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Abstract
Agilent Bond Elut Mycotoxin was identified as the best choice for analyzing fusarium toxins, being
simpler to operate and cheaper than non-Agilent SPE. Published by Elsevier B. V.
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wheat plants
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Abstract
The authors chose Agilent Bond Elut Mycotoxin for cleanup of 26 different mycotoxins. Published
by Springer.

Population analysis of the Fusarium graminearum species complex from wheat in China show a
shift to more aggressive isolates
PLoS ONE, 7, (2012)
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Abstract
A large number of Fusarium isolates was collected from blighted wheat spikes originating from 175
sampling sites, covering 15 provinces in China. Species and trichothecene chemotype
determination by multilocus genotyping (MLGT) indicated that F. graminearum s. str. with the 15acetyl deoxynivalenol (15ADON) chemotype and F. asiaticum with either the nivalenol (NIV) or the
3-acetyl deoxynivalenol (3ADON) chemotype were the dominant causal agents. Bayesian modelbased clustering with allele data obtained with 12 variable number of tandem repeats (VNTR)
markers, detected three genetic clusters that also show distinct chemotypes. High levels of
population genetic differentiation and low levels of effective number of migrants were observed
between these three clusters. Additional genotypic analyses revealed that F. graminearum s. str.
and F. asiaticum are sympatric. In addition, composition analysis of these clusters indicated a
biased gene flow from 3ADON to NIV producers in F. asiaticum. In phenotypic analyses, F.
asiaticum that produce 3ADON revealed significant advantages over F. asiaticum that produce NIV
in pathogenicity, growth rate, fecundity, conidial length, trichothecene accumulation and resistance
to benzimidazole. These results suggest that natural selection drives the spread of a more
vigorous, more toxigenic pathogen population which also shows higher levels of fungicide
resistance. © The Authors.
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