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ASO-2 20 MOErA//MOErT//MOErG//MOErA//MOErA//
MOErA/dU/MOErC//MOErC//MOErC/C

Fomivirsen 21 G*C*G*T*T*T*G*C*T*C*T*T*C*T*T*C*T*T*G*C*G

225 mC*MA*mMGMAMAMAfGMAfGMUfGMUfCMUfCmA

mUmCmUmUmA/L96/

Givosiran

23 AS mU*mG*mGfUmCfUmUfUfCmUfCfAMCFAMGFAMGE
UmAmMGfA*fA*mU
ac s

/MOErA/ Methoxyethoxy A

/MOErC/ Methoxyethoxy C

/MOErT/ Methoxyethoxy T

/MOErG/ Methoxyethoxy G

du Deoxyuridine

fA 2-fluoroadenosine

fC 2-fluorocytidine

fG 2-fluoroguanadine

fu 2-fluorouridine

*

Phosphorothioate bond

A 2'-deoxyribose adenine
© 2'-deoxyribose cytosine
G 2'-deoxyribose guanine
T 2-deoxyribose thymine
mA 2'-0-methyl A

mC 2'-0-methyl C

mG 2'-O-methyl G

mu 2-0-methyl U

rA Ribose adenine

rC Ribose cytosine

rG Ribose guanine

rU Ribose uracil
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21, deconvolution 23t 22 H 50] Lt} A& LICH Minimum Peaks in Set 3

Advanced Settings

MW Agreement (0.01%) 10
Absolute Noise Threshold 100
Relative Abundance Threshold 10

MW Algorithm Curve fit
MW Algorithm Threshold (%) 40
Envelope Threshold (%) 50
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