,
FHCT—AITEL,
#g-f":j__“_g‘;éuﬂ\%l/\o
BT —AITEL,
FCT—REL,

BALHIE RIS BIEN BB
BALFIEE RIS T BIEN DB .
BALFIEE RIS T BIEN DB
BALFIE RIS BIEN BB
BALFIEE RIS T BIEN DB
BAL I RIS BIEN DB
BALFIEE RIS T BIEN DB
BALFIEE RIS BIEN DB
BALFIEE RIS BIEN DB
BALFIE RIS T BIEN DB
BALHIEE RIS BIEN DB
BALFIEE RIS T BIEN DB
BALFIEF RIS BIEN BB

BEORERUVERZHETTHE.

RSN,
nizLy,
SN

~
~

P o T T 3 T T o T 3 T T e 3 HF e Y
S
:3 5‘ :3 SHOFmS 5 5‘

SN,

@ R @R R @R R @R @R @R R b
S S S S S S S SE OE B
HEHE HHIEHEHEHEHE
cucucuy cucucucucucu

EREES
EREEEY

DR B U R T Tl

BERUBARHTTU,

S R T T
ke

RERURARAT T,
EX

BB R U A E T T,

nigLy,

1%5%’:0"@%%#?'@(&
® ﬁ%‘zlﬂﬁﬁﬁ%#?'@(i,
1%5\ RUEREHTTE.
1%7?[, UERAEHTTE.
RERVERAZHETTE.

7.
ﬁ': E &Uﬁﬁﬁ HTTE,
ﬁ': B &Uﬁﬁﬁ #HTTE.

BEOTBSIVERAEST TR, BEBRSIEHEL
BEOITRSIVERAFHT TR, HEEGRIGIFEIS
BEOTBSLIVERAEST TR HEBRSIIHES

o ob O Ob o opOb O o Ob O

FEEETEITTSEEE
IR 00 I AR 05 I TR 05 I R 5

fElRB D RRE R
fEBR13 57 AR AE B
fElRB D ARE R
fElRB AR E R
fERR3 57 AR AE B
fElRB AR E R
fElRB LRI
fERR13 57 AR AE BT
fElRB R E R
fEbRT R B
fEfRT3 53 R 4 B
fERR13 57 AR AE B
fERR357 ARAE R
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 1 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
= =E=

1. BEHRER

RIEEN

BHaE/ BRo0BW R it ] B5E (< TR

BlreSelect Ligation Master

Mix

ey LD50 #0 PAAN 12600 mg/kg -

Second Strand Enzyme Mix

g90vy LD50 #1010 9k 12600 mg/kg

BNV L LD50 #0 bk 2600 mg/kg -

R (FFIIFLY)=p—(1, |LD50 O Ivh 1800 mg/kg

1, 3, B=FTrIAFIVTFIV) D

IZI=I-FI

dA Tailing Master Mix

ity LD50 #&0 vk 12600 mg/kg -

PCR Master Mix

gue)y LD50 #&0 vk 12600 mg/kg -

First Strand Master Mix

PIADY LD50 #0 b 12600 mg/kg

N (FFIIFLY)=p—(1, |LD50 A Ivh 1800 mg/kg

1, 38, 3=TIIAFITFIL T

IZ)=I-7I

Uracil DNA Glycosylase

(UDG)

gry LD50 &0 vk 12600 mg/kg -

AEMOHT

e/ B0 W 0 (mg/ |BEE (mg/ |BRA (KH) |BRA (FES) |BRA U

kg) ke) (ppm) (mg/1) h/3AF)
(mg/1)

@reSelect Ligation Master Mix

DAV, 12600 N/A N/A N/A N/A

Second Strand Enzyme Mix

Second Strand Enzyme Mix 192592.6 N/A N/A N/A N/A

DAV, 12600 N/A N/A N/A N/A

BN L ~|2600 N/A N/A N/A N/A

R (AFVIFLY)=p—(1, 1, 3, B—TIIAFILTF 1800 N/A N/A N/A N/A

W I71ZIb=I—7)

dA Tailing Master Mix

Juteyy 12600 N/A N/A N/A N/A

PCR Master Mix

Juteyy 12600 N/A N/A N/A N/A

First Strand Master Mix

Jutyy . 12600 N/A N/A N/A N/A

RY(FAFVIFLY)=p—(1, 1, 8, B—FIFIAFILTF |1800 N/A N/A N/A N/A

W 71ZIb=I—7)

Uracil DNA Glycosylase (UDG)

g)eyy 12600 N/A N/A N/A N/A

RIEM/EEY
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 1 1 2024425298 1EREH 1 7/6/2020 /N=23> :5
1. EEHER
e/ BRA0BW BR B A7 (E<EEmFRE g
BlreSelect Ligation Master
Mix
g)eyy AR - BEOF|H A ES - 24 B5fE 500 |-
mg
KRE - BEEORE AES - 24 B5fE 500 |-
mg
Second Strand Enzyme Mix .
ey AR - BEOFH ¥ - 24 B5fE 500 |-
mg
K& - BEEORIH A ES - 24 B%RE 500 |-
m
AN L R - BEORIH o - 24 5P 500 |-
mg
N (AFIIFLY)=p— (1, |KRE - BEOFIHK JH¥ - 24 B%fE 500 |-
1, 3, 3=FTrIAFIVTFIV) D uL
I—)I=I-7)
dA Tailing Master Mix
DV AR - B EDFH L ES - 24 B%RE 500 |-
mg
K& - BEEORIE A ES - 24 B5fE 500 |-
mg
PCR Master Mix
Jut)y iR - BEORIE JH¥ - 24 BERE 500 |-
mg
K& - BEEORE A ES - 24 B5fE 500 |-
mg
First Strand Master Mix
Jut)y AR - E2EDF|H AET - 24 B 500 |-
mg
K& - EEORIH A ES - 24 B5fE 500 |-
mg
N (AFIIFLY)=p— (1, |KE - BEOFIH JH¥ - 24 B%f[E] 500 |-
1, 3, 3=FTrIAFIVTFIV) D uL
IZ)I=I-7)
Uracil DNA Glycosylase
(UDG) \
ey AR - BEDFH Lk - 24 B5R 500 |-
mg
RE - BEORIH L ES - 24 B 500 |-
mg
FEOR 38 B 4E /B2 B BAE
1B Lo
wEim/EN - BB,
St
R/ ERN : TEHREL,
EREEM
: EHREL,

i/ EH

e a5 1

oz pAEE
B L,
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 202442 H29H 1EREH :7/6/2020 /=23 :5
12. I_ E'/ #E
GReEM
B/ Ba0a¥H =R & (&< 28 R
BlreSelect Ligation Master
Mix
ey AtE LC50 54000 mg/1 EK £ %8 - Oncorhynchus mykiss 96 Bfs
Second Strand Enzyme Mix
g90vy 214% LC50 54000 mg/I EJK %8 - Oncorhynchus mykiss 96 B
=R (YN 2% EC509.24 g/L EJK FE%E - Desmodesmus subspicatus |72 B[]
2% EC50 1337000 pg/l E7K EE#8 - Navicula seminulum 96 B:fE
214 LC50 9.68 mg/I| EJK i;& %8 - Pseudosida ramosa — #7 |48 B
2% LC50 93000 pg/l EK SYVIEE - Daphnia magna 48 FEfE
. 21 LC50 509.65 mg/| EK %8 - Danio rerio 96 RFfE]
N (AFVIFLY)=p—(1, |24 LC50 5.85 mg/I EK 7% %8 — Ceriodaphnia rigaudi — ¥ |48 F[H]
1, 3, 3—TIFIAFILTFI) Iz 1]
ZI=1—-7)
2% LC50 11.2 mg/l BEJK 3YY0%F - Daphnia magna — 14 |48 B
=]
J
2% LC50 4500 pg/l EK %8 - Pimephales promelas 96 B:fE
2% NOEC 0.004 mg/I| EJK £ %8 - Gambusia holbrooki 28 H
dA Tailing Master Mix
gvy 2% LC50 54000 mg/I EJK # %8 - Oncorhynchus mykiss 96 B
PCR Master Mix
g9vy 2% LC50 54000 mg/I EJK £ %F - Oncorhynchus mykiss 96 RFfE
First Strand Master Mix
g9vy 2% LC50 54000 mg/I EJK %8 - Oncorhynchus mykiss 96 B
R (FFIIFLY)=p—(1, |21 LC505.85 mg/l EK EA 5% %8 — Ceriodaphnia rigaudi — 7 |48 B[]
1,38, 3—TFIAFILIFIV) Iz £1]
ZI=1—-T)
21 LC50 11.2 mg/l EJK IE $Y%E - Daphnia magna — #74 |48 Bfd
=
JL
214 LC50 4500 pg/l EK %8 - Pimephales promelas 96 HH
12145 NOEC 0.004 mg/| BEJK £ %8 - Gambusia holbrooki 28 H
Uracil DNA Glycosylase
(UDG)
gty 2% LC50 54000 mg/I EJK %8 - Oncorhynchus mykiss 96 B
mEtt-oEN
qHa/ Y04 FAk fhR BEE HEFER
%reSelect Ligation Master
Mix
DDV, 301D Ready WEFE=%-30H - -

Second Strand Enzyme Mix
g9ry

dA Tailing Master Mix
g)e)y

PCR Master Mix
J)e)y

Biodegradability —
Closed Bottle
Test

301D Ready
Biodegradability —
Closed Bottle
Test

301D Ready
Biodegradability —
Closed Bottle
Test

301D Ready
Biodegradability —
Closed Bottle

9 EFEEM%-30H

93 EF=E®%-30H

B EHE% -30 H
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
12. RIBEERH
Test
First Strand Master Mix
DDV 301D Ready NBEHE®%-30 B - -
Biodegradability —
Closed Bottle
Test
Uracil DNA Glycosylase
(UDG)
JuEIy 301D Ready NWEFE=®W-30H - -
Biodegradability —
Closed Bottle
Test
HR / RA0EH KeEBICH3 % R KHR E5MRIE
Becond Strand Enzyme Mix
AL NS Ly 55
KAFVIFLY) =p—(1, |- 55
1,8, 3=TFIAFITFI) Iz
ZI=1—-7)
First Strand Master Mix
R (AFVIFLY) =p—(1, |- - 55
1, 8, 3=TFIAFITFIV) Iz
ZI=1—T)
EHEREN
B/ REOA LogPow BCF A REtE
BlreSelect Ligation Master
Mix
ey -1.76 - &
Second Strand Enzyme Mix
ey -1.76 K
BN L -0.46 - ]
N (AFIIFLY)=p—(1, |4.86 =
1, 3, 3—TrIAFITFIV)I1
ZW=1—-7I
dA Tailing Master Mix
g)e)y -1.76 - &
PCR Master Mix
J)e)y -1.76 - &
First Strand Master Mix
DY, ~1.76 &
R FFVIFLY)=p—(1, |486 =
1, 3, 3—FTrIAFILTFIV) 71
ZIb=1I—-T)
Uracil DNA Glycosylase
(UDG)
Jueyy -1.76 - &
TR OESE : FEEL,
JOBANOEE : BELBW

. BEARBAERPEKRASEEIIMONTOEL.
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134
1 202442 H29H 1ERER

RATH/KETIRDA 1

:7/6/2020

/N=23> :5

13. BELDIEE

BREFE

. BREYOREITEITIN. HIVNIFRBRIVLGTILEN DD, CORG, RADFK

BLUBLOBEIEMONS L, BB SRS URZYINE BT 5 AROENIE
RBE, PLUBMEOEDS ERBE DB INEESLL, REFLEHA DL TEL
VLS IR EE RS CRELCET S, ERLBOECESIE
AILR RN, EEWE RAIEC T RBICRLCABAELY, FELDEMSEEAMUE
FNERLHED, ARG BHI T, BRANRAAAIBECOs BT RETHE, ©
OHEBIUTOB BER LB CRELBINEB LB, AREEEASIN TG
TR EMORORICE B LA INEELEL, ZoRErhSCH S EEL TS
BUEN5S. Rl LENHPRAKOIA, SEULE. K, K FokCEEOEAEE

14. X LDEE

UN / IMDG / IATA

EREOHOERNGF : FEREOERATOEE: EXHOREVERR[ICANTEZE TS, A& ZOHMEENE
Hb/ﬁmwwwﬁklﬁﬁIﬂﬁéFLITL‘%&.&%&E; g- o
IMOI# 32 (C L BIT DTEH E Mk : TEHRE L,
15. WHES
hFIU- MmEA/1EE ERMER S | TEEERE EEHE
BlreSelect
Ligation
Master Mix
FEOERERY (LT . E=FHEE OKEH) 1 NS R 4000 L
LT : EOAHE I K&K EREE 6000 L
Second
Strand
Enzyme Mix
FEOERKRY UTZSOYE: F=HH%E OKEH) 1 KRR ZE 4000 L
dA Tailing
Master Mix
FEMERERY (LT =AM OKBMY) 1 NR R 4000 L
LIF . BUAHE i KR EREE 6000 L
PCR Master
Mix
FEMERERY |[UTZ2E80YE: E=RME OKEH 1 KRB 4000 L
First Strand
Master Mix
FMERIRY |LTEE0YE: E=HRHE OKkiaH 1 KR ERZE 4000 L
Uracil DNA
Glycosylase
(UDG) )
FEMERKRY |LLTE2E0YE: E=HRHE ks i NREREE 4000 L
JHEEEIREEME . JEEZH
P ey
LR
Y EEHEREE
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 11 1 20244E2 5298 1EREH :7/6/2020 N=23> :5
» : A

15. WRESR

b4 XIF—k4 Kk EBEE

PCR Master Mix i

[a—(PILFI(C16~18)) —w—ERAFIR)(AFIIAY—1, 2—I4 |BEFHEILEYE 250

IR a—PITZI(C16~18)) —w—EFAF IR (AFITIV—1,

2—3IJ4)V)] BHFEHLF=H1, 000KFBEDEDICRES, )

SureSelect Primer )

IFLYITIVMEREE EasiibEYE 36

8bp Indeg(es AO01-HO02 )

IFLYIPIVMERES ERFTMmILEME 36

ILM Reverse PCR Primer )

IFLYITIVMEREE EhFEMmILEME 36

ILM Pos’E—Capture PCR Primer )

IFLYITPIVMEES B EYE 36

Second §trand Oligo Mix )

IFLYITIVMEREE &L ML EYE 36

= =4 ik - 202344 B Hi

JEEZ L

BX : BRAUARY M-t BEBERUHRATREEDE) . RETE,

BARAYARY M)—(ISHL): RFEE,

XE . REETE,
16. ZDHDIEHR
EBE

F1TH/RETRO B+ : 2024/02/29

BIYERLE : 2021/02/22

N=I3y : 5
BREEDAR R : ATE= AEH#EE

BCF = £¥EMERE

GHS = (LMD EH LUK RICETIHAFFM VAT L

IATA = ERME#E RS
IBC = hELEMRE RS
IMDG = EFiE LERY

LogPow = 9% ) — )L/ KD 5 BL R 5 % #1
MARPOL = &5 1L 549, 1973 F DMMICLSFROMIEOTZHOEREEHIICEET S
1978FE DETEE ., ("Marpol” = B35 )

N/A = F—=8%101
UN= E[fES
PEETIEHICHERTRFIE

S8

A3k

%reSelect Ligation Master Mix
ERRIE M - X428

Seco~nd Strand Enzyme Mix
ERFIB S - X52B

dA T?iling Master Mix
ERFIB S - X52B

First Strand Master Mix

BHAE

BHAE

BHAE
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

RITH/KETIRD A 1 1 2024425298 1EREH 1 7/6/2020 /N=23> :5
16. ZDthD1EHR

ERRIE M - X428 HHAZE

Uracil DNA Glycosylase (UDG)

ERRIE S - X428 HHAZE

3] : FHEL.
V BIN—Javh b EESNIRBEREHTS.
IEEE

FERAEADZEE: COT—5—Y— MIMERRICHITRRHBFRICEIVTEMSINTET, LhLBHLEEEHESN TSN ERH
HIRBTHD, ZOEHEMEHZ MITLECELTVDEERAZBTEOTRHIFEN,

SEROEEIE * : *8bp Indexes A0O1-HO02: 5190-7912, 5190-7913, 5190-7914, 5190-7915, 5190-79186,
5190-7917, 5190-7918, 5190-7919, 5190-7920, 5190-7921, 5190-7922, 5190-7923,
5190-7924, 5190-7925, 5190-7926, 5190-7927
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