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AssayMAP Bravo published peer reviewed citations

2025

A novel in vitro serum stability assay for antibody therapeutics incorporating internal standards

Authors: Yihan Lia, Rosendo Villafuerte-Vegab, Vikram M. Shenoya, Heidi M. Jacksonc, Yuting 
Wangc, Karen E. Parrishd, Gary J. Jenkinsd, and Hetal Sarvaiya

Journal Citation: mAbs 2025, 17(1), 2479529

Key Words: PAW-5, SAW-5, Affinity Purification, Biopharma, Pharmacokinetics, Immunocapture

Active repression of cell fate plasticity by PROX1 safeguards hepatocyte identity and prevents 
liver tumourigenesis

Authors: Bryce Lim, Aryan Kamal, Borja Gomez Ramos, Juan M. Adrian Segarra, Ignacio L. Ibarra, 
Lennart Dignas, Tim Kindinger, Kai Volz, Mohammad Rahbari, Nuh Rahbari, Eric Poisel, Kanela 
Kafetzopoulou, Lio Böse, Marco Breinig, Danijela Heide, Suchira Gallage, Jose E. Barragan Avila, 
Hendrik Wiethoff, Ivan Berest, Sarah Schnabellehner, Martin Schneider, Jonas Becker, Dominic 
Helm, Dirk Grimm, Taija Mäkinen, Darjus F. Tschaharganeh, Mathias Heikenwalder, Judith B. 
Zaugg, and Moritz Mall

Journal Citation: Nature Genetics 2025, 57, 668–679

Key Words: Proteomics

Acquisition of Fc-afucosylation of PfEMP1-specific IgG is age-dependent and associated with 
clinical protection against malaria

Authors: Mary Lopez-Perez, Zakaria Seidu, Mads Larsen, Jan Nouta, Wenjun Wang, Manfred 
Wuhrer, Gestur Vidarsson, Michael Ofori, and Lars Hviid

Journal Citation: Nature Communications 2025, 16, 237

Key Words: PGW, Affinity Purification, Clinical Research

Chemoproteomic Profiling of Clickable Fumarate Probes for Target Identification and Mechanism 
of Action Studies

Authors: Lu Zhang, Jeffrey G. Martin, Benbo Gao, Weike Zeng, Shalise Couvertier, and 
Douglas S. Johnson

Journal Citation: ACS Chemical Biology 2025, 20(2), 340–356

Key Words: RPS-5, SAW-25, Affinity Purification, Peptide Cleanup, Biopharma, Mechanism of 
Action, Proteomics

Decrypting the molecular basis of cellular drug phenotypes by dose-resolved 
expression proteomics

Authors: Stephan Eckert, Nicola Berner, Karl Kramer, Annika Schneider, Julian Müller, Severin 
Lechner, Sarah Brajkovic, Amirhossein Sakhteman, Christian Graetz, Jonas Fackler, Michael 
Dudek, Michael W. Pfaffl, Percy Knolle, Stephanie Wilhelm, and Bernhard Kuster

Journal Citation: Nature Biotechnology 2025, 43, 406–415

Key Words: RPS-5, Fractionation, Mechanism of Action, Proteomics

https://doi.org/10.1080/19420862.2025.2479529
https://doi.org/10.1038/s41588-025-02081-w
https://doi.org/10.1038/s41588-025-02081-w
https://doi.org/10.1038/s41467-024-55543-w
https://doi.org/10.1038/s41467-024-55543-w
https://doi.org/10.1021/acschembio.4c00617
https://doi.org/10.1021/acschembio.4c00617
https://doi.org/10.1038/s41587-024-02218-y
https://doi.org/10.1038/s41587-024-02218-y
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Deep plasma and tissue proteome profiling of knockout mice reveals pathways associated with 
Svep1 deficiency

Authors: Colleen B. Maxwell, Nikita Bhakta, Matthew J. Denniff, Jatinderpal K. Sandhu, 
Thorsten Kessler, Leong L. Ng, Donald J.L. Jones, Tom R. Webb, and Gavin E. Morris

Journal Citation: Journal of Molecular and Cellular Cardiology Plus 2025, 11, 100283

Key Words: C18-5, RPS-5, Fractionation, In-Solution Digestion, Peptide Cleanup, Proteomics, 
Signal Transduction

Dissecting the properties of circulating IgG against streptococcal pathogens through a combined 
systems antigenomics-serology workflow

Authors: Alejandro Gomez Toledo, Sounak Chowdhury, Elisabeth Hjortswang, 
James T Sorrentino, Nathan E Lewis, Anna Bläckberg, Simon Ekström, Sven Kjellstrom, 
Arman Izadi, Berit Olosfsson, Pontus Nordenfelt, Lars Malmström, Magnus Rasmussen, and 
Johan Malmström

Journal Citation: Nature Communications 2025, 16, 1942

Key Words: C18-5, PGW, SAW-5, Affinity Purification, Peptide Cleanup, Clincal Research, 
Proteomics, Immunocapture

Enhanced detection and Characterization of M-proteins in multiple myeloma patients using An 
Agilent AssayMAP Bravo liquid handling system coupled to an LC-QTOF

Authors: Matthew Nichols, Chai Phua, Martha Louzada, Benjamin D. Hedley, Vipin Bhayana, 
Ian Chin-Yee, and Angela C. Rutledge

Journal Citation: Clinical Biochemistry 2025, 135, 110870 

Key Words: SAW-5, Affinity Purification, Clinical Research, Immunocapture

Enhanced Penetration and Retention of an Antibody in the Articular Cartilage Through Aggrecan 
Binding and Molecular Downsizing

Authors: Yuki Noguchi, Maiko Hoshino, Masaru Muraoka, Garvita Gupta, Yang Sun, 
Naoka Hironiwa, Wenjie Tu, Eri Joyashiki, Kenta Haraya, Taichi Kuramochi, and Tomoyuki Igawa

Journal Citation: Pharmaceutical Research 2025, 42(3), 503–510

Key Words: PAW-5, Affinity Purification, Biopharma

Gemcitabine and ATR inhibitors synergize to kill PDAC cells by blocking DNA damage response

Authors: Stefanie Höfer, Larissa Frasch, Sarah Brajkovic, Kerstin Putzker, Joe Lewis, Hendrik 
Schürmann, Valentina Leone, Amirhossein Sakhteman, Matthew The, Florian P Bayer, Julian 
Müller, Firas Hamood, Jens T Siveke, Maximilian Reichert, and Bernhard Kuster

Journal Citation: Molecular Systems Biology 2025, 21(3), 231–253 

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Biomarkers, Mechanism of Action, 
Phosphoproteomics

Illuminating understudied kinases: a generalizable biosensor development method applied to 
protein kinase N

Authors: Julius Bogomolovas and Ju Chen

Journal Citation: Communications Biology 2025, 8, 109

Key Words: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, 
Phosphoproteomics

https://doi.org/10.1016/j.jmccpl.2025.100283
https://doi.org/10.1016/j.jmccpl.2025.100283
https://doi.org/10.1038/s41467-025-57170-5
https://doi.org/10.1038/s41467-025-57170-5
https://doi.org/10.1016/j.clinbiochem.2024.110870
https://doi.org/10.1016/j.clinbiochem.2024.110870
https://doi.org/10.1007/s11095-025-03845-z
https://doi.org/10.1007/s11095-025-03845-z
https://doi.org/10.1038/s44320-025-00085-6
https://doi.org/10.1038/s42003-025-07510-4
https://doi.org/10.1038/s42003-025-07510-4
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In-Depth characterization and semi-quantification of anti-drug antibodies in clinical samples 
using specific hybrid IC-LC-MS/MS methods

Authors: Stéphane Muccio, Christophe Hirtz, Daniel Kramer, Johanna Paris, Sandrine Descloux, 
Olivier Fedeli, Annemie Deiteren, Anastasia Tribula, Sylvain Lehmann, and Jérôme Vialaret

Journal Citation: Analytical Biochemistry 2025, 701,115797

Key Words: SAW-5, Affinity Purification, Biopharma, Clinical Research, Immunocapture

LC‑HRMS screening procedure for the detection of 11 different classes of prohibited substances 
in dried urine spots for doping control purposes

Authors: Monica Mazzarino, Francesca Pizzolato, Lenka Honesová, Maria Tsivou, Günter 
Gmeiner, and  Peter Van Eenoo

Journal Citation: Analytical and Bioanalytical Chemistry 2025, 417, 799–820

Key Words: RPS-25, Peptide Cleanup

Maternal immune activation imprints translational dysregulation and differential MAP2 
phosphorylation in descendant neural stem cells

Authors: Sandra M. Martín-Guerrero, María Martín-Estebané, Antonio J. Lara Ordóñez, 
Miguel Cánovas, David Martín-Oliva, Javier González-Maeso, Pedro R. Cutillas, and 
Juan F. López‑Giménez

Journal Citation: Molecular Psychiatry 2025

Key Words: RPS-5, TiO2, Peptide Cleanup, Phosphopeptide Enrichment, Phosphoproteomics, 
Proteomics, Signal Transduction

Measuring HSD17β13 protein turnover in mouse liver with D2O metabolic labeling and 
hybrid LC‑MS

Authors: Yifan Shi, Amanda Del Rosario, Sheng-Ping Wang, Lijuan Kang, Haiying Liu, Brian Rady, 
and Wenying Jian

Journal Citation: BioAnalysis 2025, 17(3), 151–159 

Key Words: C18-5, Peptide Cleanup, Biopharma

Metabolic dysregulation contributes to the development of dysferlinopathy

Authors: Regula Furrer, Sedat Dilbaz, Stefan A Steurer, Gesa Santos, Bettina Karrer-Cardel, Danilo 
Ritz, Michael Sinnreich, and Christoph Handschin

Journal Citation: Life Science Alliance 2025, 8(5), e202402991

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics

Mining yeast diversity unveils novel targets for improved heterologous laccase production in 
Saccharomyces cerevisiae

Authors: Ryan Wei Kwan Wong, Marissa Foo, Jasmine R. S. Lay, Tiffany L. T. Wai, Jackson Moore, 
Fabien Dutreux, Cristen Molzahn, Corey Nislow, Vivien Measday, Joseph Schacherer, and 
Thibault Mayor

Journal Citation: Microbial Cell Factories 2025, 24, 60

Key Words: C18-5, Peptide Cleanup, Proteomics

https://doi.org/10.1016/j.ab.2025.115797
https://doi.org/10.1016/j.ab.2025.115797
https://doi.org/10.1007/s00216-024-05697-9
https://doi.org/10.1007/s00216-024-05697-9
https://doi.org/10.1038/s41380-025-02905-5
https://doi.org/10.1038/s41380-025-02905-5
https://doi.org/10.1080/17576180.2025.2452757
https://doi.org/10.1080/17576180.2025.2452757
http://doi.org/10.26508/lsa.202402991
https://doi.org/10.1186/s12934-025-02677-1
https://doi.org/10.1186/s12934-025-02677-1
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Multiplex genome editing eliminates lactate production without impacting growth rate in 
mammalian cells

Authors: Hooman Hefzi, Iván Martínez-Monge, Igor Marin de Mas, Nicholas Luke Cowie, 
Alejandro Gomez Toledo, Soo Min Noh, Karen Julie la Cour Karottki, Marianne Decker, Johnny 
Arnsdorf, Jose Manuel Camacho-Zaragoza, Stefan Kol, Sanne Schoffelen, Nuša Pristovšek, 
Anders Holmgaard Hansen, Antonio A. Miguez, Sara Petersen Bjorn, Karen Kathrine Brøndum, 
Elham Maria Javidi, Kristian Lund Jensen, Laura Stangl, Emanuel Kreidl, Thomas Beuchert 
Kallehauge, Daniel Ley, Patrice Ménard, Helle Munck Petersen, Zulfiya Sukhova, Anton Bauer, 
Emilio Casanova, Niall Barron, Johan Malmström, Lars K. Nielsen, Gyun Min Lee, Helene Faustrup 
Kildegaard, Bjørn G. Voldborg, and Nathan E. Lewis

Journal Citation: Nature Metabolism 2025, 7, 212–227 

Key Words: C18-5, Peptide Cleanup, Biopharma

Phototropin switches between cis- and trans-autophosphorylation in light-induced chloroplast 
relocation in Marchantia polymorpha

Authors: Minoru Noguchi, Saki Noda, Yoshikatsu Matsubayashi, and Yutaka Kodama

Journal Citation: The Plant Journal 2025, 121(1), e17183

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Signal Transduction

Proteogenomic Profiling of Treatment-Naïve Metastatic Malignant Melanoma

Authors: Magdalena Kuras, Lazaro Hiram Betancourt, Runyu Hong, Leticia Szadai, 
Jimmy Rodriguez, Peter Horvatovich, Indira Pla, Jonatan Eriksson, Beáta Szeitz, Bartłomiej 
Deszcz, Charlotte Welinder, Yutaka Sugihara, Henrik Ekedahl, Bo Baldetorp, Christian Ingvar, 
Lotta Lundgren, Henrik Lindberg, Henriett Oskolas, Zsolt Horvath, Melinda Rezeli, Jeovanis Gil, 
Roger Appelqvist, Lajos V. Kemény, Johan Malm, Aniel Sanchez, Attila Marcell Szasz, Krzysztof 
Pawłowski, Elisabet Wieslander, David Fenyö, Istvan Balazs Nemeth, and György Marko-Varga

Journal Citation: Cancers 2025, 17(5), 832.

Key Words: C18-5, Fe(III)-NTA, In-Solution Digestion, Peptide Cleanup, Phosphopeptide 
Enrichment, Proteomics, Phosphoproteomics

Sex Differences in Response to Diet Enriched with Glutathione Precursors in the Aging Heart

Authors: Aude Angelini, Grecia Garcia Marquez, Anna Malovannaya, Marta L. Fiorotto, 
Alexander Saltzman, Antrix Jain, Jo Ann Trial, George E. Taffet, and Katarzyna A. Cieslik

Journal Citation: The Journals of Gerontology: Series A 2025, 80(2), glae258 

Key Words: C18-5, Peptide Cleanup, Proteomics

Site-Specific Competitive Kinase Inhibitor Target Profiling Using Phosphonate Affinity Tags

Authors: Wouter van Bergen, Anneroos E. Nederstigt, Albert J.R. Heck, and Marc P. Baggelaar

Journal Citation: Molecular & Cellular Proteomics 2025, 24(2), 100906

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Proteomics, PhosID

https://doi.org/10.1038/s42255-024-01193-7
https://doi.org/10.1038/s42255-024-01193-7
https://doi.org/10.1111/tpj.17183
https://doi.org/10.1111/tpj.17183
https://doi.org/10.3390/cancers17050832
https://doi.org/10.1093/gerona/glae258
https://doi.org/10.1016/j.mcpro.2025.100906
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Targeted proteomics addresses selectivity and complexity of protein degradation by autophagy

Authors: Alexandre Leytens, Rocío Benítez-Fernández, Carlos Jiménez-García, Carole Roubaty, 
Michael Stumpe, Patricia Boya, and Jörn Dengjel

Journal Citation: Autophagy 2025, 21(2), 460–475

Key Words: C18-5, Peptide Cleanup, Proteomics, Signal Transduction

TGFβ1 generates a pro-fibrotic proteome in human lung parenchyma that is sensitive to 
pharmacological intervention

Authors: Colleen B Maxwell, Panayiota Stylianou, Hilary Marshall, Alfie J Hall, Paulene A Quinn, 
Leong N Ng, Donald JL Jones, Peter Bradding, and Katy M Roach

Journal Citation: European Journal of Pharmacology 2025, 997, 177461

Key Words: C18-5, RPS-5, Fractionation, In-Solution Digestion, Peptide Cleanup, Clinical Research, 
Proteomics

The co-chaperone DNAJA2 buffers proteasomal degradation of cytosolic proteins with 
missense mutations

Authors: Heather A. Baker, Jonathan P. Bernardini, Veronika Csizmók, Angel Madero, Shriya 
Kamat, Hailey Eng, Jessica Lacoste, Faith Au Yeung, Sophie Comyn, Elizabeth Hui, Gaetano 
Calabrese, Brian Raught, Mikko Taipale, and Thibault Mayor

Journal Citation: Journal of Cell Science 2025, 138(1), jcs262019 

Key Words: C18-5, Peptide Cleanup, Signal Transduction

The phospholipid kinase PIKFYVE is essential for Th17 differentiation

Authors: Douglas S. Prado, Richard T. Cattley, Andreza B. Sonego, Parth Sutariya, Shuxian Wu, 
Mijoon Lee, William C. Boggess, Mark J. Shlomchik, and William F. Hawse

Journal Citation: Journal of Experimental Medicine 2025, 222(2), e20240625 

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

2024

A common gene signature of the right ventricle in failing rat and human hearts

Authors: Liane Jurida, Sebastian Werner, Fabienne Knapp, Bernd Niemann, Ling Li, Dimitri Grün, 
Stefanie Wirth, Axel Weber, Knut Beuerlein, Christoph Liebetrau, Christoph B. Wiedenroth, Stefan 
Guth, Baktybek Kojonazarov, Leili Jafari, Norbert Weissmann, Stefan Günther, Thomas Braun, 
Marek Bartkuhn, Ralph T. Schermuly, Peter Dorfmüller, Xiaoke Yin, Manuel Mayr, M. Lienhard 
Schmitz, Laureen Czech, Klaus-Dieter Schlüter, Rainer Schulz, Susanne Rohrbach, and 
Michael Kracht

Journal Citation: Nature Cardiovascular Research 2024, 3, 819–840

Key Words: C18-5, Peptide Cleanup, Proteomics

A metabolite sensor subunit of the Atg1/ULK complex regulates selective autophagy

Authors: A. S. Gross, R. Ghillebert, M. Schuetter, E. Reinartz, A. Rowland, B. C. Bishop, M. Stumpe, 
J. Dengjel, and M. Graef

Journal Citation: Nature Cell Biology 2024, 26, 366–377

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

https://doi.org/10.1080/15548627.2024.2396792
https://doi.org/10.1016/j.ejphar.2025.177461
https://doi.org/10.1016/j.ejphar.2025.177461
https://doi.org/10.1242/jcs.262019
https://doi.org/10.1242/jcs.262019
https://doi.org/10.1084/jem.20240625
https://doi.org/10.1038/s44161-024-00485-1
https://doi.org/10.1038/s41556-024-01348-4
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A novel method to quantify fibrin-fibrin and fibrin-α2AP cross-links in thrombi formed from 
human trauma patient plasma

Authors: Gael B. Morrow, Sarah Flannery, Philip D. Charles, Raphael Heilig, Timea Feller, Zoe 
McQuilten, Elizabeth Wake, Robert A.S. Ariens, James Winearls, Nicola J. Mutch, Roman Fischer, 
Mike A. Laffan, and Nicola Curry

Journal Citation: Journal of Thrombosis and Haemostasis 2024, 22(6), 1758–1771

Key Words: C18-5, Peptide Cleanup, Clinical Research, Proteomics

A pleiotropic recurrent dominant ITPR3 variant causes a complex multisystemic disease

Authors: Anne Molitor, Alexandre Lederle, Mirjana Radosavljevic, Vinay Sapuru, Megan E. Zavorka 
Thomas, Jianying Yang, Mahsa Shirin, Virginie Collin-Bund, Katerina Jerabkova-Roda, Zhichao 
Miao, Alice Bernard, Véronique Rolli, Pierre Grenot, Carla Noemi Castro, Michelle Rosenzwajg, 
Elyssa G. Lewis, Richard Person, Uxía-Saraiva Esperón-Moldes, Milja Kaare, Pekka T. Nokelainen, 
Nurit Assia Batzir, Gal Zaks Hoffer, Nicodème Paul, Tristan Stemmelen, Lydie Naegely, Antoine 
Hanauer, Sabrina Bibi-Triki, Sarah Grün, Sophie Jung, Ignacio Busnelli, Kornelia Tripolszki, Ruslan 
Al-Ali, Natalia Ordonez, Peter Bauer, Eunkyung Song, Kristin Zajo, Santiago Partida-Sanchez, 
Frank Robledo-Avila, Attila Kumanovics, Yoram Louzoun, Aurélie Hirschler, Angélique Pichot, 
Ori Toker, Cesar Andrés Muñoz Mejía, Nima Parvaneh, Esther Knapp, Joseph H. Hersh, Heather 
Kenney, Ottavia M. Delmonte, Luigi D. Notarangelo, Jacky G. Goetz, Samir B. Kahwash, Christine 
Carapito, Rajinder P. S. Bajwa, Caroline Thomas, Stephan Ehl, Bertrand Isidor, Raphael Carapito, 
Roshini S. Abraham, Richard K. Hite, Nufar Marcus, Aida Bertoli-Avella, and Seiamak Bahram

Journal Citation: Science Advances 2024, 10(37), eado5545

Key Words: C18-5, Peptide Cleanup, Clinical Research, Proteomics 

Advancements in Adenine Nucleotides Extraction and Quantification from a Single Drop of 
Human Blood

Authors: Ivana Popović, Lucija Dončević, Renata Biba, Karla Košpić, Maja Barbalić, Mija 
Marinković, and Mario Cindrić

Journal Citation: Molecules 2024, 29(23), 5630

Key Words: Affinity Purification

ALK signalling primes the DNA damage response sensitizing ALK-driven neuroblastoma to 
therapeutic ATR inhibition

Authors: Marcus Borenäs, Ganesh Umapathy, Dan E. Lind, Wei-Yun Lai, Jikui Guan, 
Joel Johansson, Eva Jennische, Alexander Schmidt, Yeshwant Kurhe, Jonatan L. Gabre, 
Agata Aniszewska, Anneli Strömberg, Mats Bemark, Michael N. Hall, Jimmy Van den Eynden, 
Bengt Hallberg, and Ruth H. Palmer

Journal Citation: PNAS 2024, 121(1), e2315242121

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics, 
Signal Transduction

Alterations in Hurler–Scheie Syndrome Revealed by Mass Spectrometry-Based Proteomics and 
Phosphoproteomics Analysis

Authors: Madan Gopal Ramarajan, K. T. Shreya Parthasarathy, Kiran Bharat Gaikwad, Neha Joshi, 
Kishore Garapati, Richard K. Kandasamy, Jyoti Sharma, and Akhilesh Pandey

Journal Citation: OMICS A Journal of Integrative Biology 2024, 28(11), 548–562

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Clinical Research, Phosphoproteomics

https://doi.org/10.1016/j.jtha.2024.03.001
https://doi.org/10.1016/j.jtha.2024.03.001
https://doi.org/10.1126/sciadv.ado5545
https://doi.org/10.3390/molecules29235630
https://doi.org/10.3390/molecules29235630
https://doi.org/10.1073/pnas.2315242121
https://doi.org/10.1073/pnas.2315242121
https://doi.org/10.1089/omi.2024.0171
https://doi.org/10.1089/omi.2024.0171
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Analysis of cell signaling profiles induced by DNA aptamer‑based FGFR1 agonist

Authors: Junya Hoshiyama, Yuri Hayata, Akihiro Eguchi, Jumpei Morimoto, Ryosuke Ueki, and 
Shinsuke Sando

Journal Citation: Analytical Sciences 2024, 40(12), 2251–2258

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics

ApoC-III proteoforms are associated with better lipid, inflammatory, and glucose profiles 
independent of total apoC-III

Authors: Pere Rehues, Josefa Girona, Montse Guardiola, Enrique Ozcariz, Núria Amigó, 
Roser Rosales, Yaiza Esteban, Helena Banús, Gemma Gavaldà-Alsina, Ana González-Lleó, 
Gemma Rojo-Martínez, and Josep Ribalta

Journal Citation: Cardiovascular Diabetology 2024, 23, 433

Key Words: SAW-5, Affinity Purification, Biomarkers, Clinical Research, Immunocapture

Asparagine614 Determines the Transport and Function of the Murine Anti-Aging Protein Klotho

Authors: Zahra Fanaei-Kahrani and Christoph Kaether

Journal Citation: Cells 2024, 13(20), 1743

Key Words: Fe(III)-NTA, Phosphopeptide Enrichment, Phosphoproteomics

Assessment of IgG-Fc glycosylation from individual RhD-specific B cell clones reveals regulation 
at clonal rather than clonotypic level

Authors: Erik L. de Graaf, Mads Delbo Larsen, Nieke van der Bolt, Remco Visser, 
Onno J. H. M. Verhagen, Agnes L. Hipgrave Ederveen, Carolien A. M. Koeleman, C. Ellen van 
der Schoot, Manfred Wuhrer, and Gestur Vidarsson

Journal Citation: Immunology 2024, 171(3), 428–439

Key Words: PGW, Affinity Purification, Glycoproteomics

Assessment of Kinome-wide Activity Remodeling Upon Picornavirus Infection

Authors: Tim S. Veth, Lonneke V. Nouwen, Marleen Zwaagstra, Heyrhyoung Lyoo, Kathryn A. 
Wierenga, Bart Westendorp, Maarten A.F.M. Altelaar, Celia Berkers, Frank J.M. van Kuppeveld, and 
Albert J.R. Heck

Journal Citation: Molecular and Cellular Proteomics 2024, 23(5), 100757

Key Words: C18-5, Fe(III)-NTA, Peptide Cleanup, Phosphopeptide Enrichment, 
Phosphoproteomics

Astrogliosis and neuroinflammation underlie scoliosis upon cilia dysfunction

Authors: Morgane Djebar, Isabelle Anselme, Guillaume Pezeron, Pierre-Luc Bardet, Yasmine 
Cantaut-Belarif, Alexis Eschstruth, Diego López Santos, Hélène Le Ribeuz, Arnim Jenett, Hanane 
Khoury, Joelle Véziers, Caroline Parmentier, Aurélie Hirschler, Christine Carapito, Ruxandra 
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