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Figure 1 : Routine Analysis, High-Throughput Separation of 24 Amino
Acids Using the Eclipse-A AA Protocol. The column dimensions are 4.6 x
75 mm, 3.5 um. See Table 1 for peak identification. Detection: A. 338 nm
(OPA amino acids), B. 262 nm (FMOC-amino acids).



goooooobooooooooooa
goooooobooooooooooa
JoooOo0obOoOoooOoOooooorPA
0000000338 nmOOOoodao
OFiglAODO2000000FMOCOO
gooooz262 nmOOOoOooOoooOoad
OFiglBOOOOOOODOOOOO125
pmolO0 0005 IODO

Table 1. Amino Acid Elution Order
Using Eclipse-A AA Protocol

Peak Amino Acid 3-Letter
No. Code
1 Aspartate ASP
2 Glutamate GLU
3 Asparagine ASN
4 Serine SER
5 Glutamine GLN
6 Histidine HIS
7 Glycine GLY
8 Threonine THR
9 Citrulline CIT
10 Arginine ARG
11 Alanine ALA
12 Tyrosine TYR
13 Cystine Cy2
14 Valine VAL
15 Methionine MET
16 Norvaline NVA
17 Tryptophan TRP
18 Phenylalanine PHE
19 Isoleucine ILE
20 Leucine LEU
21 Lysine LYS
22 Hydroxyproline HYP
23 Sarcosine SAR
24 Proline PRO
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Figure 2 : High-Resolution Analysis of 21 Amino Acids: on the §um and
3.5um Zorbax Eclipse-A AA Column. Column dimensions are 4.6 x 150
mm. See Table 1 br peak identif ication. Detection: 338 nm (OP A amino
acids).
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Figure 3: High Sensitivity , High-Resolution Analysis of Amino A cids Using
Different Detection Modes andt he Zorbax Eclipse-A AA Protocol. The
column dimensions are 4.6 x 150 mm, 3.5um. See Table 1 for peak identi-
fication. Detection: A. UV 338 nm (OP A amino acids), B. UV 262 nm
(FMOC-amino acids), C. fluorescence (seeExperimental Conditions ).
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Figure 4: Routine Analysis, High Resolution of 24 Amino Acids Using the
Eclipse-A AA Protocol. The column dimensions are 4.6 x 150 mm, 5um.
See Table 1 br peak identif ication. Detection: A. UV 338 nm (OP A amino
acids), B. UV 262 nm (FMOC-amino acids).
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Figure 5: Comparison of Amino-Acid Analyses. A) AminoQuant Method
on the HP 1090 HPLC with a Hypersil A A Column. B) Zorbax Eclipse-
AAA Column (4.6 x 150 mm, 5um) on t he Agilent 1100 HPLC.
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Amino Retention Peak Area
Acid %trsd %trsd
ASP 0.58 0.8
GLU 0.33 30
ASN 0.16 22
SER 0.12 2.8
GLN 0.12 24
HIS 0.11 2.7
GLY 0.15 25
THR 0.12 1.1
CIT 0.10 35
ARG 0.36 23
ALA 0.11 0.9
TYR 0.12 0.7
CY2 0.17 0.6
VAL 0.16 0.5
MET 0.17 1.1
NVA 0.15 0.7
TRP 0.18 0.8
PHE 0.14 0.8
ILE 0.14 1.1
LEU 0.18 1.0
LYS 0.19 32
HYP 0.13 42
SAR 0.14 6.8
PRO 0.12 27
Mean 0.18 2.0

Table 2: Reproducibility of the
Zorbax Eclipse-A AA Protocol for
the Analysis of Amino Acids. An
Agilent 1100 System with quater-
nary pump was used. Values
represent six replicate analyses.
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Figure 6: Calibration curves for
analysis of amino acid derivatives
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concentration range of 4.5 to 450
pmoles in 0.5 pl of sample.



Figure 7 : UV-Detector Response 338 nm (OPA-derivativ es) Using Different

Concentrations of Amino Acids.
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Figure 8: Fluorescence-Detector Response Using Different Concentrations
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Amino Acids. Gain for the Photomultiplier Tube (PMT) = 10.
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0721), for amino acid analysis

using the Agilent 1100
autosampler.
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oooo
og Agilent
00 No.
ljoop LOOCOCOOOOOOOO, 100/pk 5181-1270
0oooouoooooon, 2mL100/pk 5182-0716
00o0oo0u0oDoooooDo, PTFE/DOOD 00000, 100/pk 5182-0721
oooo
og Agilent
00 No.
0o0ooouon o1lMHCIOO, 10 x 2mL 00000
1 nmol /ml 5061-3330
250 pmol /ml 5061-3331
100 pmol /ml 5061-3332
25 pmol /ml 5061-3333
10 pmol /ml 5061-3334
oooooo oooo:
Nva, Sar, Asn, GIn, Trp, Hyp, 0 1g 5062-2478
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