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— DADT1 A, Sig = 364,4 Ref = off (C:\USERS\P...TATION\5\DATA\JQC_2D_20190723\JQC-2D-6 (1) 2019-07-23 17-37-04.D)
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3. FIAL THERBEIERR (LCxLC) RBEHANERMS, HRETUFRNREER

2T HRBEEER AR LE RN —HEIEERE N L 40 BER, FEdmNENTE, BIrEmide=4kirikl, 53
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© File Edit Viewm PCDL Links  Help
[ B Find Compounds & [ | 1 5 |2 (53 @
Single Search | Batch Search | Batch Summary Edit Compounds ‘ Spedial Search | S | Edit Spectra ‘
Name:  Luteolin-7-0--D-glucoside Edit actions Molecule: | Structurs | MOL Text
IUPAC: 23 4 Dihydroxyphenyl)-5-hydroxy-4-oxo-4H-chromen-71 B-D-allopyranoside Add New @ T
Mass: 448.10056 CAS: 5373115 o =
RT: 123 ChemSpider: 9879756
Formula: C21H20011 » l .
Jon type
@ Meutral - :
© Avion MNotes:  Ajuga decumbens Thunb B EB5E -
©) Cation Pavonoids
FEEE
Print/Copy in Summary Format Single Search Results: 50 hits
Compound Name Fomula Mass Ariion Cation RT {min) cas ChemSpider |UPAC Name Specira
Aesculetin C9HE04 178.02661 6400 |205011 | 4444764 6,7-Diydroxy-2H-chromen-2-one a
Isofrasidin C11H1005 22205282 10100 | 486215 | 4477107 7-Hydroxy-6,B-dimethoxy-2H-chromen-2-one a
Indigatin C16H10N202 26207423 19.800 | 482893 | 2477009 (2E}2-(3.0x0-1 3fiydro-2Hndol-2yiidene}1.2-.. |4
Erianin C18H2205 318.14672 19.000 | 35041-90-0 | 316685 2Methoxy-5{2{3.4 5trimethoxypheryljethyiphenol | 4
Aescuiin C15H1608 340.07943 3.900 | g6778-174 | 2444765 7-Hydroxy-2-ox0-2H-chromen-B4i B-D-glucopyran... | 4
Gentiopiciin C16H2008 35611073 7700 | 20831765 | 80043 {5R 6S)-1-Cxo-5-vinyl-5,E-cinydro-1H,3H-pyrano3... | 4
Verticinone C27H43NO3 42932429 10.000 | 18059104 | 148657 (38 5a)-3.20-Dihydroxyoevan-B-one 4
Verticine C27H45NO3 43133994 11900 | 23496415 | 118523 (38 5 ) Cevane-3.6 204rol 4
» | Luteoiin-708-D-glucoside C21H20011 44810056 12300 5373115 | 9879756 2-{3.4-Dihydrosyphenyl) 5 hydraxy-4-oxo-4H-chro .. | 4
5. DR CIES D RIE A RIEIEEI Y PCDL Manager, IRREMADHEXER
-ESI MS2 QTOF FV=140 CE=20 (M-H)- 15100404
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50 121.02950 40.60 39.98
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-ESI MS2 QTOF FV=140 CE=40 (M-H)-
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75 10d.00 68.49 151.00388
2 50 41.00285 45,54
L 25 1'3 42 135.00822 199.04045 227.03494 271.02408
. o ‘ 325 | 3.70 3.87 0.78
" 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320
m/z
-ESI MS2 QTOF FV=140 CE=30 (M-H)- 15100386
100 107.01365 100400
o ;g 65.00312 63.89
H# 05 41.00255 30.30 135.00897 17$f 3393 245.04588 27303995 301.03525
0 2,02 | | . 204 | L 04 1.82 4.40
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