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Walk-Up =4 — Compound Confirmation

OSFE &M EMOUIA SISO 2 & 2HE 2XIE Al A
Zto|Hejz[ & ATe|dsiH M Al Me|E R OIS0 &2 HEe
EE0| st =2 MAKY0| QP ELICE ZHHSH A= 22| I XIS EHE
OlMIY H(reporting)E Soll HIMZ 7|2t & 2 2MI|E
ALEet YR E s = UASLICE
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* Analytical Studio ReviewerE &} HIO|E ZHE

* Agilent 6200 Accurate Mass TOF LC/MS Al AE
* Agilent 6100 Single Quadrupole LC/MS A| AR
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SE I
LC walk-up system using the Agilent 1200 Series LC Method Development
solution and Agilent Easy Access software

Analytical Studio Reviewer software for LC/MS

Agilent Multimode Source maximizes efficiency in early drug discovery
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High Throughput ADME
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* RapidFireE AF& &t Ultra High Throughput
° HAL Y S =3, PAMPA

® Agilent 6400 Al2|= Triple Quadrupole LC/MS A|AEY e
® Agilent 6200 TOF A| AR
* Agilent 1200 Al2|= Rapid Resolution LC A|AH] =S =
* Agilent MassHunter Optimizer 2= E 9|0

|
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Metabolic stability study using cassette analysis and polarity
switching in an Ultra High Performance Liquid Chromatography
(UHPLC)-Triple Quadrupole LC/MS system

Analysis of PAMPA samples using the Agilent 1200 Series RRLC
system with an Agilent 6460 Triple Quadrupole LC/MS system

Extended ionization capability of thermal gradient focusing ESI
in high-throughput invitro ADME assays

Agilent 1200 Series Rapid Resolution LC system and the
Agilent 6210 TOF MS — Highest data content with highest throughput

High-throughput preparation and analysis of in vitro biological assays
in pharmaceutical research Agilent 6410 Triple Quadrupole Mass
Spectrometer with BioTrove's RapidFire system — A partner solution
from Agilent Technologies and BioTrove (now Biocious Life Sciences)

Ultra-high throughput determination of CYP450 enzyme inhibition
through mass spectrometry — Approaching the throughput of fluorescence-
based assays by combining an Agilent 6410 Triple Quadrupole Mass
Spectrometer with a RapidFire RF-MS inlet system for CYP450 inhibition
assays using microsomal enzyme preparations
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5990-4878EN
5990-4932EN

5989-4505EN

5989-7707EN

5989-7759EN

Automation increases throughput for InVitro ADME/Tox screens 5989-9779EN
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Metabolite Identification

AL M= S W2 MERC2ZM, L7 E= AL SYS I—PE}LH= B 2=

SR8 AZ2|YHT A QP A0| EXBISIALE S 40| s M=
4 SIELIT), KIS 21E! HIOJE} 4E % ZZMAOZ U HOlEe]

2 Hf A e
HAd ql

== =<

B 7|150| 25 SHMEILICEH MassHunter Metabolite ID 2Z E Q0| = CI&S

ne

12| ES 350 tiAL L= &=elo| ME[HS SHAIZL L

=

AlAE=

—

DU

° 11 2ol so ettt AE EH S STt
g L

° AL AKE MH S F= XIS3HE HI0[H
Z2MA

* Agilent 6500 Accurate Mass Q-TOF LC/MS A|AE
* UHPLC Agilent 1290 Infinity LC A|AE

°* Metabolite Identification 2= E 0] ...
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Software assisted identification of metabolites from pharmaceutical drugs
Using the Agilent 1290 Infinity LC system with an Agilent 6530 Q-TOF
MS System and the expert prediction system Meteor

Computer assisted identification of metabolites from pharmaceutical drugs
Part 1: Identification of expected metabolites of Nefazodone
Part 2: Identification of non-expected metabolites of Nefazodone

Software assisted structure elucidation of complex pharmaceuticals
and its metabolites

Metabolite
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Bioanalysis

MESH I ERANM 2UE 22 FESM dikd =2 LC/MS/MS
=AY L 20| o AMYO 2 IE2| A|RE AT = U= AdXEt
=AMHO| 2B MassHunter 2= E Q)| 0124 Agilent 6400 AI2|= Triple
Quadrupole LC/MS A|ARIS & AFESHH, 8 S £ = U2H
LC/MS/MS Z1712HIT Q1= 2tE 2t S &= ASLICH

My
Ju
rx
1o
0
12}

L]
r=
i
o

LC/MS 2A8 JHEE

assHunter Quantitative 2= E ¢J|0{

=
oy
Hn

L] L]
[t R N
rx
0x

]
0x

® Dried Blood Spot &

* Agilent 6400 A|2|= Triple Quadrupole LC/MS A|AE
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High-throughput bioanalytical method development using UHPLC/triple

quadrupole mass spectrometry 5990-4933EN

Rapid method development to study plasma stability of diverse pharma-
ceutical compounds using Rapid Resolution LC and triple quadrupole MS 5990-4603EN

Quantification of lovastatin in human plasma by LC/ESI/MS/MS
using the Agilent 6410 Triple Quadrupole LC/MS system

Determination of Fluvastatin in plasma using the Agilent 6410B
Triple Quadrupole LC/MS system coupled with the
Agilent 1200 Series Rapid Resolution LC system

5990-3261EN

5989-9751EN

HPLC-Chip/Triple-Quadrupole MS for quantification of pharmaceuticals

in diminishing small volumes of blood 5989-9896EN

High speed, ultra-high sensitivity, and robustness needed for the

quantitation of pharmaceuticals in blood plasma 5990-3823EN

Using Dried Blood Spots in combination with UHPLC and enhanced
5990-4705EN
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ion generation ESI to streamline pharmacokinetic assays
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Impurity Analysis
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RRLC impurity profiling to detect non-UV absorbing compounds using
diode array detection, single quadrupole MS and evaporative light
scattering detection 5990-4980EN

Quantification of genotoxic "Impurity D" in Atenolol by LC/ESI/MS/MS
with Agilent 1200 Series RRLC and 6410B Triple Quadrupole LC/MS 5990-4460EN

Computer-assisted analysis of complex natural product extracts —

Detection of known and identification of unknown compounds from

Q-TOF mass spectrometry with the Agilent MassHunter Metabolite ID

software 5990-3234EN =22 xl2=CI2 A0 EOfA

Screening and confirmation of adulterants in herbal weight-loss medicines Cl22Eg + AUsLHCL
using Rapid Resolution LC with UV and quadrupole MS detection 5989-9912EN  www.agilent.com/chem/Icmsapps
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