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10uL(Agilent 6550 Q-TOFS 0| % AlH AMH Al)

s Az FU7| 2 4°C

O|S4H(Y0|2 BE)  A) 50 % water/50 % isopropanol containing 0.1 % formic acid
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AHER EE 0f|LX|(CE) 20eVE AF8SH MS/MS AHEH 2|

L o : icin (Nicatinic ok x

2ot QB
x102 |Cpd 1: -ESI Product lon (3.486-3.711 min. 12 Scans) Frag=175.0v CID@10.0 (122.0248(z=1] -> =) 18hr-1-dual ESI neg-MSMS-2nd-r001.d

YA A2 MS/MS ABER

:
08
08
04
02 I
7e0378

0. I

x102 |Cpd 1. -ESI Product lon (3.486-3.711 min, 12 Scans) Frag=175.0v CID@10.0 (122.

177" B ol ojojx 22
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