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x10° -ESI Product lon (rt: 12.147, 12.352, 12.556 min, 3 scans) Frag=250.0V (1582.0397[z=6] -> **) neg_t... Conﬂrmatlon) e 9‘|H'IE|X|(COVerage)E 7¢|H_|'O|‘9"j\9|]:il tﬂ?;i
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2.25- ) Z=6, [M-SH]’G |:H OHA-I 100% 9‘| IZH E‘|X| g |:II_|>2—|E L’| L—'|-
2
1.754
1.5+ 1-
1.25 12481356
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Counts vs. Mass-to-Charge (m/z)
MassHunter Qualitative Analysis 12|11 BioConfirm12.0
105 -ESI Product lon (t: 13.118, 13.323, 13.527 min, 3 scans) Frag=250.0V (1662.6696[z=4] -> **) neg_t... AT EQOIE ARSI HY 22| 1 528|LEIO| =0 CHst
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