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Liquid biopsy is a minimally invasive technique that has transformed oncology research by enabling the Comprehensive performance assessment of Avida DNA panels across varying DNA input amounts Consistent performance of Avida DNA panels in detecting unique multiplexed variants

ultra-sensitive detection of cancer-related genomic alterations from circulating cell-free DNA (cfDNA). , | . | |
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Three Agilent Avida DNA panels were designed to detect cancer-associated variants (SNVs/indels,
CNVs, translocations) for key genes based on OncNGS Consortium requirements (Table 1): the Agilent
Avida Onco DNA LB panel focuses on Tier 1 & 2 targets in ESCAT and OncoKB Levels T & 2; the Agilent
Avida DNA Onco LB Plus panel combines the Avida DNA Onco LB panel with additional content for a
more comprehensive approach; the Agilent Avida DNA Lymphoma panel targets key genes for
researching hematologic malignancies.

Figure 6: Efficacy of TL detection by Avida DNA Onco LB and Avida DNA Onco LB Plus panels. The panels effectively
detect TLs at lower allele fractions, with improved detection performance as the input amount and allele fraction
increase. TL analysis was done in Seraseq ctDNA Mutation Mix v4 across these panels covering 7 out of 10 known
translocations (ALK-EML4, BICC1-FGFR2, CD74-R0S1, ETV6-NTRK3, FGFR3-TACC3, NCOA4-RET, NTRK1-TPM3).
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Panel Target Size (kb)| Total Gene Count . The newly developed Agilent Avida DNA panels described here demonstrate high sample recovery
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Figure 4: The average observed fold change (FC) for CNVs in Seraseq ctDNA Mutation Mix v4 at the gene level for each panels were developed as part of the OncNGS Project that has received funding from

DNA input amount (3, 10, 25 ng) tested with the Avida DNA Onco LB and Onco LB Plus panels are shown along with the European Union’s Horizon 2020 Research and Innovation Programme.
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