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ﬁahorse XFp T Cell Metabolic Profiling Kit

1. sS40l e d=2

3] : WFp oligomycin A WSS M0IB = Q=2
XFp Bam15 HEE HOIEH=E SiS
XFp Rot/AA HES HOIHE 22
SHAS ™ : WFp oligomycin A YHES HOIE= g
XFp Bam15 HEts {01 = gle
XFp Rot/AA @St HOIE=E g2
I8 ¥s3S W : WFp oligomycin A HESH HOIE= gl
XFp Bam15 HEtst {0IEE gle
XFp Rot/AA HES HOIEH=E 23
=0 SoUS o : WFp oligomycin A HEs HOolHE S
XFp Bam15 HEtsk M0l = gle
XFp Rot/AA HES HOIEH=E 2 S
U 22 S§l8 "B
M &= A
MNE/H2H A0 MES = L=
XFp Rot/AA
Antimycin A LD50 &+ F 28 ma/kg -
ZH = LD50 &+ = 25 ma/kg -
II::H{‘:'AIA-'
MNE/H2H 2 MES ANE 20 (& 2
XFp Rot/AA
ZH = = - &5 A= £ - 1 % -
n/gelps
INE=IRe7 8=
CMR(ZSA, BHO|RH, MAEM)- ILE2 DA SISIEE 2 22|& X9 L& J|I=
NI E=H
0] 21 &
22/ INE=IR7 8=
2ok Ad
A2/ A2 s
A ALS A
22/ =R =)
x jl%:l/\‘l
ZE2/Q A2 s
EXETHII) EH (18l &)
01 =25 =33z prsiig i
XFp Rot/AA
ZH = =23 - SEIIAH K=
EX EX-III-D =M !w-E _IT_E_)
INE=R =1
=0| S3|A
A2 8ls.

Ol RIS O =Ab
[

Ot S A

22/ 2 els.

gt : WFp oligomycin A a2st HEOILE RIS 28 HE S8
XFp Bami5 A2s HEOILE FIE2 AN HE S
XFp Rot/AA A5 HEOILE FIES2 AN HF SIS

EE NEL A 1 10/06/2024 0|8 & 28 129/06/2021 & 22 9/13




ﬁahorse XFp T Cell Metabolic Profiling Kit

1. sS40l e d=2

g : XFp oligomycin A al2tst HE0|ILE RIES 28 B 88
XFp Bam15 A24E HEOILE FIES AN HF SIS
XFp Rot/AA 245 HEOILE FIES LAHAN U S S
BHOIR S : WFp oligomycin A Al2t5H HSHO|U YIS 2 LT HE S
XFp Bam15 A24E HEOILE FIES AN HE S S
XFp Rot/AA A28 HEOILE IS 2HE HE SIS
MA=H : WFp oligomycin A A12H5H HEOILE IE2 2 HE SIS
XFp Bam15 Al2t5H HEHOILE I8 2 2 HE 8IS
XFp Rot/AA Al2t5H HEHOILE RIE2 28 HE 8IS
SEHO £X&E M
28 EH =M
NS/ 829 27 (mg/ |&T (mg/ [ELY OIA)|EL (BI1)|EY (HX
kg) ka) (ppm) (ma/1) 2 QIAE)
(ma/l)
XFp oligomycin A
XFp oligomycin A 101101.6  [N/A N/A N/A N/A
XFp Bam15
XFp Bam15 99003.0 N/A N/A N/A N/A
XFp Rot/AA
XFp Rot/AA 99020.6 N/A N/A N/A N/A
Antimycin A 28 N/A N/A N/A N/A
ZH= 100 N/A N/A N/A N/A
12. 830 0|Xl= H&
I MElSH
NS/ 82 2 MEE s
KFp Rot/AA
Antimycin A =4 LC50 0.000019 mg/l & == =117J| = Oncorhynchus 96 AlZ2t
myKkiss
ZHl= =4 EC50 190 pg/l &= 2242 - Simocephalus 48 A|2t
serrulatus — OHE &l
=24 EC50 3.7 ug/l &= SWE - Daphnia magna 48 A2t
=4 LC50 1.9 ppb &= = 17J| = Oncorhynchus 96 Al2t
myKiss
OtAd NOEC 0.3 ppb &= =W S - Daphnia magna 21 &
ot NOEC 1.01 ppb 21| = Oncorhynchus 32 &
myKiss
L &84 2 Zdild
INE=r =
Ch M2 ==A
NS/ d=2d LogPow BCF BNE NME s54
KFp Rot/AA
ZHe= 41 25.7 <3
ch E2 0|=4
E2/2 2480 Hl2=(Koc) N I=Aer=
0. JIEl 7ol & Al2t5H HEQILE IE 2 A HE 8IS
EHE WELH 2 10/06/2024 0|& & &2 1 29/06/2021 HE 12 10/13




ﬁahorse XFp T Cell Metabolic Profiling Kit

13. HIDIAl =2 Atet

b HOISE D Jlset Hol2 ddsS HiotHU 2IAZ2 &€ A, 0l S 21 29, 242 XL 1
Aol s#32sE it EHJI% el FPS% =0 OF St &= SItset M30l
LE A0 g2 Xﬂ% A HII=E OHC*

JI_’FOI _J‘:‘Mi% ExtHe 90
MEHE ja[ZHE 8P¢§ HIIE A E oHE.
MEZ0| Jtsotkl 8 20t _71_815|010k 5.:*.

Lt HIDIAl 32| AtE HE Y 1 Jls otdst tHO 2 HI|IZ OO0 &, MEZHL HHXX LS B
IE F=2E ER F2IHEE. Ul %DI = E}OIL‘IOH HME HF20| 0ot U2
= AS. REE 20| SMHAHAL B EY, =2, Ui & ol==2 8=t A
2 Ig A,
= i =
14. 250 2t 88
UN / IMDG / IATA N LN =
ijl: I-IE
FO: A A F2 L
Ht. MBI 285 E= 25 ¢ ASXY 29 LA 28t &4 2H SO0 £0t SHIZ MK MBS 28HE
SO 2ol & 2RI UA A AMDI HMBIAUL SEEUS 3R A2 00k ot=XE HEE 28tct= A
LI 25 SEst ofN SO =XIAIZ 2.
IMO &0l 2 g3 25 D A= S,
15. €& AHS &
b AHAOIMEAHH |8t 7 A
AHOFMEAHY M117X 2E H=20 SMIX £S.
(M= S9 2X)
At oA & H118= PE H20 SHIAX €3
(M= S a0}
HAEBSY H2X oHE AS.
FaERWMNAS
ssteX U 22X oIX LEIFE
KFp oligomycin A HALEIEQ U= 4201 8138
XFp Bam15 HAL-EI|E0| Y= 4=0] i3,
XFp Rot/AA OIS 822 L2/ 0] US:
XFp Rot/AA
ZHl=
/\+°‘°+@E?_‘|E A&7 E = 420 SMEA ¢£2.
[HE 19] RdaoaXg -
%%EP.I slagil=
MAOIMEHY AR Z 2E H=20 SMIX £S.
[2E 21] HPEFESH
CH& Lol el Xt
MHOIMEHY AR E DE H20 SHIX %S
[€E 22] S4ALAC
CH& Sollel Xt
EE NELH :10/06/2024 0|8 & Y :129/06/2021 HE 12 11/13




ﬁahorse XFp T Cell Metabolic Profiling Kit

15. 88 HAEE

OIS AIF0 2ot DE H=0 SN LS,
7E [EE 12] 2204
S EEPEE

LI, SistSR22 80l 218t 7 A
ster2aae|Y 1188 : WFp oligomycin A 2E H20 SMIX £8.
SH2& HIESTAH XFp Bam15 = 4201 SMEA E£2.
XFp Rot/AA = 4201 SMEA #£2.
3}S2Z9 S2 2 "It : WFp oligomycin A 2E H20| SMIA %3,
SO 28t B8 H27x XFp Bam15 = 420 SMEA E£2.
(B2X=22) XFp Rot/AA = 4201 SMEA #£2.
et M19X  : KFp oligomycin A 2E H20 SMIX $£8.
510t IA(3&8t889 S XFp Bamis 2E 420 SHEX 2.
s 2 "I s0f| 28 Y XFp Rot/AA = 420 SMEA #£2.
g X25= (510t=24))
gist2 ol S5 2 HIt : KFp oligomycin A 2E 420 SMEX £8.
SO 2s B8 M20x XFp Bami5 PE 820 SMEA £3.
(PS2&9 NF) XFp Rot/AA = 4201 SMIA #£3.
SISESAO SE U B} : KFp oligomycin A = 4201 SMIA #£3.
SO 28 BE H27x XFp Bam15 = 4201 SMIA E£3.
(KistSa) XFp Rot/AA P 820 SMHEA £3.
st 2|y M39x : WFp oligomycin A 2= 420/ SMEX &8.
(AADOH 27) XFp Bam15 DS 420l SMEX ¢,
XFp Rot/AA DE HZ20| SMEA £3.
SEUMIIEESE : BE 420 SMEX ¢2.
Ct I Sotd22I gl 28 7XH
PEHE0 SMEX &3
ch. HoIS22I80l s #AH @ 2R SAIE A2 A0 T2t W82, 8J18 HJIGHAI2L.
Of. J|El 2L 2 =2y 28t 72X
—_.-IX p.S|
St P 2XN 82 S XA LI &Il sIst=E
SMEH UK LS
=2EEdS I=2ES
SMENH AKX %23
ASH QIHASE (Y 2t ASEEHS
SMENH UK £3.
ANNSEHSOIEX 28t 2H =€ & (PIC
SME UK £ 2.
IR RINLHEA U E2= 8t UNECE @25 A 9|F A
SMEO AKX L 2.
OIHIEZ EM HE
st= AL X &3,
0l= AL X &3,
EHE WELH 1 10/06/2024 0|8 & g8 :29/06/2021 H&E 12 12/13
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16. 1 2| F1ALE

ot =29 &H - 31E 229 =4 HE S8E
- 0282 E S22 ECOTOX

U == 259X 1 6/29/2021

Ct. == WAL XL 1 10/06/2024

ct HAE : 2

at. JIEt

Vold s HAE AEE LIEFYLICTH

o°F)] ol & P ATE= 244 =31

BCF=M2 == H%
GHS = slst22l9l 258 & T X0l 2t HIH Z3HAIAE
IATA = =2Hl &3 25 83
IBC = SEAA )|
IMDG = 2 HIlARAE22S A2
LogPow = 2/SE=2 S HI+=2 2 18t
MARPOL = 1973 ABIOCZEHC| QYUK E AT 2 HE 2 L 19783 HA
("Marpol" = Y H=SZ
N/A = T2 88
UN ==Xl o8t

=9

HaH & . 0l 2AH0 Z& = HE= Y 2K S ZHiole AIE0 OHEEED 21D Y= Hio 2HE ALt d3-

O ME Y, ANY T = SH SH s Metd 0l 26t st HAE = SAE E52 otAl FSLICH

EHE NZLN :10/06/2024 0|8 & S+# 2 1 29/06/2021 HE 12 13/13




