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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

ZAERR U S

.....
)

Agilent Technologies

BIERr AR R ARV ARIR

GHS product identifier
GHSH. 2 7 IR

S (kEmEHRIED
Ha4s

HENRE/ &R

R 2K WS CRREZER )

: SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

: SureSelect RNA CEHI&RF &, ILM (PCR §f), $55500-0134

5500-0134

: F?agmentation Mix

SureSelect Ligation Master Mix
Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase (UDG)
SureSelect 0ligo Adaptor Mix
SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR Primer
Second Strand Oligo Mix

o T

F190-6366 Fragmentation Mix

5190-3802  SureSelect Ligation
Master Mix

5190-7762  Second Strand Enzyme Mix

5190-6369 dA Tailing Master Mix

5190-6371  PCR Master Mix

5190-6367 First Strand Master Mix

5190-6372 Uracil DNA Glycosylase
(UDG)

5190-6370  SureSelect 0ligo Adaptor
Mix

5190-4933  SureSelect Primer

various# 8bp Indexes AO1 - HO2

5190-6373  ILM Reverse PCR Primer

5190-6374  ILM Post—-Capture PCR
Primer

5190-7763  Second Strand Oligo Mix

ZHERHER S (L) HIRAH
RE R AhENFE BT SRR X
HAGER412'5 (HE%H:200131)

HiESiE:  800-820-3278
fEH 5H: 0086 (21) 5048 2818

: 0532-83889090 (24 /)

5190-6366
5190-3802
5190-7762
5190-6369
5190-6371
5190-6367
5190-6372
5190-6370
5190-4933
B PR
5190-6373
5190-6374
5190-7763

0.33 ml (16 [M)
.08 ml (16 JJ%)

4 ml (16 M)
35 ml (16 JZ)
88 ml (16 M)
14 ml (16 &)
.02 ml (16 J¢3)

(=}

coooo

0.09 ml (16 JzJ3)
0.066 ml (=ZF})

0.018 ml (16 J2/)
0.018 ml (16 f2/)

0.08 ml (16 [v)

(16 M)
16 x 0.015 ml (2 )

VER * - *8bp Indexes A0l - H02: 5190-7912, 5190-7913, 5190-7914, 5190-7915, 5190-7916,
5190-7917, 5190-7918, 5190-7919, 5190-7920, 5190-7921, 5190-7922, 5190-7923,
5190-7924, 5190-7925, 5190-7926, 5190-7927
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F2E o Lk Emd

YR BB SV BRIE GB13690-2009 1 GB30000-2013

BARREL
YFIRES : PFagmentation Mix YN
SureSelect Ligation Master Mix &%,
Second Strand Enzyme Mix WAk,
dA Tailing Master Mix WAk
PCR Master Mix LR
First Strand Master Mix WAk .
Uracil DNA Glycosylase (UDG) WAk .
SureSelect 0Oligo Adaptor Mix WAk,
SureSelect Primer WA
8bp Indexes AO1 - HO2 AR
ILM Reverse PCR Primer YN
ILM Post-Capture PCR Primer WAk .
Second Strand 0ligo Mix MIRUNS
Be : Pragmentation Mix THE .
SureSelect Ligation Master Mix &%}
Second Strand Enzyme Mix 7Rk,
dA Tailing Master Mix &R
PCR Master Mix Tk
First Strand Master Mix TEE
Uracil DNA Glycosylase (UDG) TER
SureSelect 0ligo Adaptor Mix T
SureSelect Primer TEEL,
8bp Indexes AO1 - HO2 TER
ILM Reverse PCR Primer TEE
ILM Post-Capture PCR Primer TER
Second Strand Oligo Mix TER
SBR : Pfagmentation Mix Tk
SureSelect Ligation Master Mix &%}
Second Strand Enzyme Mix TR
dA Tailing Master Mix TER
PCR Master Mix THEHEL
First Strand Master Mix THE
Uracil DNA Glycosylase (UDG) TER
SureSelect 0ligo Adaptor Mix THEL.
SureSelect Primer THE
8bp Indexes AO1 - HO2 7Rk,
ILM Reverse PCR Primer TEHR .
ILM Post-Capture PCR Primer T,
Second Strand Oligo Mix TR
Fragmentation Mix VR BRI DA E B E fa R
SureSelect Ligation Master Mix H316 — &AM il
H320 — i R
Second Strand Enzyme Mix H316 — & R 1R B o
H320 — 3 AR 3
dA Tailing Master Mix H316 — 355 R0 R
H320 — 3 RSCHR 3
PCR Master Mix BT W 1 C A E F B G R
First Strand Master Mix H316 — i R TRE R
H320 — & AR )3
Uracil DNA Glycosylase (UDG) H316 — i BT R
H320 — & RSCHRE AL
SureSelect Oligo Adaptor Mix VEE R DA E B AR
SureSelect Primer WA B LR H Bi0™ E fa R .
8bp Indexes AO1 - HO2 WA W SR H EO™ L AE K
ILM Reverse PCR Primer B B EL R H B0 & a kG .
ILM Post—-Capture PCR Primer BE VR R Bl ™ E G .
Second Strand 0ligo Mix A B EAE B E R
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

B2 fuletEMR

Pragmentation Mix ANEH .
SureSelect Ligation Master Mix WA ZMHIE: SKEZEABEZ. WAy e AR SRESEL A
2o
Second Strand Enzyme Mix WA . SRIEZE2E . W iRgeE:  SREZE A
Z.
dA Tailing Master Mix WRAE R SREZEAFZ. AR SREE A
L.
PCR Master Mix ANiEH
First Strand Master Mix WRAERFERE: KREZELHZ.  WUcREE:  SREZEAH
Lo
Uracil DNA Glycosylase (UDG) WORA Rl SREEZE2mE. Wi iRgs:  SREZEAH
L.
SureSelect 0ligo Adaptor Mix NiEH.
SureSelect Primer AiEH
8bp Indexes AOI - HO2 ANiEH
ILM Reverse PCR Primer AiEH
ILM Post—Capture PCR Primer ANEH
Second Strand Oligo Mix AiEH
BFRABEFAPER, BSRE 12 ¥,
GHS 15 B I
BlreSelect Ligation Master Mix
H316 BRI b/ R — KA 3
H320 PEEE IR /IR - 2K 2B
Second Strand Enzyme Mix
H316 B SR vt/ - Ko 3
H320 P AR A /AR - S 2B
dA Tailing Master Mix
H316 BRI b/ — KA 3
H320 PR R /IR - 2800 2B
First Strand Master Mix
H316 R FEE o/ - Ko 3
H320 PEEE AR /AR - 200 2B
Uracil DNA Glycosylase (UDG)
H316 B SR v/ - 2R 3
H320 PR AR A /AR - 20 2B
REER
BN A] : PFragmentation Mix TAE 51 .
SureSelect Ligation ik
Master Mix
Second Strand Enzyme Mix 24
dA Tailing Master Mix et
PCR Master Mix A& 5.
First Strand Master Mix ok
Uracil DNA Glycosylase ot
(UDG)
SureSelect 0ligo Adaptor JBfE%5id.
Mix
SureSelect Primer p R ERERGR
8bp Indexes AO1 - HO2 A5 53,
ILM Reverse PCR Primer TofE 5.
ILM Post-Capture PCR TeAZ 514,
Primer
Second Strand Oligo Mix Tz 5.
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

B2 fuletEMR

fa B itk 15 B :

Pfragmentation Mix
SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

B W SR BO™ G

H316 — i R A 57 R 3 8%
1320 — % A HR H9 .
H316 — 3% RRER AR R R 338
H320 — % A HR H9 .
H316 — 355 R s R
H320 - & R HR 3

B R ) B A B5™ G
H316 — i R Aok B )i
H320 - & HR 3

H316 — i A 10 R 3

H320 — & Bl HR ) .
VE B A B ™ E AR

B WL SR B0 G R
B W SR B0 B AER
BOA WL A A B H G .
B WL S AR A B0 HAE K.

B W S AR R B0 E G

B ¥ e B
SRR : Pfagmentation Mix ANEH .
SureSelect Ligation P264 — Rk HIERIEVE -
Master Mix
Second Strand Enzyme Mix P264 — 1EMV/GHEE M-
dA Tailing Master Mix P264 — 1R JEMIRIE D
PCR Master Mix ANiEH
First Strand Master Mix P264 - VRNV MR 1R
Uracil DNA Glycosylase P264 — BNV GG B .
(UDG)
SureSelect 0ligo Adaptor ANi&EH.
Mix
SureSelect Primer AEH
8bp Indexes A01 - HO2 ANiEH .
ILM Reverse PCR Primer ANiEH
ILM Post—Capture PCR AEH
Primer
Second Strand Oligo Mix AEH
e S : Pfagmentation Mix AR
SureSelect Ligation P332 + P313 — WRkA IRAIEL:  REZEAHE.
Master Mix
P305 + P351 + P338 — Wit NMRME:  FZK/NOPRE
JUr e ESEIEIRE I AT 7 (EHb L, B BRI IR
Bio kREEMTL.
P337 + P313 — WP HEARMIM: SREZEAHZ.
Second Strand Enzyme Mix P332 + P313 - tnkA LRI . REZELHMEZ.
P305 + P351 + P338 — WIE NHREE:  FH/K/NOPRE
JUrsP. W AR B nT 7 G, B BRIR R
o HRSTL.
P337 + P313 - WHBEIRHEL: SREEAGHZ.
dA Tailing Master Mix P332 + P313 - WK REEAHRKE.
P305 + P351 + P338 — Wik NERME:  FH/K/NCpidk
JUorehe  GnsRFE ARG ml 7 (B, HUH R AR
Bo dkglit.
P337 + P313 - Wi{RseiRAg: SREZEAHE.
PCR Master Mix ANiEH
First Strand Master Mix P332 + P313 - WikA & piilig. REZE LS.
P305 + P351 + P338 — i NARAE:  FHZK/NOiPik
JUoret . BRI IR B mT A, B FRIRHR
o RSEML.
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

B2 fuletEMR

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

P337 + P313 - Wi filiE: REZELHZ.
P332 + P313 — WIRAERBRE: SREEARE.

P305 + P351 + P338 — Ui#k NHRMG: FK/NOEEE
JLoreh. BRI BT ]y (s A, B B IE AR
B, dREEE.

P337 + P313 — Wy ERAN: SREZEAHE.
A&EH .

SureSelect Primer ANiEH .
8bp Indexes A0l - HO2 ANEH .
ILM Reverse PCR Primer NiEH .
ILM Post—Capture PCR ANEH
Primer
Second Strand Oligo Mix AiEH

TR : PFagmentation Mix AiEH .
SureSelect Ligation ANEH
Master Mix
Second Strand Enzyme Mix A&
dA Tailing Master Mix AEH
PCR Master Mix AEH
First Strand Master Mix AiEH .
Uracil DNA Glycosylase AEH
(UDG)
SureSelect Oligo Adaptor A&
Mix
SureSelect Primer NEH.
8bp Indexes AO1 - HO2 ANEH .
ILM Reverse PCR Primer ANEH
ILM Post—Capture PCR AiEH
Primer
Second Strand Oligo Mix AiEH

EHRLE : PFfagmentation Mix ANEH .
SureSelect Ligation AEH
Master Mix
Second Strand Enzyme Mix A&
dA Tailing Master Mix AEH
PCR Master Mix ANEH
First Strand Master Mix ANEH .
Uracil DNA Glycosylase AEH
(UDG)
SureSelect 0ligo Adaptor A&
Mix
SureSelect Primer AIEH
8bp Indexes AO1 - HO2 A&
ILM Reverse PCR Primer ANEH .
ILM Post—Capture PCR NEH.
Primer
Second Strand 0ligo Mix ANEH

YA 2 R : PFagmentation Mix VA B 1) C AR 8™ SR
SureSelect Ligation VeE B ) e B ™ E AR
Master Mix
Second Strand Enzyme Mix & &M E501EH 8™ E K .
dA Tailing Master Mix Ve B e A e E AR
PCR Master Mix VA B 1 E AN E H B0 S G
First Strand Master Mix BEA B 1) 2R E H B0™ S
Uracil DNA Glycosylase BAHEREMEHB™EBRK.
(UDG)
SureSelect 0ligo Adaptor &G ER SH/EHEU™EGR
Mix
SureSelect Primer WA B 1 CANE H B™ S
RATHH/ AT HA :29/02/2024  _LIREATHA : 22/02/2021 JEA 05 5/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

B2 fuletEMR

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

B WL SR B0 B AER
B WY R ™ G
B W I SR BO™ E G

B W SR ™ A

R EGE : PFagmentation Mix WA BRI 2 R EO™ E E R
SureSelect Ligation I8 SR TR R I8 S HR
Master Mix
Second Strand Enzyme Mix &ERERWOLIRRN. i RER I .
dA Tailing Master Mix AR IR . i R R
PCR Master Mix WA BRI 04 FH EO™ H AR
First Strand Master Mix RSO B, b IR
Uracil DNA Glycosylase ERERE . b R
(UDG)

SureSelect 0ligo Adaptor  ¥&7 WA O N4E Bl ™ 5 G o
Mix
SureSelect Primer BEE R CAE B E K.
8bp Indexes AO1 - HO2 B B E AR B0 & fa kG .
ILM Reverse PCR Primer WA A R B S AR B ™ B R .
ILM Post—Capture PCR WA B 1 S AR F ™ E AR .
Primer
Second Strand Oligo Mix VA B R ) E e FHB™ B fE .
AR F 2k Pfragmentation Mix WA BARER .
SureSelect Ligation AFPRER AT GEELFE U0 N AE 0
Master Mix
I BRI
e
Fe R 4L
Second Strand Enzyme Mix  ANFPREIRTTEEALFE LD T IEM:
PR B
TRIE|
Fe R AT
dA Tailing Master Mix ASFPREAR o] B A48 W1 R 1L -
P BRI
TR
BRIy EAN
PCR Master Mix WA FAREAR
First Strand Master Mix  AFERATBEEFEI R
P78 BV
M TRIE|
Fe R 4T
Uracil DNA Glycosylase AFPER AT ge B FE W N B O
(UDG)
78 B
FE
Fe R 4L
SureSelect Oligo Adaptor ¥ EAREHE.
Mix
SureSelect Primer BH B
8bp Indexes AO1 - HO2 WA EARERE
ILM Reverse PCR Primer BH BB
ILM Post—Capture PCR WA FARER
Primer
Second Strand Oligo Mix WH BAREHE .
RATHB/ AT HAT :29/02/2024  _ERRITHE : 22/02/2021 JRE 6/418




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

B2 fuletEMR

SN Pragmentation Mix WA FARER .
SureSelect Ligation B B
Master Mix
Second Strand Enzyme Mix &8 EAEHE.
dA Tailing Master Mix WA RAREE .
PCR Master Mix WA FARER .
First Strand Master Mix B BAREEE .
Uracil DNA Glycosylase WA BAREEE .
(UDG)

SureSelect Oligo Adaptor ¥&A HAKEHE.
Mix

SureSelect Primer WA BAREE .
8bp Indexes AO1 - HO2 B BAREE
ILM Reverse PCR Primer B B
ILM Post-Capture PCR BH BAREEE .
Primer

Second Strand Oligo Mix WA BAREIR .

4R g : PFagmentation Mix WA B AAREE
SureSelect Ligation AFFEIR AT eI F 1B
Master Mix

b
Fe R 4L
Second Strand Enzyme Mix  ANFEEIRE] e EFEW T
T
Felfl R 4T
dA Tailing Master Mix ANFIFEAR AT BE AL HE a0 RS
I
Flfl R 4T
PCR Master Mix B BAREAE
First Strand Master Mix AFPEER AT e B FE U N AE I
Gailb e
FulL A AL
Uracil DNA Glycosylase AFIFEIR AT BEEFE W FE ML
(UDG)
K
BN 3AN
SureSelect Oligo Adaptor ¥ A B AR%HE.
Mix
SureSelect Primer WA HAREIR .
8bp Indexes A0l - HO2 WA B .
ILM Reverse PCR Primer WA R AAREE
ILM Post—Capture PCR WA BAAREE
Primer
Second Strand Oligo Mix WA HAREIR .

B'BA : PFagmentation Mix WA BARER .
SureSelect Ligation WE BAEE.
Master Mix
Second Strand Enzyme Mix %A BAREIE.
dA Tailing Master Mix WA RS .
PCR Master Mix B HAREE
First Strand Master Mix WA BAREER .
Uracil DNA Glycosylase WA BAREEE .
(UDG)

SureSelect Oligo Adaptor &8 EAAR%HE.
Mix

SureSelect Primer WA BAREE .
8bp Indexes AO1 - HO2 WA BAREE
ILM Reverse PCR Primer WA B .
TLM Post—Capture PCR WA BAREHE .
Primer

Second Strand Oligo Mix  ¥&/H BA¥E.
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

%Zﬁ%\ f& BATEEJI%QE

VR I B B 30 T F k.
KHEE
VESZE 1 B ) 3 N TERL.
VETE R ZE IR R B TF
WIEBE : Pfagmentation Mix WA BB B C AR F BO™ L AE R .
SureSelect Ligation VE BB ) B Bl ™ AR
Master Mix
Second Strand Enzyme Mix &G BN SH/EHEU™EGR
dA Tailing Master Mix WA B 1 E AN AE H 3™ S
PCR Master Mix WA B B E AR F ™ B AR .
First Strand Master Mix VEE R CAE B Efa K.
Uracil DNA Glycosylase A W C 04 Bl ™ B G R .
(UDG)
SureSelect 0ligo Adaptor &G HHER S 4/EHEU™EGR
Mix
SureSelect Primer WA ER EAEHBE B
8bp Indexes AOI - HO2 WA A 1 S AR F ™ B A .
ILM Reverse PCR Primer A WHER S AEH S EGR.
ILM Post—Capture PCR WA B B E R0 AE F BO™ R
Primer
Second Strand Oligo Mix V& BE M CAEH ™ E G .
HihfmE : Pfagmentation Mix BHCHER
SureSelect Ligation A EHER,
Master Mix
Second Strand Enzyme Mix B CHEEL.
dA Tailing Master Mix BHEHER,
PCR Master Mix WA CHME R,
First Strand Master Mix BECHER.
Uracil DNA Glycosylase BH EHER
(UDG)
SureSelect Oligo Adaptor A CHIEE.
Mix
SureSelect Primer BEEHER.
8bp Indexes AO1 - HO2 KECLHER.
ILM Reverse PCR Primer WADHER.
ILM Post-Capture PCR WA CHER.
Primer
Second Strand Oligo Mix %A CHER.
BIFT BGr/ Qﬂﬁlﬂnu
YR/ BEW : Fragmentation Mix wBEY)
SureSelect Ligation REWY)
Master Mix
Second Strand Enzyme Mix JB&W
dA Tailing Master Mix BEY)
PCR Master Mix REY
First Strand Master Mix  J&&Y
Uracil DNA Glycosylase REY)
(UDG)
SureSelect Oligo Adaptor JR&W
Mix
SureSelect Primer REW)
8bp Indexes AO1 - HO2 BEY)
ILM Reverse PCR Primer BEY
ILM Post—Capture PCR BEY)
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FIED Mgy / ARAE R

Primer

Second Strand Oligo Mix BEY
CAS =i BniRS
Hor 2 % CAS S5
BlreSelect Ligation Master Mix
H i =25 - <50 56-81-5
Second Strand Enzyme Mix
Hih =10 - <25 56-81-5
iR <3 T447-40-7
5 ¢ B S B OR BTk <0. 025 9002-93-1
dA Tailing Master Mix
Hi =10 - <25 56-81-5
PCR Master Mix
H i <10 56-81-5
First Strand Master Mix
Hi =10 - <25 56-81-5
R o FOR Lk <0. 025 9002-93-1
Uracil DNA Glycosylase (UDG)
Hi =50 - <75 56-81-5
AN M E M, EFMEARNREY, BEHEN BRI REENRS FEELRETRS .
BOLRFERE, WMRFERIE FIESE 8 Fi.
Yaras
AT SRIEHE
AR B 22k : Fragmentation Mix SCENF R EAKPRIRES, FEARRE E TIRIE. &
BT RS . W, EBEIRIT .
SureSelect Ligation SERUFH R EAK M PRIREE, FRARTIE R B RIRE . A&
Master Mix BT R R .  EapkE D040,
FIRrS:, .
Second Strand Enzyme Mix  SEEIFI KEI/KMRIREE, FAREERE EFIRKE. K&
BT RS, EaEpk 2= +4r40.
RS, whEs.
dA Tailing Master Mix SERUFH R BRI EIRG, ARG IR, i
FIEUHEAF TR 5. FELmk e +a40.
B EE, .
PCR Master Mix SEEPH R R AKITEIRE, AR ETRIRE . R
AT R EIR S . AR, EiEiRTT.
First Strand Master Mix LRI R E KRR IS, JPANRHEE L FIRG.  BfE
AR BRRS . EmkEb+0%8. W
FRES:, whiks.
Uracil DNA Glycosylase SERVH R B KRS, AR E IR . R
RATHA /3T H AT 129/02/2024  _EXRRITHA : 22/02/2021 B 05 9/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

L ON

(UDG)

SureSelect 0Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer
Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix
SureSelect Primer

MIBCEAETERIE IR . Erhe s Horeh.

RIBFRSE, LR

SEEUF R K P PEIR I, JF A Sl B TRIRE . e
ABCEAEMTRRIEIRSE . IR BERE, WEREIRIT .
SRR P URIR IS, RN S BRI A
AR BREIRSE . WP, W aEIRIT .
SEEUF R K P PRIR IS, IR A Sl B TRIRE . &
ABCEAEMRRIEIRSE . AP, WEREEIRIT .
TP R K P UEIR I, RN S BRI A
AIHAEFIRRIEIREE . A REEIZR, W AEERTT
SRR EK P URIR IS , JF A S B RIRE . A
ABCEAEMRRIEIR S . RPN, WEREIRIT .
SRR K PUEIR G, RN S BRI A
IR FIRTEIRSE . A REEIZOR, WEAEERTT
R BB AL B TR AL, IR, OREFAI T IPIR 44

firo  WRMBUER, FRETR .

BB AR B U eAl, RS, ORERRI T RPN A4

fro URATURIR, PRSI IR A5 1k, a2t i)l
RN AT N O e dn sl M Iy
FREATR, ATRERR R G R ER . A E R
SRS, MSOREF R, kAR
o, NETIE AR SR T RUh . ORI
. TSR AARR, AT AT B B
o FEKRRIFWNI P dh e, AR AT RELEIR 4

Bo  ZPIRGEEBETEITIE 48/,

BB A UL, RS, ORERRIT IR A4

fro  UIVRATURIR, WIS SRR A5 0k, a2t il
SR N GOHAT N TR BRET 5. Qs WG W e
PEATRW), ATRES R E RER . W E A
N RFAFAE BN, MFRETROR. Wk EH
e, NETREAMRAIF LA SR TR REFIPIR
%%ﬁc T S A, A AT L R B

™o

R BB AL B TR EAL, RIS, OREFAI T IPIR 44

fro  WRATIRIR, WA BRREIR A5 1k, i s2 il
IR N AT N TP BRas . Qe W W e R 7
FIHT R, WTRE N B G RER . A ER
RERCMFF SAFAE BN, NSRS Rf . k&R
W, NETWREARGIF LT RE T RUh .  IREFIPIR
Bl ITILEAAR M, I U, B
o FEKRIFRN b e, AEIR AT REREIR A4

Plo PRGN EHTEITIE 48/MIF .

e BB R TEEAE, RS, OREFRIT IR ) A

Ao WIRHBUEIR, SRR

R BB RS EELE, RS, GREFFTIEIR

fro  UIVRATURIR, BRI R IR 45 0k, i szad il
RN GORAT N TP ERET 5. Qs WG W R 7
PETRW), ATRES R E R, WA E R
N RFAFAE BN, M RETTROR. Wk EH
e, NETREMRAIF LR SRR, REFIFIR
B8 TR, I S R e

™o

BB AR eAl, RS, ORERRIT PR A4
fro  UIVRATURIR, WRIRCAS U s A5 0k, a2t il
RN GORAT N TP BRay 5. Q0 P WG W e
DT RW), ATRES R IE UK. T E A
SR ELAA BN, N FRETRGR.  WkER
we, NETRE ML SR T RUh . ORISR
B8 TR, I S R

it o
B BB R TEEAE, RS, OREFRIT IR
fro  WRUHBUAEIR, SFRETFRE

T BE AR B U AL, RS, ORERR T PR 44

RATHH/AETHA

129/02/2024  _FRRIFHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

B Pk fid

BA

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer
Second Strand Oligo Mix

: Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix
SureSelect Primer

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer
Second Strand Oligo Mix

: PFragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

P WM IR, RETT R
A B R BT, KB, (T VR 0
fir.  HRHBUER, FRESTHD

Ao B R B R, PR, (R T VPR )
fir.  REHBUER, FRET R
KBRS R, (KR, RERIT IR A1
fir. RHBUER, FRETHD

Ao B R B, PR, (T VPR
fir.  REHBUER, FRET R

FIKCT Kb 25 et e . 52 205 ety TR AT
Fo MBEHIUER, FRETE

PR KR T Rt e e T 05 et IR
Fo EEEESE,  W E R
CEAAAERNE, WREETROG. B
O =T T
IR 5 Rt e e B 2 05 et IR
Fo EEPREESE. R
CEAAAERIE, W REETROR. AN P A
WV, BRI A A

PR K IE Yl R . T 5 75 ety K JRATRE
Fo EEEES . R
AR, W REETROR. AU P A
WV, BET I R AR U

FIRCT Kb s Yl . T 5 75 ey K AT
Fo MBHBUER, FRETH

PN RS AT N) ) N TE 2 S PR
To HEERRE LR, W MR
ARSI, W REETROG. B
WV, BET AR R U

PR KR 5 Rt e e B S 05 e IR
T EEES R, W BRI
ARSI, WEREETROG. B A
WV, HET RN A U
KRR 5 Rt e . S T et IR
Fo MBEHIUER, FRETRE

PN R ACT NI IS K SU TN L
Fo MBEHIUER, FRET
PRI T Rt e . T T et A TR
o WMBEHIUER, FRETHE

PR KBRS I5 Rt S . T A5 ety A TR
Fo MBEHIUER, FRET

PN LR AT S TR SU PNy Pt
Fo MBHBUER, FRETHD

PR AKDIEE 5 Rt e . T S5 ety A IR
Fo WMBEHILER, FRET

FOKIIE . AR CR T ELH (e, T
GOORK. IR, BRI ELET AR,
R IR, TR

FUKIPYECI . B . s s
THBH RS, TR, B EE RO
NIl BROATREE AT, AREfEnE, BRA ok
BT LIRS ARANI, R RRESk R bl
oMK NG U S R 177 Sl
B, MERETHA. DIk RO (T R
M. WCRERISE, BB TR R R
He  EEPIGHE, RO ERKR, W
ENE TN

PRI . BRI s
T (AN, SR, e I O
NifEIE, BUOAMREES A fal.  AEfEnE, Rl
AP NS, RN, SRSk A T L
oMK NI I S O HE R 7 7 Sl
B, MR, DI %k RO (R
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

Y.  WERERINE, NETUWKEAMRA I RET R
V. AREEMENGEYE . TSR, i
[ 1 N =10

dA Tailing Master Mix RKMse O s AR ERE. Wi o
™ HEERERERE, fTRAOEK,  EE RO
MNAZIE, FOARMHSFGR.  2Ziban, BRIEE T
NS, WRARH,  NARRRSLEE T DL
SRkt NS W S g RE R FE S A7 AR B
5, MIFRETREE. UG R EEINETA DR
Y.  WREEGE, NETKERA RS RET R
He  IREFFEGEZIE. BTSRRI, dnd
I I B N S 10

PCR Master Mix FKME O, s gy N H B EREREE, o
WobgK. 2Rk, BRAEFETAEIT A LIRS,
WP, FoRET R

First Strand Master Mix AR O, WHERFERE. OYREEHE
THEEERREE, TiROEK. WEEBEBITEO
ML, FOARMHSFGR.  Z2Z2abant, BRAEE
EIF NS, wmRAERM,  NARERLEEA T DL
BRI HE NS WA g RE S I FE S A7 AR B
#H, MIFRETRG. VI RERIRE LA O
Y. kA, NEBETKERN RS RET R
He  IRIEFFEGEWIE. BB, 04
M i By BB

Uracil DNA Glycosylase KM OE. wHEEERE. WYRCEE

(UDG) THEHEFRRERE, TiROoEK. WEHEBIEOH
NATEIE, AN SF GRK. 2k, BRIEE S
EFNERS. WRARM,  NARRERSLEE T DL
BRI NGRS 1 R R I R S A7 AR B
B, MIFRETRIE. WG REZRIREEMOR
Y.  WERERG, NETWKEMA I EIFRET R
VR.  AREFRENGEYE . T B R, i
I & B2y BT

SureSelect Oligo Adaptor — FH/KMWEIIE. Wi Cpi s T HEE RFERE, 7T

Mix WobEIK.  ZRIbErE, BRAEE BT A RS
R HBEER, FERET R
SureSelect Primer AR O, i Egis N H B R EREEE, AT

obEK. b, BRAFEEVET AR S.
W HBUER, TR EST R

8bp Indexes A0l - HO2 PR O, i gl B E RS, 0
oK. AEIbfEM, BAEE EET A BB S
WS HBUER, SR BT R

ILM Reverse PCR Primer FAKHYEOE. o s FHEEERNER, "
o EK. b, BRAEFETIET AT,
W BURER, TR EST R

ILM Post—Capture PCR FKMse 0. wWm evis § BB RERE, af

Primer oK. ZEIEN, BRAEEEEIT AR S
W HBUER, TR EST R

Second Strand Oligo Mix  FH/KM¥EOfE. W Cgis ~ HEE RS, 1T
oK. FEIbEM, BAEE EET A BB S
W HIUER, TR BT R

IRt : Fragmentation Mix WA BRI C AR EO™ = AE R
SureSelect Ligation 38 35 R 03
Master Mix
Second Strand Enzyme Mix & BHE .
dA Tailing Master Mix 145 RS HE SR
PCR Master Mix A R S EnE B AR
First Strand Master Mix 38 R T 3
Uracil DNA Glycosylase 185 S HIR ) 35
(UDG)
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

B W SR R BO™ B AER

B W] SR ™ A
B W R ™ G
BT WL ) C AR B0 B G R
BT W ) SR BO™ B G R

VA WY R ™ G

PN : Fragmentation Mix WA BRI E A O™ E E R
SureSelect Ligation WA B 1 2N AE B0 B
Master Mix
Second Strand Enzyme Mix & HHE A S 501 8™ & G .
dA Tailing Master Mix WA BRI O 04 EO™ E AR
PCR Master Mix Ve BB ) e A B ™ R AR
First Strand Master Mix VE BB ) A B ™ R AR
Uracil DNA Glycosylase BHHEREMEHBEBRK.
(UDG)

SureSelect Oligo Adaptor V&7 BRI EAN1EH ™ E AR
Mix

SureSelect Primer VEE BRI CAE B E AR .
8bp Indexes AOI - HO2 WA A B 1 SR F ™ B AR .
ILM Reverse PCR Primer VA R A FH B R AR
ILM Post-Capture PCR VA R A B R AR
Primer

Second Strand Oligo Mix VA BH R ) E e B™ B fE R .

B2 s fih : Fragmentation Mix WA BRI AR H EO™ = E K
SureSelect Ligation 1 RS BRI
Master Mix
Second Strand Enzyme Mix & BB Rz il i
dA Tailing Master Mix T2 S T JER TR 38 o
PCR Master Mix WA BRI 01 F O™ B A
First Strand Master Mix i BRI
Uracil DNA Glycosylase 38 R AR SR
(UDG)

SureSelect 0ligo Adaptor &G BRI SH/EHEU™EGR
Mix

SureSelect Primer BE B A e ™ E AR
8bp Indexes A0l - HO2 B R B CAE HE™ E fE .
ILM Reverse PCR Primer WA B B AR B ™ B A .
ILM Post—Capture PCR WA B B AR F ™ B AR .
Primer

Second Strand Oligo Mix BH R A e E R

' : Fragmentation Mix WA A B S AR F ™ B A .
SureSelect Ligation VEE BRI CAE B E fa R .
Master Mix
Second Strand Enzyme Mix V&4 WA C504E 8™ & G R .
dA Tailing Master Mix VEE BRI A E B E fa R .
PCR Master Mix WA A S AR F M E A .
First Strand Master Mix &AW R CHIEHSI™EGRK.
Uracil DNA Glycosylase A HER EMEHE™EGRK.
(UDG)

SureSelect 0ligo Adaptor  ¥&7 WA O AN/E ol ™ & G o
Mix

SureSelect Primer A HEREMEHE™EBRK.
8bp Indexes AO1 - HO2 WA BRI R EO™ L AE R
ILM Reverse PCR Primer VE IR ) B A B E AR
ILM Post—Capture PCR WA BB B AR F ™ B R .
Primer

Second Strand Oligo Mix BAHEREMEHBEBRK.
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

HE I 122

L ON

BERR A

: PFagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: Pfagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: 'Fagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

BAT B KR

ANHIRER AT RE A8 40 T 1500 -

IR BRI
MRl
Felfl K 4T

AFPEARTT BE L E U1 T A5 DL -

S b
MRl
Felfl 4T

AFPEAR T BE L AE U1 F 15 0L :

PR B
SRIE|
FlL R AL
BAT HAR KR

ANFIREDR AT BE ELHE R 1 L«

P B
/RIS
AR AL

ANFIRER AT RE A48 40 T A5 00 -

PR B A
MR
el R 4T

B BAREE

B BAREE
B BAREE
BOA BARSR
B HAR R

B B AR
BOA B
BA B -

B BAREE
BT BAR KR -
BT BAR KR -
BOA B ARKE
B B ARHE

BT BARKR -

B B AR
BT BAR KR -
BT BAR KR -
B B

BOA B AR
B B HE

ANFIAEIR AT E EL45 1 R 1 0L -

%
G EAN

ANFIGEAR ] B8 G AR I P15 0

b=
Felin 4L

ANFIEAR o] B G AR U P 5L

b
FeIL KA
WA BAREHE .

AFREIR AT RE BRI L

R
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

FEAM R AL
Uracil DNA Glycosylase ASFPREAR AT BE AL HE 0 R 50 -
(UDG)

H3%

FEIL R A
SureSelect 0ligo Adaptor & EAL%EIE.
Mix
SureSelect Primer WH B
8bp Indexes AO1 - HO2 WH B
ILM Reverse PCR Primer e BAREIE .
ILM Post-Capture PCR WA BARER
Primer
Second Strand Oligo Mix WA BAREHE .

A : Pragmentation Mix WA BAAREE

SureSelect Ligation BH B
Master Mix

Second Strand Enzyme Mix A BAEEHE.
dA Tailing Master Mix WH BAEE.
PCR Master Mix WA FARER .
First Strand Master Mix A BARETE .
Uracil DNA Glycosylase B B EdE.

(UDG)

SureSelect Oligo Adaptor  ¥&A HAKEHE.
Mix

SureSelect Primer B B
8bp Indexes AOI - HO2 WA BAREAE .
ILM Reverse PCR Primer WA ALK .
ILM Post—Capture PCR BH BAREIE .
Primer

Second Strand 0ligo Mix BH B

ot = 45 B 4F Al R : Fragmentation Mix SPREACEE G SR K BRI, STEVER R EE A E
LXK,
SureSelect Ligation TE KRR P2 b ), FEIRATRERER A B, %
Master Mix P F R 1) B R T WSS 48/NF
Second Strand Enzyme Mix  XJfEACEE WP KERANTRAN, RIBCRPREAE
L5,

dA Tailing Master Mix TE KRN FRF= 5 G, IR REIER 4 Bl %
BRI BEIERSTUEE 48/ ).

PCR Master Mix APAEALFE TR KBNS, SERIPCR P E AL E
First Strand Master Mix ;f}%wi KNSRI, ST BB o A
Uracil DNA Glycosylase ;%Zw MR AR, BV b 44
S(SES)Select 0ligo Adaptor ;f}%hﬂ i R BRI, ST B R AL B
SureSeloct Priner ;%L%Zw R RSN, LV R oA B
8bp Indexes A0 - HO2 ff%&ﬁi KR ARG, ST BB b R
ILM Reverse PCR Primer E%ﬁifi WA R EFINBIRN, LRV R P EAE
ILM Post-Capture PCR ;ﬁ%&éfi WK ETRANBIRN, LRI R P b E
Shont WO TTR gz%@w MRk REASIE, S EVBLReh 24
Ko
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FAE D SRS

FrERAEEE

SR RO A8

W “BEETR

: Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer
Second Strand Oligo Mix

(% 11 #2)

TRFIRALER .
TR AL ER .

TCRFR AL
TCRFIR AR
TCRFIR AR
TCRFIR AL
TCRFR AL

TR AL ER .

ToRFRALER .
TERFIRALEE .
TERFIRALEE .
TR AL EL .

TERFIRALHE .
M%ﬁﬁﬁkﬁﬁﬁﬁﬁiﬁﬁﬁ%%WN,ﬁﬂ%ﬂ
T80
Un AT AEAT N B S I B i R 125208 IS, AN AR
178he WA P RN IR VA AT R, T RES N R
Wy 3 G -
U SRA AR AT N B S 6 B AR5 3208 2 I, ASAERE
178l. AT VEXT PR T VA BEAT R, AT RE SR
B i R SE s
A SR AL AT N B S s B R a2 I N, ANA] R EL
T80 Anfd W WP IR 5 VA REAT R, TR R
IEREI N B
miﬁEﬁA%ﬁ@ﬁﬁiﬁﬁﬁ%%WN,xﬂ%ﬁ
178,
U SRATAR AT N B S 8 B ) AR5 32 0 4 I, SRR
178l. A VX R REIR DT VEBEAT B, AT RE 2R
B i R SE R
U0 RAT AR AT N B SG I B A% 3238 2 I, ANATR
B i G
U SRA AT TN B S 6 B AR 3208 2 I, AN AR
IR AR S S o sl i R 520
W%ﬁﬁﬁkﬁﬁ@ﬁﬁiﬁﬁﬁ%%WN,ﬁﬂ%ﬂ
17380,

HEI, AR
T80
178l
A0SR AL AT N B S s B AR a2 B I, ANAT R

T8N e o ol W IR R YR 3R AT R B, PR 2 R
1780,

MERIEE, AARH
T30,
UG AR AT N B 6 B 0 A 12 52 3
WIS N G FERE B0 R 325E MBI, AN REL
178,

B5E HBTE

‘E Il_< fi!

3& P K K : Fragmentation Mix 15 FH3&E 5 1 K BB K 9 [R)IR KA
SureSelect Ligation A5 FH 3 A 0 KB L K TR R K
Master Mix
Second Strand Enzyme Mix {8 & & MK JE B kR 1K K5
dA Tailing Master Mix A6f5 FH 3T I K] LK TR R K o
PCR Master Mix A6f5 FH 3T I K LK TR R K o
First Strand Master Mix 18 FH &S D K JE B R 1 K K F
Uracil DNA Glycosylase A5 FHE A 0 KR KR BT R KA
(UDG)
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F5E TP

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

5t P 15 I K R R R Ko

A5 P 5 b I R K R K R K o
A5 P £ b I R K R IR R K o
A5 P 3 15 I K R B R K o
5 P 3 15 I K R R PR Ko

A5 P 3 A I R A R BR R G

A& R K : Fragmentation Mix W EAE B,
SureSelect Ligation W BmE R
Master Mix
Second Strand Enzyme Mix %ABCHER.
dA Tailing Master Mix BECHER.
PCR Master Mix BHBE R
First Strand Master Mix BHEHER,
Uracil DNA Glycosylase BHEER,
(UDG)
SureSelect Oligo Adaptor A CHIEE.
Mix
SureSelect Primer BEEHER.
8bp Indexes AO1 - HO2 BHEHMER.
ILM Reverse PCR Primer WAHEOCHERE.
ILM Post—Capture PCR WA CHME R,
Primer
Second Strand Oligo Mix  WHCHEE.
455 9 16 K e : Fragmentation Mix TERRRBUNMAIE T, SRAEE NS RHEBER.
SureSelect Ligation TERRRBUMAIE T, SRAEE NS HHEBR.
Master Mix
Second Strand Enzyme Mix  fEMRGESUINIEL T, SKRAEERIIEM S BFAHRBER,
dA Tailing Master Mix TERRRBUMAIE T, SRAEE NS HHEBER.
PCR Master Mix TEBRGE BTG N, SRAER NG R HRER.
First Strand Master Mix — fERAREINHVELL T, &4 K TGN 255455
Uracil DNA Glycosylase TERRREUMAG O, S RAERII NS RHEIBRR.
(UDG)
SureSelect 0ligo Adaptor FEMREEEINAIEM T, R4 WIS R IHRR
Mix
SureSelect Primer TERRBE MG T, SRR NS RS8R
8bp Indexes AO1 - HO2 TEBRGEEUMANE LT, S REERIEME B IRBERL,
ILM Reverse PCR Primer TEMREEINAE T, SRAEEIENS TR,
ILM Post-Capture PCR TERRBREUMAIG O, S RAERIIEIN S HHBER.
Primer
Second Strand Oligo Mix  FERMREBUMAIEH T, SRR EGHHEBER.
HERIIND IR : Fragmentation Mix WA B
SureSelect Ligation SR Re L FE W R
Master Mix
AR
—H bk
AN
=L

Second Strand Enzyme Mix  Z3ffr=#I ] GeEFEU0 YR :
—E AR
—H b
X4
&R A

dA Tailing Master Mix SRR Re AR Y -
ALK
— AR
AN
=)

PCR Master Mix RPN BEE IR I N YR |
TR
— S Mk
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F5E TP

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

KAKER I B 15 e : Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

BN RAEEREG P52 . Fragmentation Mix

SureSelect Ligation
Master Mix
Second Strand Enzyme Mix

dA Tailing Master Mix

IR RE LR U R -
AR
— AR
Iy AT RE AR U TR P -

N
— K
BOA HAR S .

B B AR
BOA B R
BOA HARE
BOA B AR

BT BARKR -

W KR, FEITAE N BT R X AR AL, PR RS
B WEREAEAN G G B AR A2 E S B
i, ANECREATE .

W kR, FEITAE N REFFR X AR AL, PR RS
B WEREAAN G G B AR A& LB
i, ANACREATED.

WA KR, A NS TR X AR AL, DURGE RS
B, WHREEAT N G GRS 5 A B2 E MR
i, ANACREATE).

WA KK, B ATE N T 9 X AR A, DURGE R
B, WA N S GRS 5 A B2 E MR
i, ANACREATE).

WA KK, B ATE N BT 9 X AR AL, DURGE R
B, WA N G G5 A B2 E MR
i, ANACREATEY.

WA KK, U ATE N G T 9 X AR A, DURGE R
B, WA N B GRS B AR B2 E MR
i, ANACREAT SN

WA KK, S ATE N BT 9 X AR A, DTG R
B WEREAEAN G GRS B
i, ANACREAT SN

WA KK, B FTA N SR IX AR AL, DURGE RS
B WEREATA NG R B RS2 E A B
i, ANACREATE).

WA K9, A NS TR X AR AL, DURGE RS
B, WA N G GRS 8 A2 E 4R
i, AACREATE).

WA Ko, B FTA NS TR X AR AL, DURGE RS
B, WHREEAT N G GRS 8 A2 E MR
i, ANACREATE) .

WA KK, B ATE N T 9 X AR A, DURGE R
B, WA N S GRS 5 A B2 E MR
i, ANACREATE).

WA KK, B ATE N T 9 X AR A, DURGE R
B, WA N G GRS B A B2 E MR
i, ANACREATEY.

WA kK, FEHTA N B R X AR AL,  PAIRGE RS
B, WRAEATN G GRS A2 E MR
i, ANACREATS).

VBT N G320 % S 2 1) 915 47 U 45 RN A R 30 AN T 0 1)
IEEBAATHEEE (SCBA) .

VBN G200 %5 8T 24 F B 477 0 % T A DR AN T 35
IEE HZ U2 E (SCBA) .

V1P NABEE B0k ah s & I R k- T 40}
IEEHA AR E (SCBA) »

TN G320 %5 8T 24 H B 47 0 % T A DR AN T 35
IEE HZA R E (SCBA) .
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F5E TP

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer
Second Strand Oligo Mix

TN B3 200 28 S 24 1 7 30 15 4 AU A (530 3 T S 1)
IEEHA AR EE (SCBA) »
BN D320 %5 8T 24 B B 47 0 % T A DR AN T 35
IEEHZA R E  (SCBA) .
THBH N 532005 8T 24 1 7 37 8 2% RN A AR B AN TS A
IEEHA AT (SCBA) »
W7 N T3 200 BT 24 ) 55 47 A AN A R AN TS )
IEEEH A AR E  (SCBA) .
THBI N 53200 % 88 2 ) 5 37 8 2% RN AR AN TS P
IEEEHA A E (SCBA) .
W7 N 3 2005 BT 24 1 55 47 A AN A R AN TR )
IEE B A AR EEE  (SCBA) .
VBTN G200 %5 58T 24 R B 477 0 % RN AT OR 3 B AN T 35
IEEEA A EEE (SCBA) .
THBI N 5325 2 #8024 ) 57 17 48 4% F1 A A A3 AN T 3 7
IEEBAATHEEE (SCBA) .
VN G200 % T 2 H B 47 0 % T A DR AN T 35
IEE H 42 E (SCBA) .

o RN b
g BHiP A 4%

EIIVE=YN : Fragmentation Mix

=

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor

Mix

SureSelect Primer

8bp Indexes AO1 - HO2

U SRA AR TN B S s B AR5 3208 2 I, SRR
78l BEUAEXIR. Bk AT
NRHEN.  ZRbEMeGEL R YR,  FEREE
IS N B3P 2 4 o

U0RAT AT N B S 6 B AR e 3 2 B I, ANRT R
i73h.  BHUARXIE. Bk NSRRI
NoiHEN.  ZEIEdEfheGEL s . BRI
AAEMS . ROEWREX. BT LR
WA . FEREERN AR RS .

U SRATAE AT N B S B B ) AR 32 0 I, SRR
T8 EEUAE XK. BrikIesR N RATC i)
NEN.  ZEEEpeGEL G . BRI
AAEMNS . ROGEWREEN . JERS TR
AR,  FRGENN AP RS

U SRATAR AT N B S 8 B o) AR 32 0 I, SRR
8. BEUAE IR, Bk deoR N AR
NGU#EN . IR EGE L M. R
AAEM . ROGERSREX. Ol XA TR
WATE IR s . FREEN N AP .

U RATAEAT N B S B R 2 5208 Il A AR
78 BEUAEXIR. Bk N AT
NN ZbEMeGEL R YR, FEREE
AN /AE T

D SRA AR TN B S 8 B AR5 32 08 I, SRR
78l BEUAEXIR.  BikIgeo N AT
NRHEN.  ZREEeGEL G . R
ARAEUHNE . ROCEWSREN. XIS RR
WAAERERas .  FEEERN AP

U0 SR AR AT N B S 6 B R S 2 B I, ANRT SR
178 BEUAEXIE. BT N RARTER
NGiHEN.  ZEIEdEfhsGE L M. BRI
AREEUHS . ROCEHEENX . JERANTE R
WAEMFR . FEREEND AR RS,

U ARAT AR AT N B SE R B R % 338 B )I, ASATRI
T8 EREUAE XK. BrikIesk N RATE R i)
NN, ZREEpeGEL R R  FREE
HMONDIE/RE S

U ARAT AR AT N B SE R B A2 3238 B )I, ANRTRI
8. BEUAE DR, Bk TeR AN AR
NGi#EN.  ZRIEEAEGELE IR, FEEE
IS N B 372 o

A0 RAT AT N B S 6 B3 AR e e 2 B I, ANFT R
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FoEty RN S A E

ILM Reverse PCR Primer

ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

178l BEUAEXIR.  BrikIgoof N AT
NRAHEN.  ZbEpeGEL R YR,  FEREE

N ENUIE /AR T

A0 RAT AT N B S 6 B AR e 3l M B I, ANAT R
i73h.  BEUARXIE. Bk NSRRI H
ANGGEN.  FRIEEAEGE LS M. TG

I N B 372 o

AR SRA AR AT N B S 6 B R S 2 B I, ANA] SR
i73h.  BEUARXIE. Bk NSRRI
NGEEN,  ZRIEfhsGEL R R,  FlEE

IS N B4 2 45 o

U0 SR AR AT N B S I B R a2 B I, ANRT R
78 BEUAEXIE. Bk N ARTER
NGEEN,  ZRIEEfhsGE R R . FEEE

FIN N335 4%
M : Fragmentation Mix I B R IR SR AL TR Y, 155 % B8 ok
FEEMNANEEREINERE. S “dENAN
BTG B
SureSelect Ligation N R R B IR R AL BRI Y, 155 % S84 ok
Master Mix ?i%ﬁ@gﬁ%iﬁﬁ@%*ﬂr%%%o S “AEN RN
%B/ i %u_no
Second Strand Enzyme Mix U175 % SAFIR I AR 2SR AL EMIRY), 15525 2E8E ok
FTEHEEHANEERRINER. S0 “dENAN”
A HIE .
dA Tailing Master Mix N 5 BRI M AR R AL BRI IR Y, 18 2% SR8 HR 4y K
FTEEMANEERRINER. S “dENAN
A HIE .
PCR Master Mix U o AR IR I AR SR A BRI, 1555 SR8 4y ok
TEEHMAGEAIVEGEE. S0 “ENAN”
AT G B
First Strand Master Mix  #075 & BRI AR S SRR Y), 1ESHHE8H oK
FTEBEBHAMAGEAIVEGEE. S0 “FENAN”
A HIE B
Uracil DNA Glycosylase N R B AR SR A IR Y, i S H8E ok
(UDG) ?ﬁ%ﬁ@gﬁé\ﬁ%%*ﬂr%%%o ZIL “dEN AN
ELB]J ) %_ulno
SureSelect Oligo Adaptor N5 % FRARFIA I ARG SR AL B Y, 15 S5 S8 7k
Mix ?ﬁ%ﬁ@gﬁé\ﬁ%%*ﬂr%%%c ZIL “dEN AN
ELB]J X %_u:no
SureSelect Primer NS o WURFR ) iR B SR A FR R YD, 1S5 SRS 4Ok
TEHEERMAEGEHIERER. I “dENEN”
A HIE .
8bp Indexes A0l - HO2 N 5 R IR T AR B R AL BRI R ), T 5% S8R 4 ok
FTEEHANEERRINER. S0 “dENAN”
A HIE .
ILM Reverse PCR Primer BN 5 SRR () IR SR AL BRI A, 1S5 SR8 4 Ok
FTEBEHAMAGEAIVEEE. S0 “dENRAN”
AT B
ILM Post-Capture PCR 0T T R ) IR Sl A BRI, 155 8 EE
Primer ?g%?@g*éﬁﬁ@%ﬂﬁ@%ﬁo Z “AEN AN
%B i %‘A!L\o
Second Strand Oligo Mix U075 % SARFIR I AR RAC MR Y, 15575 2H8H K
FEEMANEEREINER. S “dENAN
A HIE .
AR i : Fragmentation Mix o vas AP BORI IR A, 8 v R B kgt N 3L T
T FAKIEAGKEE. WP R 2S8R
g CR/KIE, AKil, HIESESD , WEAARME.
SureSelect Ligation Wi BT ORI A, T e v A e N 3R
Master Mix W F/KEMBKEE. W8O8 S3ErsES
o CRKIE, /Kig, THIESER) , HFEAERYE.
Second Strand Enzyme Mix WG P B8O E, &8 i ) Efhat N B3, ]
W F/KEMGKEE. W88 S3Er8ES
RATHA /3T H AT 129/02/2024  _EXRRITHA : 22/02/2021 B 05 20/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FoEty RN S A E

MRS S KA TERR T

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A01 - HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR

Primer

Second Strand Oligo Mix

. Fragmentation Mix

Qe (CFKiE, KiE, B0, WWEMARYER.
Gt Y BONIRE 8 S R N L 3
W NUKIERGKEE. e O A RIS
Je (FOKIE, /K, H3EeE<0 , HERAA KL,
S/ U R R 7/ 5 G L W SO i b AR -3 b N s - N
W NIKGERGKEE. e DA RIS
Je (FKIE, /K, 30, HEAE KL,
B i YO A, B S R e N L R
Wi FAKEFNGKEE. Wi Ce RIS
Qe CRNKIE, K, HHEsE<0 , HEAA RN,
SRR R L7/ G L T SR i b AR/ 3 1 b N e - N
Wi KBRS KEE. W Ee RIS
Qe KIS, K, 30, HEAA RN,
B i VI ORI AL, R S )RR R N AR ]
Wi FAKEFNGKEE. W Cs SRS
e ChKiE, /KiE, L), HEAARAR.
B i VI ORI AL, R S )RR R N LR ]
s FAKEFNGKEE. W s SRS
Je ChKiE, /KiE, LR , HEAA R4,
SR/ UM R R /I 5 G LY W SO i b AR 3 b N e ]
W NUKERGKEE. e O A RIS
Qe (ChoKIE, K, 30, HEAE KL,
Gt Y BONIRAE 8 S e i N 3 3T
W NUKERGKEE. e O A RIS
ge (FOKIE, /K, 30, HERAA KL,
B i IO A, S )R e N L
Wi KBRS KEE. W Ee RIS
Qe CRKIE, K, 30, HEAA RN,
B i YO A, B S R e N L
Wi KBRS KEE. Wi Ce RIS
Qe CRKIE, K, HHESESD , HEAA RN,

Aafaky, FHiEMR. RESgEitkXe. o

F B A B ik B AT R RIBEF K, FKMRBEIEHKER. MNP, WERANET
K, H—MEHERTEER O E T & ERRFAE
Hish.  SHFRTFIEF A EFELE .
SureSelect Ligation FLfalk, FHibis. CBAEREEMRXE. W
Master Mix RETK, FKFRE SRR, MERR, WRANET
K, H—MEHRNTREIR SO E T A EM R T E
Hesth.  SHFFFEF M AFRELE .
Second Strand Enzyme Mix &G, PHILME.  HASEEMEXE. @
RET K, HKWREIFRER.  MRR, WRANET
K, H—MEHM TR SO E T A EM R T E
Hesth.  ZHFFFREF A FRELE .
dA Tailing Master Mix Ffalky, FHibE. CBASEEEMRXER. W
BET K, HKMBEFHE. MM, mEANET
K, H—MEHERT RSO E T A EM R T E
Hish.  SHFFFEFMECEAFRFELE .
PCR Master Mix ek, PHibME.  CRASSEEEX . W
RETK, FKWREHKER. MNP, mRAET
Ky H—MEHER TR eSO E T A EM R T E
Hish.  SHFFTFEF M AFRELE .
First Strand Master Mix  #EfEEK, bR,  BAESEEMEXE. W
RIBETF K, FKMRBIEHER. MNP, WRANET
K, H—MEE TR BB E T &GRS A E
Histh.  SHFFTIEF M AFRELE .
Uracil DNA Glycosylase K, BHibiE. CBESBEEMRXER. W
(UDG) RIBETFK, FKMRBEIEHKER. MNP, WRANET
K, H—MsERTEEIR O E T & &R R T E
wish.  SHFRTIEF A EFELE .
SureSelect Oligo Adaptor #TLfElK:, FHIEMR.  EESZBEMKEXE. W@
Mi x RIBEFK, FKMRBEIEHKEE. MNP, WERANET
K, FH—MEERNTREIR ISR E TAEMRF O E
RATHH/ 53T HB 129/02/2024  _EXRRITHA : 22/02/2021 B 05 21/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FoEty RN S A E

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR

Primer

Second Strand Oligo Mix

Aart.  GMRFRIRIE AL A FIRT AL E .

Hhfak, iR, RESREREXE. W
RFETAR, HARREIFARRR . N, WRAET
Ko R TRV BRSO B T S id MR FF AL B
At RV R IR A G R AL E

HhRfak, iR, RESREHREXE. W
RETAHR, HARBEIFARRR.  HNE, WRAET
Ko R TRV BRSO B T S d MR FF A B
Aast. LRI R IR A B G R AL E .

Hfak, iR, HESRElRXE. W
FIE TR, RUKRREIFARRR. AR, R T
Ko R T BV RSO B T Sd MR FF A B
At RV R IR AL R AL

Hrfaky, iR, RESRElkXE. W
RFETK, RUKMREF PR, MR, WRAET
Ko I RE R T BV RSO B T Sd MR FF A E
Hart.  GMRFVFRIRSE A AL G R R AL E .

Hfaky, MHibMR. RESEEitkXe. W
RIETK, KM RPR. MR, WRAET
Ko F—FE TR T BRSO BT Sd MR FF AL B
wat.  LmRFRIRFERACILE FIRT AL E .

BTE D BAFLE ST

RN B IE RN
IR

: Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

FRIGHH NN (B 8H) .

FRIESH DN s (SHE 8M). bR
No  ERIEMIRES . RRAARY) . @RI AZE
M5 . DRSO R 2 7 A CUtb HE ) AR A R R L 1] B
FACHE i, AN A SRR ], RSP RE
AR AT RAEF Gk, VBRI R
FRIE LD NI s (S 8My) .  ZEIER
No  BEREMIREG . BAKEARY). BRI AZE T
% . ORFRLE SR 2 S Bl St v 1) b A 2 AR A
FARER AR, AEHIN RS R PR . BRSSP IRE
AR AT RAEF K. 2 ER RS-
FRGEXID N 8% (B 8fm) . bR
N ERIERIREE . BREARY) . @RI AZE T
MHZ o DR S S A s LAt R PR R RO AR 1 ke
MACHE i, A 7 SRR ], AP IR
AR AR faf . IR B R
FRIGE DN (B 8HD) .

FRIGELSH DN s (SH% M) . bR
N ERIEMIREG . R AARY) . @RI ZE
M55 . DRSO IR R 2 A B CUAtb HE R A A R4 ) B
FACHE i, AR A SR E ], RSP RE
A AR AT RAEF G . I ER R
FRIELH DN s (S 8My) .  ZEER
No  BREMIREE . BAKEARY). BRI AZE T
W% ORFFE R S o CLtb v ) iR 2 O ADRH A
FARERdh R, AN RS R PR . BRSSP IRE
A AR AT RAEE K. W ER RS-
FRGEXID N 8% (B 8D

FRIE LD NPT s (B 8HD) .
FREXID N BE (SR 8
FRIGE LK D NP (B 8HD) .
FRIGE LMD NI s (S 8HD) .

FRGEUI DN % (SR 8D -

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

BTE D BRI ES#ETF

—RRHR AR R

REFEN RS, BREEMA
A

. Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase

(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer

ILM Post—Capture PCR

Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation
Master Mix

JS2 22 B AE AR AL BE A A R T DX 3 PR R
Mo TAENGARNAEREARHE AT T. AR
X, BEGRORMBFHEES. S AR
oy 0 DA B A i g e S

JS2 242 | EAE AR AL B A A AR T DX A PR
M. TAEANANAERTHMEZ R,  #EAK
X, BEGRORIPFREE. S HHESH
oy (0 PAERT R R R AR AE 2

JS2 44 | EAE AR R AL B A A RN T DX 3 R R
M. TAEANGANAER G BT, #EAK
FXIET, BEGRORYIPF3E. S HESH
o3 [ AR 1A A H A A 2

ISR | s ew N7/ A G I 2y e 1 | e Y G = |
M. TAEANABAER T BT #EAK
XA, BEGRIRMEEE. S HHESH
oy LA Pt g H b R

JS2 228 B AE AR AL B A AR T DX 3 PR R
M. TAEANABAER G BET. SR
BT, BEGRORUMEFEESE. S HHESH
or i DA B P A b5 S

JS2 242 | EAE AR AL B A AR T DX 3 PR R
Mo TAENGRAEREAE AT T  #HEAR
X, BREGRORMMBFHEES. S AR
o3 [ A P g A5 R

JS7 28 B AR AL B i A7 RN T DX 3 R R
Mo TAENARAEREAE AT  #HEAR
FXIET, WA RO 3E. S WHESHE
o DA i g H A R

ISR | wwe e N7/t A G 2y e 1 | I = Y G = |
Mo TAENGRAAEREAE AT AR
FXIAT, BEGRORUMBiPE. S HHESH
oy A Pt g Hpb S R

JS7 228 B AR AL B i A7 R T DX 3 PR R
M. TAEANAMAER TN BT  #EAK
XA, BEGRORYMEES. S HHESH
oy DA i g Feph A5 S

IS b | oo N /e A G I 2y e 1 | e Y G = |
M. TAEANABAER T BT,  #EAK
BT, BEGRIOROMEEE. S HHESH
oy [ LA g Hepb A R

JS2 244 LB AE AR 5 AR AL B A R L X PR B
M. TAENANAEREHMEZ AT,  #EAK
BT, BEGRIRYMPIES. S IHESH
oy 0 PAERT i R AR AE 2

JS7 228 A AR AL B i A7 RN T DX 3 R R
Mo TAENRRAAEREAE AT  #HEAR
FXIET, BEETGRORDABI 3%, S WHESHE
o DA P R H A R

JS7 28 B AE AR AL EE i A7 RN T DX 3 PR R
Mo TAENRRAAEREAE AT T. AR
BDIHT, BETGREORYMRS. S HHESE
o LA P P R A R

RGN ER R A . A T AR AT, Bk
HEOLM, BT mImE X R Xk, et
2Y) CHI0H) A AYoRt. RS,
TRIFASR KRS EH .  CIFENERLIVNO S
o, JRRFFESLLANI N H . T AEAE AR INFR A )
ward. RHEEMICA T AT RS R 8
ﬁ@ﬁﬁ%%,%ﬁﬂ%IO%*%ﬂ%%%ﬁw
PRI R AR T AR A, Bk
HHOGHE, BT TR BOONE R RGP R, ek

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

BTE D BRI ES#ETF

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix

First Strand Master Mix

Uracil DNA Glycosylase

(UDG)

SureSelect 0Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

B (WEEL0ER7)) « FAAIRE. 4T,
RFFRSRREGER .  CITE PRSIV 5
o, FERFFELSLLABIEI I . T 2B AR bR 1)
Aast.  SRAEIEIUCR T LB IETS G .
ﬁ@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%ﬁw
RGBSR R A . fAE TR AT, Bk
HEOLMR, BT mImE X R Xk, st
2 (WEBL08Er)  RAITCE. RS,
TRIFASR KRS .  CIFENERLIVNO TS
4, JERFFESLLABI e H . TR AE AR IR )
Aat.  SRAEIEYCR T A LLBT 1IET5 G .
%@ﬁﬁ%ﬁ,%ﬁﬂ%10%¢%ﬂi%%%%
PRGSOk A . AT R, Bk
HEOH, BT BOONEN R XK, Test
2Y) CWH10H) « A AYoRl. RS,
TRIFASR KBRS ER .  CIFENE LIV S
o, JERFFESLLANIEINH . AR AE AR IIFR R )
s, RAEERCE T LRI RS Qe
ﬁ@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂi%%%%
PRI ER R AE . A TR A, Biik
HAREH, BT, BOONE KRR Xk, m et
2 (WEBL085r)  RAITckt. RS,
RFFRSRRXRSER .  CITE PRIV 5
of, HORFEESLCABIIER M. 2R IR
A CRAEERCE 7 A BLPT IR Qe s
ﬁ@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%ﬁ%
PRGN R R A . AT R, Biik
HEOLH, BT BOONEXR L (XK, Test
2 (WEBL087r) R AITcEt.  fEHI AT,
TRIFASRRESER .  CIFENAERLIVNO TS
4, JERFFESLAB I H . TSR AE AR IR )
Aot RHGEMICA T AT LTS R 8
ﬁ%ﬁﬁ%%,%ﬁﬂ%IO%*%ﬂi%%ﬁw
ROk . R T RS S, Bk
HAOLM, BT, mIE X Rk, st
B (WEHEL0ER7Y) « FEAIORE. A&,
RIFASRRRGER .  CITHE ALV 5
o, JEORFFELSLLABI I . T 2R AR RR R 1)
wart. RAGEMICE T A IR R 8
ﬁ@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%ﬁw
PGB R R A . AR TR, Biik
HAOLM, B, mImE X R Xk, a4t
2 (WEBL0865r) R AITckt. R ARAT,
RIFARRKESEH.  CIFENARRLIVNO TS
o, JRRFFESLLARI I H . AR AE AR RR A )
At SRAEIEIYCR T LB 1IET5 G .
%@ﬁﬁ%%,%ﬁﬂﬁlo%*ﬁﬂi%%ﬁ%
B ER R A . AR TR A, Bk
HEOLM, BT mE X R Xk, aagst
2 (LE10HR7)) « R AYoRl. A E T,
RIFASRREGER .  CITHE ALV 5
o, JFRFFENLLABI ] . T2 AEAE AR RS2 1)
wart. RAGEMICETT ARG R 8
Eﬁﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%ﬁw
PRI DR AR TR A, Bk

RATHBI/ T HAT 129/02/2024  _FIRRATHH
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

BTE D BRI ES#ETF

B, BT T, mRAE X R X, Ak
Y (WZE105R4y) « &Sk, (RS0,
RIEFRBRESEE., COHHENERLIU/NOHEE
i, FRFESLEIERE .. SR IR
Hesh.  RHEGEARE T LA 75 Je i 8% .
ﬁ@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%%%
ILM Reverse PCR Primer R R E R R E . T RERST, Pk
B, BT, s R X, mwegsk
28 (W03 « BMmAk . fEREZSE,
REFFRISSRESEE., CHFHHEIBIVNOHEE
W, FERFELLIIERE .. B R IR T
weas.  RHEERWE 7 A CARE b5 4235,
e AR, ES WS 10 FTHITErZ2EEY

.
ILM Post-Capture PCR IR YR B SR REF . AT IRERSET, ik
Primer HEE, BT T8, s R X, 5k

S (EEL10E4y) « fAcRl. i R 88T,
RS T S%E, OIS 2N O
U, FHRFFESLLABTIEIR Y . IS R INFRZE )
Hasd.  RAAERETT AR 175 YT .
E@ﬁﬁ%%,%ﬁﬂ%10%¢%ﬂ%%%ﬁw
Second Strand Oligo Mix  ZMBMHEINB R KAMEF. BETIEERSF, ik
BEEOGIE, BT T, SRR X, Ak
29 (EEL10E ) « iRkl (EH A0,
AR B S%E, OIS 2/ O M
U, HARSFESLUBG IR . S AR R IR )
HKasd.  RAAIERRE T AR 175 YR s .
E@ﬁﬁ%%,%§E%IO%¢%ﬂ%%%%%

B8E I H A HIA AR

BHIEH
Bl AR
x.

LR EEH

B DA T A

TREEH
P F AR

NS a0
DA

MR I/ T A BT

0545kl
FHiy

D R IE KU 25 A2 DA ] TN AR 1 2 AR 3RS e & &
o SR A B AR R A AR LR E A Tl R IR R VB R . FEHE

ﬁE%T,%T%ﬁﬁ%ﬁ%%%ﬁ%ﬁi,ﬁ%%ﬂ%ﬂ%%%ﬁ,ﬁ%%ﬁﬁﬁ

DRSS, FEURGET TROMHT . NPT TARSE RS BRI Ve T AT A

K& AR BR T B VS R IR . TSR EF AT RiE 0. #fRk
PRlR & A1 22 4k = 58 TARAL

s VT Al 4 R R WA G B R AR IR KT UREUR AT, RIS

PR iR, WORATRER AR, N LR, BRARVEE SRR
WHEAEERP: Bl H .

D RS IS 5 R AR R L B, RS RN, B IR AT AR HER ST A

wh, NBENTE. BEFEGRGEHEENSE, AEHIETREFELSIIA
REFELBAERE . BOZARM, ARTTERBLI T A R] BE 2 B0 AN F ) T 1l i
FTANE.  — BIREYER UM, PR [ A Al

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F8E I A HIA AT

e
Fopth 52 R Bl 7
GLSE T

o AN KB A IE R B AT TARRSERIBT B KSR, HF HAUG 218N R 4%

o

3 T 1A AT A Al Bz R[5 47 $ Jt FX) 6936 I 25 T AR AT (K0T 55 R0 L (1 IR

FFAEARAE AL BAZ i 2 B3 2% K VR
EPE, IHLFAT IS

HI 7 E B Bk (1 S B AT

: 2AARAE B IE PP 35 o
IR BTRIEA, JFEEORIERARIRERC . I 2R LA H A B 5 T A

e 25 206 20

SBORS WIEAL 2R J 2 AL

FRAEFATHRE, BT JE M & 25 AR 3 bR AR FE R 7T
A
YIEIRAS : PFragmentation Mix WA
SureSelect Ligation WAk .
Master Mix
Second Strand Enzyme Mix ¥4,
dA Tailing Master Mix WA .
PCR Master Mix RAK
First Strand Master Mix WAk .
Uracil DNA Glycosylase WAk,
(UDG)
SureSelect Oligo Adaptor ¥4,
Mix
SureSelect Primer WAk,
8bp Indexes AO1 - HO2 MITENS
TLM Reverse PCR Primer WA .
ILM Post—Capture PCR LEENS
Primer
Second Strand Oligo Mix WAk,
e : Pragmentation Mix TER
SureSelect Ligation Tkl
Master Mix
Second Strand Enzyme Mix & HEl,
dA Tailing Master Mix TR,
PCR Master Mix TEk,
First Strand Master Mix TE
Uracil DNA Glycosylase TR,
(UDG)
SureSelect Oligo Adaptor L&k},
Mix
SureSelect Primer TR,
8bp Indexes A0l - HO2 TER
ILM Reverse PCR Primer TER
ILM Post-Capture PCR TER
Primer
Second Strand Oligo Mix TR,
N : PFagmentation Mix Tk
SureSelect Ligation TER
Master Mix
Second Strand Enzyme Mix ¥k},
dA Tailing Master Mix THE .
PCR Master Mix THE .
First Strand Master Mix THEL.
Uracil DNA Glycosylase TR,
(UDG)
SureSelect Oligo Adaptor ¥kl
Mix
SureSelect Primer TEE
8bp Indexes AO1 - HO2 TR,
ILM Reverse PCR Primer TR
ILM Post-Capture PCR TER
Primer
Second Strand Oligo Mix TR,
RATHB/ BT HH :29/02/2024  _EARITHH : 22/02/2021 JRE 05 26/45




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

SRBE

pHE

W p /Bl A

B MR R RV

. PFagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFagmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

LB

oo gy

N

NN S

ENIESIENIEN
ol

7.5
0C (32°F

HHH
Tk
Tk
0C (32°F
0C (32°F
0C (32°F
0°C (32T
0C (32T

0C (32°F

100°C (212°F (4ERJE) )

LBk

Pg
LBk
pRig
TR
g

100°C (212°F (K )
100°C (212°F (MBICEE) )

(B )

(ERE) )

R )
R )
(R )
(R )

R )

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

100°C (212°F (MECE) )
100°C (212°F (EKEE) )
100°C (212°F (4BICHE) )

100°C (212°F (K )

Zika

TFAR

H o 2R C

F (% | FE C
5¥;:9)

F (%
KRED

Tiik

BlreSelect
Ligation Master
Mix

i -

Second Strand
Enzyme Mix

ER -

dA Tailing
Master Mix

i -

PCR Master Mix
H i -

First Strand
Master Mix

I -

Uracil DNA
Glycosylase (UDG)

Hh -

- - 177

- - 177

- - 177

- - 177

- - 177

- - 177

350. 6

350. 6

350. 6

350. 6

350. 6

350. 6

: PFragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

TR
TH R

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

R F?agmentat1on Mix
SureSelect Ligation

Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor

Mix

SureSelect Primer

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

AN -
A

AN -
AN -
AN -
ANE -
A&

AEH

AN -
A
AE
AEH

Not applicable

LT RBRIEWRIR/ 5 AR R : PFagmentation Mix TR,
SureSelect Ligation TR,
Master Mix
Second Strand Enzyme Mix L&k,
dA Tailing Master Mix TR,
PCR Master Mix TR,
First Strand Master Mix THE .
Uracil DNA Glycosylase THER
(UDG)
SureSelect 0ligo Adaptor TL&HEl.
Mix
SureSelect Primer TER
8bp Indexes AO1 - HO2 THEEL
ILM Reverse PCR Primer TR HEL
ILM Post-Capture PCR THE .
Primer
Second Strand Oligo Mix TCHHEL .
#ZRE
20°C BHZERES 50°C B HZERES
Hoy 2R mm Tig | mm T e Hik
Hg (Z Hg (%
KR KR
5 =)
Pragmentation Mix
7K 17.5 2.3 - 92.258 |12.3 -
SureSelect
Ligation Master
Mix
K 17.5 2.3 - 92.258 |12.3 -
Hih 0. 000075(0. 00001 |- 0. 0025 |0.00033 |-
Second Strand
Enzyme Mix
7K 17.5 2.3 - 92.258 |12.3 -
Hih 0. 000075(0. 00001 |- 0. 0025 |0.00033 |-
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

dA Tailing
Master Mix

7K
Him

PCR Master Mix
K
H i

First Strand
Master Mix

7K
H i

Uracil DNA
Glycosylase (UDG)

K
Hi

SureSelect Oligo
Adaptor Mix

7K

SureSelect Primer

K
8bp Indexes A0l -
HO2
K

ILM Reverse PCR
Primer

K

ILM Post—-Capture
PCR Primer

7K

Second Strand
Oligo Mix

17.5

0. 000075

17.5

0. 000075

17.5

0. 000075

17.5

0. 000075

17.5

17.5

17.5

17.5

17.5

0.

0.

0.

0.

00001

00001

00001

00001

92. 258

0. 0025

92. 258

0. 0025

92. 258

0. 0025

92. 258

0. 0025

92. 258

92. 258

92. 258

92. 258

92. 258

12.3

0. 00033

12.3

0. 00033

12.3

0. 00033

12.3

0. 00033

12.3

12.3

12.3

12.3

12.3

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

7K 17.5 2.3 92. 258 [12.3
MRS EE : PFragmentation Mix TEE,
SureSelect Ligation TER

Master Mix

Second Strand Enzyme Mix  JC#k}.
dA Tailing Master Mix TER
PCR Master Mix Tk
First Strand Master Mix  JG&#l.
Uracil DNA Glycosylase TER

(UDG)

SureSelect 0ligo Adaptor JoH#l.

Mix

SureSelect Primer TER

8bp Indexes AO1 - HO2 TER

ILM Reverse PCR Primer To#E k.

ILM Post—Capture PCR THE

Primer

Second Strand 0ligo Mix T&EHR .
AHXT % B : PFagmentation Mix TR

SureSelect Ligation THE

Master Mix

Second Strand Enzyme Mix L&k,
dA Tailing Master Mix TER
PCR Master Mix T
First Strand Master Mix TR
Uracil DNA Glycosylase TER

(UDG)
SureSelect Oligo Adaptor L&kl
Mix
SureSelect Primer THE .
8bp Indexes A0l - HO2 THE .
ILM Reverse PCR Primer TR
ILM Post—Capture PCR TR
Primer
Second Strand Oligo Mix TE

AL : R ZEEL
Pragmentation Mix
7K GIRSEH)
SureSelect Ligation Master Mix
K AT
Second Strand Enzyme Mix
7K 1IR3
dA Tailing Master Mix
7K CIR3i]
PCR Master Mix
K GRS
First Strand Master Mix
7K CIRZ3i|
Uracil DNA Glycosylase (UDG)
K GRS
SureSelect 0ligo Adaptor Mix
7K CIRZ3iy|
SureSelect Primer
K GRS
8bp Indexes AO1 - HO2
7K A
ILM Reverse PCR Primer
K AT
ILM Post—Capture PCR Primer
7K EIR3EH)
Second Strand Oligo Mix
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

K T

W/ KORARK : PFragmentation Mix AIEH
SureSelect Ligation ANiERH .
Master Mix
Second Strand Enzyme Mix A&
dA Tailing Master Mix AiEH
PCR Master Mix ANiEH
First Strand Master Mix ANiEH .
Uracil DNA Glycosylase ANEH
(UDG)
SureSelect Oligo Adaptor A&
Mix
SureSelect Primer AEH
8bp Indexes AO1 - HO2 ANiEH
ILM Reverse PCR Primer ANiEH
ILM Post—Capture PCR ANEH
Primer
Second Strand Oligo Mix NiEH.

HRyE
R B Y15 47K T T (K |k
)

BlreSelect Ligation
Master Mix
H 370 698 -
Second Strand Enzyme Mix
H 370 698 -
dA Tailing Master Mix
il 370 698 -
PCR Master Mix
H 370 698 -
First Strand Master Mix
H 370 698 -
Uracil DNA Glycosylase
(UDG)
Hih 370 698 -

SRR : Pfagmentation Mix TwE.
SureSelect Ligation TCH kL
Master Mix
Second Strand Enzyme Mix L& HEl,
dA Tailing Master Mix THHE
PCR Master Mix Tk
First Strand Master Mix ToH kL
Uracil DNA Glycosylase TR,
(UDG)
SureSelect Oligo Adaptor L&kl
Mix
SureSelect Primer T,
8bp Indexes AO1 - HO2 TR,

RATHB/ AT HAT :29/02/2024  _EAXRKRTHA :22/02/2021 JRE 15 32/18




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

SBIRR T VIR 2tk 2 P AE

F}E

I ERAR

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

LBk
TR
TR

TH R

THkE

ANEH
A

AEH .
AEH
AN -
AN -
A&
A&
AEH
AN -
A -
AEH

A

F10E87 T A e B

L :

Fragmentation Mix
SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes A0l - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

TEAS it B 73 S A SR R 6 M
TEA it B 173 S A SR R 36 8

TEAS it BEL s g3 S P A DR R 6 Bl -
TEAS it B 873 S S P A SR Rk 06 M
TEAS it BCHL 8 73 S A SR PRk 06 Ml
TEAS it BCHL 18 3 S P A DR R 06
TEA fity B B3 S A AR SRR 6 4

TEA i B s 73 S N PR SR PR 06 8

oA b B B3 SR
TEA i B 3 S
TEA i B 73 S
TEA fiy B B3 SR N

—

A R K
AR IS I e H g
AR IS I B H e
A S e K

— s

T ft L 873 B AR 5% R 6 0

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

H10E 7 TR féEiFﬂfiF“ 13

Rtk Fragmentation Mix A7 B E o
SureSelect Ligation K= AR
Master Mix
Second Strand Enzyme Mix A= AEE.
dA Tailing Master Mix AT AR E o
PCR Master Mix AP A E o
First Strand Master Mix NS i
Uracil DNA Glycosylase NS i
(UDG)

SureSelect Oligo Adaptor AF=ihfaE.
Mix

SureSelect Primer A= AR
8bp Indexes AO1 - HO2 A= R ARE o
ILM Reverse PCR Primer VN 5=
ILM Post—Capture PCR AT AR E o
Primer

Second Strand Oligo Mix AR s,

YA 54 I A : Fragmentation Mix TEIEFIRES M 5 A S KA GRS RN .
SureSelect Ligation TEIEH RS T S5 A S KA G B
Master Mix
Second Strand Enzyme Mix  fEIEFIRES T A7 50 A kA a2 v
dA Tailing Master Mix TEIEE RS TS5 A2 R AE GRS RN .
PCR Master Mix TEIEH RS T S 1A S KA GRS B
First Strand Master Mix TEIEE RS N g SN RAE GRS R
Uracil DNA Glycosylase TEIEFIRE T S S R A GRS O
(UDG)

SureSelect Oligo Adaptor fEIEW IR FgfF S HAAS KA LR KB .

Mix

SureSelect Primer TEIEHRE P S5 A S R AR AL 2 R B

8bp Indexes AO1 - HO2 TEIEFIRTS T A7 S5 A2 kA fak b 22 R v o

ILM Reverse PCR Primer TEIEHRE M S5 A S R AEBRKAL ¥ B

ILM Post-Capture PCR TEIEHRES T S5 A S R AR 5 B

Primer

Second Strand Oligo Mix TEIEHRE T S5 A S R AEBKAL 2 B
B A 1) 2% A : Fragmentation Mix A BAREE .

SureSelect Ligation W BAAREEE.

Master Mix

Second Strand Enzyme Mix  ¥&& BAR%dE.

dA Tailing Master Mix A BAREE .

PCR Master Mix WA BAREE .

First Strand Master Mix W B

Uracil DNA Glycosylase WH B

(UDG)

SureSelect Oligo Adaptor  ¥A EAREIE.

Mix

SureSelect Primer WH B

8bp Indexes AO1 - HO2 WA BARKARE .

TLM Reverse PCR Primer e BAREIE .

ILM Post—Capture PCR WA HARE .

Primer

Second Strand Oligo Mix WA B .

EE Y : Fragmentation Mix 2 58 AR I BB AR A A2
SureSelect Ligation 2 SR I B A A A2
Master Mix
Second Strand Enzyme Mix <555 MW a5 EWFIAFHE
dA Tailing Master Mix %‘5%%?‘%&;& AW FHE
PCR Master Mix 2 58N R N B FA A .

First Strand Master Mix é?kﬁi&ihﬁﬂﬁ@ﬁiﬁiﬁgii§i¢tfﬂﬂ<$ﬁﬁ§o
Uracil DNA Glycosylase 2 58 AR I BB AR A A2
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F108R5r Ao VEA e B

yEAlih Py )

(UDG)

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

. Fragmentation Mix

SureSelect Ligation
Master Mix

Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix

First Strand Master Mix

%@ﬁ%%ﬁﬂﬁ%%ﬁ?,
%ﬁﬁ%%ﬁﬂﬁ%%ﬁT,
%ﬁﬁ%%ﬁﬂﬁ%%#?,

%ﬁﬁ%%ﬁﬂﬁ%%ﬁT,
%ﬁﬁ%%ﬁﬂﬁ%$#F,
oS R AR 4 T

2 5N N B AR A 2 o
=5 E AT S B S A A AR
5 E AT S B B S A AR
2 5N RN B AR o
= SRR N B AL o
=5 AT S B B A A AR

AT AR 5
AR AR SR
AT SR 47
AR AR SR
AT AR5
AR fE B SR

.

Uracil DNA Glycosylase gEﬁﬁiﬁﬁﬁﬁ%Z?ﬁﬂﬁfﬁﬁzk##7<, NP G G 0 5

(UDG) o
SureSelect Oligo Adaptor  TEIEH HIEAAE AL, A4 G o@r-:
Mix Y/
SureSelect Primer TEIBH G KN, NS EGR R fdre

.
TR AP RV 26 AF R, A A fa R i 0 gt

LB
ILM Reverse PCR Primer TR A FE R R, A= BB o fdr-

8bp Indexes AO01 - HO2

ILM Post—Capture PCR E WG &R, A= a4 i e
Primer Y.
Second Strand Oligo Mix TEIEE R AR AT, A=A o @gr:
f%g]-ljtgfi}’ 4§$35E§%é FJAL»
EENNER
%.&ﬁ;&
7= i/ B B R 2R Pk H&E R
[V SureSelect Ligation
Master Mix
2) Him LD50 ik KER 12600 mg/kg (Z| -
5/ T 5D
3)
Second Strand Enzyme Mix
4) Hih LD50 AR N 12600 mg/kg (Z| -
v/ F o)
5) FALE LD50 AR N 2600 mg/kg (% |-
/TR
6) KO BEHSERIRHERE [ LD50 AR KR 1800 mg/kg (Z |-
5/ )
7)
dA Tailing Master Mix
8) Him LD50 Ik NG 12600 mg/kg (Z| -
v/ T3
9)
PCR Master Mix
10) Him LD50 1k N 12600 mg/kg (Z| -
v/ o)
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FLH T FHZEER

11)

First Strand Master Mix

12) Him LD50 1Ak N 12600 mg/kg (Z| -
v/ F5e)

13) RO BER-r R0 RE | LD50 Mk N 1800 mg/kg (£ |-
v/ o)

14)

Uracil DNA Glycosylase

(UDG)

15) Hi LD50 [1AR KR 12600 mg/kg (Z| -
v/ o)

B% R

SureSelect Ligation Master Mix

) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005

3)

Second Strand Enzyme Mix

4) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005

5) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 520, 2005

6) Proceedings of the Scientific Section of the Toilet Goods Association. (Washington, DC) No.1-48, 1944-67. Discontinued. 20, 16, 1953
7

dA Tailing Master Mix

8) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005
9)
PCR Master Mix

10) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005

11)
First Strand Master Mix

12) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005

13) Proceedings of the Scientific Section of the Toilet Goods Association. (Washington, DC) No.1-48, 1944-67. Discontinued. 20,16, 1953
14)
Uracil DNA Glycosylase (UDG)

15) Encyclopedia of Toxicology: Reference Book, Elsevier, 2005 -, 449, 2005

1M

72 i/ B B R HiR FUiES 24 B itk =3

[V SureSelect Ligation

Master Mix

2) Hih ARFE — Bt BT - 24 /NEF 500 |-
mg

3) FeRk - R e BT = 24 /N 500 |-
mg

4)

Second Strand Enzyme Mix

5) Hm HRAE — BRI BT - 24 /NI 500 |-
mg

6) ek — BRI BT - 24 /NI 500 |-
mg

7) & AbAT MR — Rt BT - 24 /NI 500 |-
mg

8) WL MEH-ERIRE | B - BERIENE BT - 24 /B 500 |-
uL

9)

dA Tailing Master Mix

10) Hh HRAE - BRERsE BT - 24 /NEf 500 |-
mg

11) FERR — e BT - 24 /NEF 500 |-
mg

12)

PCR Master Mix

13) Hh ARFE — Bt BT - 24 /NEF 500 |-
mg

14) FeRk — R e BT = 24 /N 500 |-
mg

15)

First Strand Master Mix

16) Hih HRAE — BRI BT - 24 /NEF 500 |-
mg

17) ik — BRI Ui - 24 /NEf 500 |-
mg
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

=

F11E S BHEZE

=

18) R M L RR L R

19)

Uracil DNA Glycosylase
(UDG)

20) H

Btk — e RE

R - B

T

"T

ulL

24 /N 500 |-

24 /NEF 500 |-

mg
21) Rk — BRI BT - 24 /NI 500 |-
mg
BEHR

SureSelect Ligation Master Mix

) “Prehled Prumyslove Toxikologie; Organicke Latky, ” Marhold, J
3) “Prehled Prumyslove Toxikologie; Organicke Latky,” Marhold, J.

4)
Second Strand Enzyme Mix

5) “Prehled Prumyslove Toxikologie; Organicke Latky,” Marhold, J.
6) “Prehled Prumyslove Toxikologie; Organicke Latky,” Marhold, J.
7) ”Sbornik Vysledku Toxixologickeho Vysetreni Latek A Pripravku

Praha, Czechoslovakia, 1972 -, 8, 1972

8) National Technical Information Service

0TS0573105

9)

dA Tailing Master Mix

10) “Prehled Prumyslove Toxikologie;
11) “Prehled Prumyslove Toxikologie;
12)

PCR Master Mix

13) “Prehled Prumyslove Toxikologie;
14) “Prehled Prumyslove Toxikologie;
15)

First Strand Master Mix

16) “Prehled Prumyslove Toxikologie;
17) “Prehled Prumyslove Toxikologie;

18) National Technical Information Service

0TS0573105
19)
Uracil DNA Glycosylase (UDG)

Latky, ”
Latky, ”

Organicke
Organicke

Latky, ”
Latky, ”

Organicke
Organicke

Organicke Latky,”
Organicke Latky,”

(Springfield, VA 22161)

Marhold, J.,
Marhold, J.,

Marhold, 7.,
Marhold, J.,

Marhold, J.,
Marhold, J.,

(Springfield, VA 22161)

20) “Prehled Prumyslove Toxikologie; Organicke Latky,” Marhold, J.,
21) “Prehled Prumyslove Toxikologie; Organicke Latky,” Marhold, J.,

HAER
THEHEL
FrRAN
g/
gt
gt/ AR
5
/MR
S
gin/ R
ST i Pl 2

TR

TR

I g

TR

THEL

ToBRL

HRA e EAR IR R

: PFagmentation Mix

Prague
Prague

Prague
Prague,

” Marhold,

Czechoslovakia
Czechoslovakia

Czechoslovakia
Czechoslovakia.
J. V., Institut

Avicenum
Avicenum

Avicenum
Avicenum,

1986 -, 207, 1986
1986 -, 207, 1986

1986 -, 207, 1986
1986 -, 207, 1986

Pro Vychovu Vedoucicn Pracovniku Chemickeho Prumyclu

Formerly U.S. Clearinghouse for Scientific & Technical Information

Prague,
Prague,

Prague,
Prague,

Prague,
Prague,

Formerly U.S. Clearinghouse for Scientific & Technical Information

Prague,
Prague,

Czechoslovakia,
Czechoslovakia,

Czechoslovakia,
Czechoslovakia,

Czechoslovakia,
Czechoslovakia,

Czechoslovakia,
Czechoslovakia,

TR

Avicenum,
Avicenum,

Avicenum,
Avicenum,

Avicenum,

Avicenum,

Avicenum,
Avicenum,

1986 -, 207, 1986
1986 -, 207, 1986

1986 -, 207, 1986
1986 -, 207, 1986

1986 -, 207, 1986

1986 -, 207, 1986

1986 -, 207, 1986
1986 -, 207, 1986

SureSelect Ligation N TORE . Ok, e, RN, HRE.
Master Mix
Second Strand Enzyme Mix — HENSBAHHORIE]: TRk, RBE, WO, HRES.
dA Tailing Master Mix HENBERTRE . Ok, B, B, HREE.
PCR Master Mix ToHE kL
First Strand Master Mix HENEEIORLE] . DR, BEBE, RN, HRES.
Uracil DNA Glycosylase HENBEBER R DR, BBk, TN, HRES.
(UDG)
RATHH/ AT HA :29/02/2024  _ERRATHAT : 22/02/2021 JEA 05 37/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FLH T FHZEER

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: Fragmentation Mix VE B ) A A B ™ E AR

SureSelect Ligation 385 e HIR ) 3 o

Master Mix

Second Strand Enzyme Mix & R %1%,

dA Tailing Master Mix i R HR 5

PCR Master Mix WA B B S AR F ™ E R

First Strand Master Mix 18 I HR TR 3

Uracil DNA Glycosylase I8 3 R 303

(UDG)

SureSelect Oligo Adaptor V&7 MM AN1EHE ™ E AR

Mix

SureSelect Primer WA HEREMEHBEBRK.

8bp Indexes AO1 - HO2 WA A B S AR F ™ B .

ILM Reverse PCR Primer &ﬁ%ﬁ%aﬁﬁ%ﬁﬁiﬁ@o

ILM Post—Capture PCR BH R 2 A ™ E AR

Primer

Second Strand 0ligo Mix WA HEREMEHBEEBK.
SN : Fragmentation Mix &ﬁ%ﬁ%aﬂﬁﬁﬁpiﬁ@o

SureSelect Ligation A HER E5E ™ EERK.

Master Mix

Second Strand Enzyme Mix %i%?ﬁﬁﬁiﬁ@EE%DVFfﬁﬁzﬂzﬁiﬁiﬁﬁo

dA Tailing Master Mix BB AN B S

PCR Master Mix %i%?ﬁﬁﬁiﬁ@Eﬂ%ﬂ??ﬁﬁﬁﬁ?zﬂiﬁigﬁo

First Strand Master Mix VE IR ) B A Bl ™ AR

Uracil DNA Glycosylase A HEREMEHSEBRK.

(UDG)

SureSelect 0ligo Adaptor V&7 WSRO EN4E ol ™ & G o

Mix

SureSelect Primer A A B EnE A Bl™ B fE R .

8bp Indexes AO1 - HO2 WA A 1 E AR A ™ B AR .

ILM Reverse PCR Primer A W) E 04 Bl ™ B G R .

ILM Post—Capture PCR WA B B S AR B ™ E R .

Primer

Second Strand Oligo Mix VA R A e E AR
B R Bk : Fragmentation Mix WA W SR H EO™ S AE K

SureSelect Ligation 18 RS R

Master Mix

Second Strand Enzyme Mix & BT Rz el i .

dA Tailing Master Mix i TR R

PCR Master Mix WA BRI O 04 F BlO™ E AR

First Strand Master Mix i R TR IR

Uracil DNA Glycosylase i B R A7 e )

(UDG)

SureSelect 0ligo Adaptor  ¥&78 WA CLEN/E Bl ™ & G o

Mix

SureSelect Primer %i¥§ﬁﬁ§iﬁ@Eﬂ%ﬂ?FfﬁEgFEEEﬁiﬁﬁo

8bp Indexes AO1 - HO2 BAT WL () LA H 0™ B

ILM Reverse PCR Primer WA BB B AR F B E AR .

ILM Post-Capture PCR B B E AR H B0 & fa kG .

Primer

Second Strand Oligo Mix A A B e A E™ AR .
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SureSelect RNA Library Prep, ILM

(Pre PCR), Part Number 5500-0134

JD

F11H o BHZEER
'gA

7%%%@

SN

. Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

YT

: PFagmentation Mix
SureSelect Ligation
Master Mix

Second Strand Enzyme Mix

dA Tailing Master Mix

PCR Master Mix
First Strand Master Mix

Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

: PFagmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

B WL E AR B0 B AER
B W ) C AR B0 G R

B WL I SR B0 B AER
BT W ) SR B0 B AER
B W R ™ G
VA WS R ™ B A
B R C R ™ B A

VA W AR ™ B fE

B W SR B0 EAE R
B W SR R B0 EAE R
B W 2R ™ B fE
B W SR R B0 E G

BOA WL A E F B0 HAE K.

B BAREE
ANFIRER AT REALE U0 T 500 -

IR BRI

MTRIE|

MR
AFPERR AT Be A FE U R A5
PR BRI

MTRIE|

eI R AT
AFPRER AT e A FE U R AE -
P BRI

MTRIE|

IR

WA BAREHE .

ASFUSE IR AT B AL FE U0 R 15 -
AT B

iiH

el KA
AFREAR AT B A FE U R AF I«

IR B
TR
FEIMKA
WA BRI .

BT BAR SR -
BOA BARSE .
BOA B AR
BOA HAR S .

B B AR
BOA B
B B AR

B B AR EE
B B AR
BT BAR KR
BAT BAR KR -
B B ARKE

B B ARKHE

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FLH T FHZEER

SureSelect Primer WH B
8bp Indexes A0l - HO2 WA FARER .
ILM Reverse PCR Primer B B
ILM Post—Capture PCR WA BARKAE .
Primer
Second Strand Oligo Mix e ZEP=RLN I E
Fz gt : Pragmentation Mix WA B .
SureSelect Ligation AFPRER AT GEELFE N N AE M.
Master Mix
b
Fe R AT
Second Strand Enzyme Mix  ANFPEEIRT]EEALFE LD T IEM:
K
Fe R AT
dA Tailing Master Mix AFPRER AT REELFE 40 N AE I :
b
MR
PCR Master Mix WA FAREIR
First Strand Master Mix AFFEIR AT eI F 1B
L
Fefl R AT
Uracil DNA Glycosylase AFPREIR AT BEELFE 0 N B 0
(UDG)
I
Fe R 4L
SureSelect Oligo Adaptor  ¥&A HAKEHE.
Mix
SureSelect Primer B B EdE.
8bp Indexes AO1 - HO2 WA HAREEE .
ILM Reverse PCR Primer WA HARER
ILM Post—-Capture PCR BeH BAREIE .
Primer
Second Strand Oligo Mix BH B
BA : Pfagmentation Mix WA ALK .
SureSelect Ligation BH BAREIE .
Master Mix
Second Strand Enzyme Mix A B AR%EHE.
dA Tailing Master Mix B B ARERE
PCR Master Mix WA FARER .
First Strand Master Mix A A%,
Uracil DNA Glycosylase BH BB .
(UDG)
SureSelect Oligo Adaptor  ¥&A HAKHHE.
Mix
SureSelect Primer B B
8bp Indexes AO1 - HO2 WA B .
ILM Reverse PCR Primer WA FARER .
ILM Post—Capture PCR WA B .
Primer
Second Strand Oligo Mix BH BAREIE

EEE B 20T R

W AT Tk

KRR

HEEE B 2T Bk
Bikh

RATHH/AETHA
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

FLH T FHZEER

— : Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0ligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

BUE . Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes A01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

BRI . Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO01 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

AFEENE . Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase

B W C R ™ A
B W SR ™ A

VA ] SR ™ G
B WY SR ™ G
BT WL ) C AR B0 B AER
VA WS AR ™ B A
B WY R ™ A

B W R ™ G

VA WS R ™ G
VA W C R ™ B fE
B W SR B0 G
B WL SR R B0 EAE R

BOA WL S AR F B0 H G .
B WL I S E R B0 E G
BOA WL A E A B EAE K.

B WL SR B0 B AER
B WL ) SR B0 B AER
B W 2R ™ A
B WL 1 S AR T B0 B AER
B Y SRR ™ A

BT W ) SR B0 B AER

B W] R ™ G
AT WS R ] ™ G
B W 2R ™ B A
B B S AR R B0 E AT

B WY R ™ E fE
B W SR I B0 G
B WY 2R ™ E fa

BOA WL AR A B H G .
BOA WL AR A 8™ H G .
B W SR B0 B AER
B WL ) SR B0 B G R
B W 2R R B0 E G

B W ) SR BO™ E G

B Y R ™ G
B W R ™ G
BT W 1) C AR B0 G
B WY SR ™ G

B W C R ™ B fE
B W R ™ G
VA WY C R ™ A

B W SR B0 B AER
B WL SR B0 EAE R
B W SR R B0 B AE R
BOA WL AR A 8™ H G .
B W SR R B0 E G R

(UDG)
SureSelect Oligo Adaptor V& MM CA1EHE ™ EAER.
Mix
RATHA /3T H AT :29/02/2024  _EAXRKRTHA :22/02/2021 B 05 11/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

5#31_152Bf2> qgiﬂgﬁé%é FﬁdLn

SureSelect Primer

8bp Indexes AO1 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR

Primer

Second Strand Oligo Mix

B WL SR B0 B AER
B WY R ™ G
B WL I C AR B0 B G R
B W ) 2 AR T B0 B AER

B W SRR ™ G

EHEKEEHE
7= i/ B B R AR (mg/ |BERE (mg/ [MR (54E) |TRA (S |[RA (25
kg (Z3/ |kg (ZW/ | (ppm) (mg/1 (& |%) (mg/
T3 ) T ) w/A ) |1 (BR/
)
BlreSelect Ligation Master Mix
H i 12600 N/A N/A N/A N/A
Second Strand Enzyme Mix
Second Strand Enzyme Mix 192592.6  [N/A N/A N/A N/A
Hri 12600 N/A N/A N/A N/A
A 2600 N/A N/A N/A N/A
R ¢ T S B R BE TR 1800 N/A N/A N/A N/A
dA Tailing Master Mix
Hi 12600 N/A N/A N/A N/A
PCR Master Mix
Hi 12600 N/A N/A N/A N/A
First Strand Master Mix
H i 12600 N/A N/A N/A N/A
R g o B ORHEE 1800 N/A N/A N/A N/A
Uracil DNA Glycosylase (UDG)
H 12600 N/A N/A N/A N/A
AN
%12‘&'3% i‘ttui I:nu»
Yl \'Ela‘
F= i/ A B R g3 Fhk -3
IV SureSelect Ligation
Master Mix
2) Hih Sk LC50 54000 mg/1 (Z3w/F) ¥k | — Oncorhynchus mykiss 96 /NI
K
3)
Second Strand Enzyme Mix
4) Hi 2 LC50 54000 mg/1 (Z3/FF) ¥k |4 - Oncorhynchus mykiss 96 /NEF
K
5) S &Mt EC50 9.24 g/L %K 25 - Desmodesmus 72 /NI
subspicatus
6) 2 EC50 1337000 Mg/l %K ¥ - Navicula seminulum 96 /NIF
7) S LC50 9.68 mg/1 (=W /FF) WK | H5Eah¥) - Pseudosida 48 /N
ramosa — AR
8) S LC50 93000 Mg/l kK K=& - Daphnia magna 48 /NEF
9) S LC50 509.65 mg/1 (Z5/Ft) % |4 — Danio rerio 96 /NI
K
10) B2 EEs s RO mE |2 LC50 5.85 mg/1 (Zwi/FH) WK | BFREEY - Ceriodaphnia 48 /NHY
rigaudi — FrAEAER
11) 2 LC50 11.2 mg/l (ZF5/FF) K| /KT - Daphnia magna — FHAAk| 48 /Nt
RATHA /3T H AT :29/02/2024  _EAXRKRTHA :22/02/2021 JRE 15 12/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

=

F12H 4y AR ZF

[= R
12) St LC50 4500 ng/1 K fii - Pimephales promelas 96 /NI
13) &Pt NOEC 0.004 mg/1 (Zw/FF) & | - Gambusia holbrooki 28 K
K
14)
dA Tailing Master Mix
15) Hih 2t LC50 54000 mg/1 (Z=w/F+) ¥ | — Oncorhynchus mykiss 96 /N
K
16)
PCR Master Mix
17) Him 2P LC50 54000 mg/1 (ZW./F) ¥ | — Oncorhynchus mykiss 96 /INEf
K
18)
First Strand Master Mix
19) Huh 2P LC50 54000 mg/1 (Zw./F) ¥ | - Oncorhynchus mykiss 96 /INHf
K
20) WL EERoEIIRARE | S LC50 5.85 mg/1 (ZFL/F) KK | KB ~ Ceriodaphnia 48 /NI
rigaudi — FrAAEK
21) Atk LC50 11.2 mg/1 (Z3w/F) WK |/KF — Daphnia magna — FiHEAR| 48 /N
22) &Mt LC50 4500 ng/1 kK tt — Pimephales promelas 96 /INEsF
23) &% NOEC 0.004 mg/1 (Zw/Jt) ¥ |# - Gambusia holbrooki 28 K
K
24)
Uracil DNA Glycosylase
(UDG)
25) Hih 2% LC50 54000 mg/1 (Z3/FF) ¥ |4 - Oncorhynchus mykiss 96 /NHf
K
SFH IR
SureSelect Ligation Master Mix
) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
3)
Second Strand Enzyme Mix
4) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
5) Ecotoxicol. Environ. Saf.54(3): 346-354
6) Final Report No.RG-3965(C2R1), U.S. Public Health Service Grant, Academy of Natural Sciences, Philadelphia, PA:89 p.
7) Arch. Environ. Contam. Toxicol.60(2): 241-249
8) J. Fish. Res. Board Can.29(12): 1691-1700
9) Toxics5(1): 13p.
10) Toxicol. Environ. Chem.89(2): 347-352
11) Toxicol. Environ. Chem.89(2): 347-352
12) U.S.EPA, Environ.Res.Lab., Duluth, MN; Contract 68-01-0711 (Unpublished):26 p.
13) Environ. Sci. Pollut. Res. Int.23(15): 14937-14944
14)
dA Tailing Master Mix
15) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
16)
PCR Master Mix
17) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
18)
First Strand Master Mix
19) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
20) Toxicol. Environ. Chem.89(2): 347-352
21) Toxicol. Environ. Chem.89(2): 347-352
22) U.S.EPA, Environ.Res.Lab., Duluth, MN; Contract 68-01-0711 (Unpublished):26 p.
23) Environ. Sci. Pollut. Res. Int.23(15): 14937-14944
24)
Uracil DNA Glycosylase (UDG)
25) ECHA, United States Department of the Interior, Fish and Wildlife Service, Resource Publication 137
BALRB R
7= i/ AR 46 R by S & Bk
7 SureSelect Ligation
Master Mix
2) Hw 301D Ready 93 % - 30 K - -
Biodegradability
— Closed
Bottle Test
3)
Second Strand Enzyme Mix
4) Hih 301D Ready 93 % - 30 K - -
Biodegradability
- Closed
RATHH/ AT HH :29/02/2024  _LRRATHA : 22/02/2021 JA 5 43/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

BI2E ASFEER

Bottle Test
5)
dA Tailing Master Mix
6) H 301D Ready 93 % - 30 K -
Biodegradability
— Closed
Bottle Test
7)
PCR Master Mix
8) Hi 301D Ready 93 % - 30 K -
Biodegradability
— Closed
Bottle Test
9)
First Strand Master Mix
10) Hh 301D Ready 93 % - 30 K -
Biodegradability
— Closed
Bottle Test
11)
Uracil DNA Glycosylase
(UDG)
12) Hih 301D Ready 93 % — 30 K -
Biodegradability
— Closed
Bottle Test
SEICRR
E}7SureSe1ect Ligation Master Mix
2) ECHA
glcond Strand Enzyme Mix
4) ECHA
5)
dA Tailing Master Mix
6) ECHA
7)
PCR Master Mix
8) ECHA
9)
First Strand Master Mix
10) ECHA
11)
Uracil DNA Glycosylase (UDG)
12) ECHA
7= i/ By B R KAEFIFEH MfEER AW R A
Bécond Strand Enzyme Mix
A - TR
B B S BN BTk - - THE
First Strand Master Mix
R Tl o RN B Tk - - TR
BERAEY BN
F= b/ A B R LogPor EMEERRH BER
BlreSelect Ligation
Master Mix
H -1.76 - ik
Second Strand Enzyme Mix
i -1.76 - i
A -0. 46 - {115
5 g o BN BTk 4. 86 - =
dA Tailing Master Mix
i -1.76 - i
RATHB/ AT HAT :29/02/2024  _EAXRKRTHA :22/02/2021 JRE 15 14/48




SureSelect RNA Library Prep, ILM

(Pre PCR), Part Number 5500-0134

F12E 7 EDZE

le\

PCR Master Mix

Hih

First Strand Master Mix
i

R ¢ S BN BTk

Uracil DNA Glycosylase
(UDG)
H

-1.76

-1.76
4. 86

-1.76

{1i8

;=R

fi%

ot Ll 0bemiz 4
TR/ KAERE (Koo)

H AR 5EH FIEH

DA R SR B0 E E R .

F13Hy BFLE

B I5iE

D NLRUAT RERE S B R A
JRF 4 A FRE AT 2 A ST A R

SRR

FURIIESR . BRI R
RN LA RITTEAEBA S A 25

~7 0
S A0

TEBORIEL B dh P A BN A B DR
28 VRF VR PR SR AL BE 5 [R] 7o AL BE AR R )
IR AR LA BN TKIE, BRAFE &/ G P BN 1
AAE SR AT AT IS, 425 8 A e Bl m

B AL B A T B RE R S A R, NG

W, FRESRAN TR R P R AR . B RO E,
Sttt B R N . R, R/KIE RS KA IE
§§§]34%§Bf§&~ §§~1F14L»
HHE UN IMDG TATA
BAEGERTEm | AZE A2 N2 ] ANZEH
5 (INS)
BATEREH |- - - -
BaEBsREsE |- - - -
325 - - - -
g faE TCo T T T
BHENEEE : RPN BRI Z A S R E AL . N g s A R
HH [ 7E R AR el AE TR B 8 SR B A+ 7t
DYl
B KX : Fragmentation Mix A5 FH 38 A 0 KB Bl K PR R K5
SureSelect Ligation 18 FH & S 3 K JE B kR K K F
Master Mix
Second Strand Enzyme Mix i & & 4N KB B Kok 1K K5
dA Tailing Master Mix A8 FH I b K Bl K R ()R K)o
PCR Master Mix A5 FH 38 A 0 KB L K PR R K
First Strand Master Mix 1 FH &S 3D K JE Bl IR B K KT
Uracil DNA Glycosylase 18 FH & & 3 K JE B R B K K5
(UDG)
SureSelect Oligo Adaptor i FH3& & MK & K K B K K.
Mix
SureSelect Primer 5 FH&E A 0 KR B KR IR K
8bp Indexes A01 - HO02 A58 FH A B I K] LK TR R K
RATHB/ AT HAT :29/02/2024  _EAXRKRTHA : 22/02/2021 JRE 05 15/418




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

F14E s BEER

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer
Second Strand Oligo Mix
ANiE A K k) : Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)
SureSelect 0ligo Adaptor
Mix
SureSelect Primer
8bp Indexes AO01 - HO2
ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer
Second Strand Oligo Mix

. Fragmentation Mix
SureSelect Ligation
Master Mix
Second Strand Enzyme Mix
dA Tailing Master Mix
PCR Master Mix
First Strand Master Mix
Uracil DNA Glycosylase
(UDG)

SureSelect 0Oligo Adaptor
Mix

SureSelect Primer

8bp Indexes AO1 - HO2

ILM Reverse PCR Primer
ILM Post—Capture PCR
Primer

Second Strand Oligo Mix

RIE IM0 T E¥Euidtias o EEE.

A5 P s 15 b I K R B R Ko
5 P 3 15 I K R B PR Ko

A5 P 5 0 I R K IR 2R Ko
B EFE R
BAHERE R

BECHER
WA EHER.
KA EHER.
BECHER.
BECHER.

BAH CAE S
A OIS B
BAHEER.
BAHEAER.
B CAE R

BHCRER.

o

2 5 N B AL A o
2 RN N B A2 o

5 E AT S B B S A A AR
= 5N N B AL o
= 5N RN B AR o
=5 A AT S B S A A AR
=5 AATE S B B A A A

= 5 RN RN S A AR A A o

5 AT S B S A A AR
2 5 RN RN B AL o
2 5T N B A AL A o
=5 AT S B B A A AR

HHHH

H

HNHH

= 5 RN N B A AL A o

5§3].5jzgfi}' {éiij1Fle»

HEHORYEZ

T HAr AR TINZ H 3% o

FEH O/ O¥A B
T Hor R TINZ B 3%

2, O
)

P B BIARIINZH %

),
l W, H

P 45 IR IINIZ H 3%

BIEHM Oy HF

P 5 AR IINIZ H 3%
i B P BR AR M O A

P B BIRIINZ H 3%
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SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

EEI ]- 55‘2'36} ‘/2%)&’“:! I

Zian A A i B A 2R
P Aoy RPN Z H 5%
EEY B ES

P Ao ARIINZ H 5%

1= A b, [

P H BIRIINZ H 3%

KIF .

SRR AL
ESIES

16505 NG

RATIEE

RAT BHIH/18T H#H :29/02/2024

EXERITEHE :22/02/2021

ﬂﬁj: b

FSEM Y FRHEES D SRR THE (ATE)
EVEERE (BCF)
GHS = fL2% 5 38 Ko bman A Bk P R )
H bR iEith e (TATA)
PR R A (IBC)
[ Brifg L fa R R vis i) (IMDG)
SRR/ K R BN BUE  (LogPow)
[ PR 342173 /78F775 A %) (MARPOL)
N/A = TEHFK
BEE (U

HFBH»ENER

RATHH/ 53T HB 129/02/2024  _EXRRITHA : 22/02/2021 )2 05 47/48




SureSelect RNA Library Prep, ILM (Pre PCR), Part Number 5500-0134

168k HABGEE

ZIES

Hih

BlreSelect Ligation Master Mix
B R JE b/ — 2R 3
FEEE IR /IR - 2 2B

Second Strand Enzyme Mix
B ek /s — 21 3
P R /BRI - 20 2B

dA Tailing Master Mix
B RRIE h/ s — 2851 3
P R /AR - 2 2B

First Strand Master Mix
BRI ol /3 — 550 3
7 AR A /IR - 285 2B

Uracil DNA Glycosylase (UDG)
SR /s - 289 3
P AR /AR - 25 2B

TSI
Tk

2R RrS
2R IRPS

%
Ik

T
T

TS
TRk

V # B ERRATHIRA R K AL ERHIER -

B AR EEREERET ZERHEE SN FTEENAIR. KELTMIE R B ZEmE. SBESER

1A Y B 75 B 7S BRI ARAE o

R % : *8bp Indexes A0l - HO02: 5190-7912, 5190-7913, 5190-7914, 5190-7915, 5190-7916,

5190-7917, 5190-7918, 5190-7919, 5190-7920, 5190-7921,

5190-7924, 5190-7925, 5190-7926,

5190-7927

5190-7922, 5190-7923,
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