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Cleaning of the Electrode Cartridge

The following quick and easy steps show how to maintain the Electrode Cartridge and
assure proper functionality

. Remove chip immediately after run is completed.

. Clean the electrode pinset between each run with a dedicated cleaning chip
containing 350 pL of RnaseZAP/water (refer to protocol).

. Empty the cleaning chip in between each run and replace with fresh liquid.

. Perform a thorough cleaning every 3 months or sooner if the electrode is

suspected to be dirty.

***Demonstrate next steps with actual cartridge***
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Cleaning of the Electrode Cartridge

. Turn off the Bioanalyzer instrument, remove the cartridge, remove the |
electrode pin set and soak for 15 minutes in deionized water.

. Sonicate the pinset in a clean beaker with deionized water and/or use a soft
toothbrush.
. RNA assay users: Use half strength RNaseZap as this will be much easier to

rinse when finished cleaning. Rinse very well after the cleaning — residual
RNaseZap will negatively impact RNA Pico, Small RNA, and High Sensitivity
DNA results.

. To verify that the pinset is dry, run the short circuit test from the Diagnostics
tab of the 2100 Expert Software.
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Chip Priming Station

There are specific settings established for each DNA, RNA,
and Protein assay. Refer to manual for appropriate
positions.

3l ssenzay

t.2 Agilent Technologies Confidentiality Label
7 February 14, 2014



Priming station: steps to proper chip priming 1

Incomplete priming can cause a run to abort, late migration, and/or leak current ‘
issues.

1. Change the syringe with each new kit or after running 25. Sooner if priming station is
suspected to be clogged or dirty.

2. Perform a regular maintenance of your priming station (every 3 months at latest). It is
recommended to have a spare gasket kit available (p/n G2938-68716).

3. Inspect the white O-ring under the priming station’‘s lid for any dried-out gel. Clean or
replace if needed.

4. If the adapter is clogged (check with a backlight), priming will likely be incomplete.
Replace the syringe adapter (the part onto which the syringe attaches). The syringe
adapter is part of gasket kit (G2938-68716).

Replace syrifige
adapter (Part Mo.
G36-68716)
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Chip preparation qy essentials of chip and

sample preparation.
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DNA assays — important points

!
l"' I1

--"'-"'
» Make sure the buffer composition matches the specifications of the 'é’
assay (applies to all assays)

o Equilibrate the reagents at room temperature for 30 min (applies to
all assays)

» Vortex the vials and spin down before use (applies to all assays).

« Extraction of the samples uses a wide number of chemicals which
can affect the results on the Bioanalyzer. It is best practice to run the
samples in TE buffer. For HS DNA, do not run samples in water.

« Standard DNA assays chips are interchangable. For the high-
sensitivity DNA assay, the HS DNA Chip is required.

 For HS DNA assay, do not use RNaseZap for cleaning the pinset in
between runs. (Residual RNaseZap or SDS on the pins WI|| result n
white bands on the gel-like image)
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RNA assays - important points

» Wear gloves when handling RNA samples and reagents. <& & *fa —
» Use RNase-free microfuge tubes, tips and water.

 Heat-denature RNA samples and Ladder at 70°C for 2 min and keep them on ice
to reduce formation of secondary structure. This is especially important for the
ladder as this is used for quantification.

[ LTA R Lodder
x , TFUT Ladder
44— q
| 8-
12

Ladder Properly denatured Ladder NOt properly denatured

Agilent Technologies

February 14, 2014



RNA assays — important points

For RNA Pico and Small RNA assays, do not use RNaseZap for cleaning in
between runs. Residual RNaseZap will show up as an overwhelming strong peak
in the electropherogram.

[rit] el Ladifer ladbier laider lodder ledfer  ledder | ledded Rkl ledder ladiie ladder %
LR L LB LR LB LR LR 1 3 |

L Izl

Small RNA gel is very viscous, therefore when preparing the gel /dye mix for this
assay, it is important that add the dye first and then the gel is added on top.

Every assay (RNA Nano, RNA Pico, Small RNA) uses its own chip.
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Protein assays - important points

« Do not vortex Protein Chips. Due to detergents, this will cause liquid spillage on
the chip and leak currents.

 Use 0.5 yL tubes for the denaturation. Using larger tubes may lead to poor results.

* Protein analysis under reducing conditions requires a 1 M DTT solution. If you
want to analyze the proteins under non-reducing conditions, replace the amount of
DTT required with MilliQ water.

* Protocol for standard Protein assays are different from High Sensitivity Protein
assay. It is recomended that you check and follow the protocol prior to chip
preparation.

 The High Sensitivity Protein gel matrix comes pre-filtered. It is ready to use after
thawing.
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Select the correct assay (Eukaryote, Prokaryote, mRNA,
Plant) before running a chip.

The results cannot be converted to a different assay type.
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Starting a chip run

It Is recommended to
run the chip within 5
min after preparation
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Troubleshooting: My chip does not start

At the beginning of each run there is a brief conductivity check to assure that all wells
are completely filled and that there are no leak currents on the chip due to spilled
liquid.

How it should look like ! I I

However, there can be multiple things happening to prevent this check from
completing successfully:

Bubble at channel
entrance or no Bubble in channel

Dirty electrodes Spillage accross
connectlon network l I I the chip l
Pipetting sample Pipetting gel; cold gel; No regular maintenance of Vortexer; vortexer

priming electrode catridge settings

Agilent Technologies

February 14, 2014



Troubleshooting: Run aborted

Hint: Look at the Log Book of the actual data file.

=l 2100 Expert - E:\basic t ing filesA2100 expert_Protein B0_DE34903170_2009-10-29_11-52-42.xad
File Context Yiew LogBook ‘Windows Help

Data = @[.J@&

Conkexts

les

1] #: Human Lymph
[C]| 5: Rat hesart

I 9t Mouse heart
[CI| 10: Human Lymph
O] 11: Rat heart

O] 12: Mouse heart
O] L: Ladder

[ Al samples

O] 1: milke

Demo Eukaryote Total RMNA Mano Series

2100 expert_Protein 80_DE34903170_2]

lurnber Source Categor sub Cate
FE| &l Samples Y &
(0| 1: Human Lymph :
D 21 Rat heart Instrument error occurred on port 1, unuswal high aor JTow woltage 550 INSErUmMENT RUN oct
# Rat hear or current was detected during the start phase of the on-Chip
IE 3: Mouse heart analysis.

wells marked with (+) or -] have been causing problems. The top
Teft well equals sample 1 on the microfluidic chip:

O] &: Mouse heart CaC020202
[C1| 7: Human Lymph E % E E % E %
O] 5: Rat heart i T O T A I

gP'Iease check carefully all points below and perform correctiwve
actions prior to any new chip preparation or analysis.

- Chip was primed according to instructions.
AT gel-wells are fi1led with appropriate wolume.
Sample and Ladder wells are filled with appropriate wvolume.
Mo 1iguid spills occurred during chip handling or wortexing.
Electrode pins are clean and not bent.
Instrument 1id is closed firmly.

Please refer to the kit guide and the Help section of the 2100
Expert for assistance on chip preparation and troubleshooting.

D 21 rrilkz Consider maintenance operations 1'ike“"c'leam'ng the pin set”

DS:miIkS ;EEc:ired by the “Short c1r‘c_u1t rest'.

%;jggz owaana] |f the error occurs on one or several channels:

&: blg3 (3 Produc

%;iﬁsaz otam=:§ o Check volumes of respective wells

0 o o g vencer - Visually or by pipetting the liquid out

O 10: afa2 gﬁwa - add further liquid (gel/marker), but attention! quantitation will be wrong

() L Lacder ocarcrif © Check if vortexing spills liquid out, reduce speed or
 Check if electrode pins are ok, bend, broken or coated.
 Presson the lid of the BioA to get the pins in the liquid.
* If available - consider a different cartridge
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Hardware  1pq 2100 Bioanalyzer

Instrument — Tips & Tricks for
best performance
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Hardware

If the instrument hardware has a problem it might go into a not ready state. There are
a few steps to try:

» Close the software, turn off the 2100 Bioanalyzer instrument and turn it back on,
wait for the green LED and restart the software.

Status Indicator

* Green—Ready

* Green, flashing—Busy
* Orange—Self-test

* Red—Error

« |If status indicator remains red, please contact Agilent Tech Support.

» |If status indicator is green, but there is suspicion whether it is not functioning as
expected, you may run Diagnostic tests.

‘7%~ Agilent Technologies
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Hardware Diagnostic tests

A set of self Hardware Diagnostic Tests can be found within the Software
(Instrument context > Diagnostics)

« Performing the hardware diagnostics requires dedicated test chips for
electrophoresis (G2938-68300) and flow cytometry (G2938-68200) tests.

* The chips come with an expiration date and should not be used after that.
Using expired test chips may lead to a false positive or false negative test

result.
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PC and software

Few important points to consider...

The latest revision of the 2100 Expert software requires 1024 MB RAM.
Especially, if you have other applications in use, you may drain off too much
RAM to operate reliably. Restart the PC from time to time to free up enough
RAM to restore functionality.

If the free HD space is below 20 GB, the 2100 Expert software can run very
slowly. It is recommended to archive old data and defragment your PC to free
up disk space.

If the PC is networked, regularly use a utility like CleanSweep, CleanUp or the
Windows accessory to get rid of temp files, cookies etc.

Keep the software updated with the current Software version available

Agilent Technologies
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Where to look for the Software version on your
PC??
@ 2100 Expert - C\Program Files (x86)\Aqgilent\2100 bicanalyzer\2100 . \Der

File Context WView Assays Windowd | Help
Instrument - | % = @ Contents and Index

Online Store
@ All Instruments )
- [B metrument 1 RNA Integrity Database (RIN DB)
w7 Demo (0 About 2100 Expert...
@ % Registration...

[# Create Support Package...

About 2100 Expert |
Modules |
Agilent Technologies 2100 Bioanalyzer
< Version B.02.08.51648 (SRl; >
Installed License(s) :
Module License Key
2100 electrophoresis license  |264958350-16147633-1378230...
2100 instrument control lice... |281740907-15896407-1378230...
© Copyright 2003 - 2009 Agient Technologies, Inc.
oK Help
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2100 Expert Software Upgrade

http://www.genomics.aqilent.com/article.jsp?paqgeld=2354

e Agilent Technologies  Genomics English » = United States » | ContactUs | Register/Login = Quick Order | %7 Caft (1)

Home Products & Services Applications Resources & Support Search products or part numbers

Home = 2100 Expert Software Upgrade

2100 Expert Software Upgrade

2100 Expert Software Upgrade: Revision B.02.08 (SR2)

B.02.08 Senvice Release 2 (SR2) was released in September 2012 to correct sample names in the audit trail when the “Save Selected Sample” option is chosen.
This only affects users of the Security Pack software. .

| This software release also resolves the following issues with B.02.08:

= Intermittent instrument connection and detection issues.

= rRNA ratio = 0 after modifying fragment start or end times.

= |Q and OQ incompatibility with Operating Systems in non-US English languages.

Before requesting the software update, verify your current system meets the following requirements:

1. PC and operating system

2. Expert software version

3. Expert software license

4. Bioanalyzer model number
If system meets the requirements, request download of the full Expert Software Revision B.02.08 (SR2).
If the system is currently running version B.02.08, download the Senice Release 2 patch

Make sure the PC meets the specifications required and listed on
the Agilent webpage

- Agilent Technologies Confidentiality Label
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Software 1142100 Expert software

offers great functionality.
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Software overview

Icons and tabs available to make software user-friendly
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2100 Expert Software

Comparison context

« Easy comparison of multiples chip run from the same assay class
« Samples need to be open in the data context of the expert software
_ _ Not available for Cell
Switch between comparison Assays
_ _ summyary, gel and electropherogram —
['®] 2100 Expert - ::“H mw'm" 4,_ view G
Ele Context Vi comeawon + 0= [ QQIO® A B-g-E] o |[ERFE] - oz -
Data |l A Comparison Fies hnlcmnm:nmy | Gn | Bectropbororyian
5. U e
 aoo st 1 |
Haer | ' Electropherogram Single gel
B e 0o l overlay lane for
ok selected
-y /gram
_W‘I- —_—
'.IllI i / |
4 [ L L
o T = 15 .P|I.'| = E = P o .
1- P20 Bio_a, wmm.mli =
4ﬁ'§' Legend for
. 1o 150 electropherogram
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| e [ e |
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Library prep: Using the comparison context to
assess sucessful library preparation

R

200+ T
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04—
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® Adaptor-ligated
® PCR-amplified

T
40

T
1oo
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Save Selected Samples
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Save Selected Samples

Eile Context Wew Electropherogram Windows Help
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; @
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B-B Derno High Sensitivit | e . o P A a -/ smear Analysis
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2100 Expert Software

Setpoint explorer — allows to change defaut
settings in order to modify the data evaluation for Log Book. |

sample analysis:
« Change setpoints locally (selected

electropherogram) or globally (all
electropherograms)

» Accessible parameters

-
Normal mode Advanced mode
Slope threshold Smear Analysis (RNA)
Area threshold Calibrate all (Protein)
Height threshold N

Peak filter width

Eample 1

Open and
collapse
setpoint
explorer

\

B

Lcn:all Global l

Integration start time [s]
Integration end time [s]
Slope Threshold

Area threshold

Height threshold [FU]
Peak filter width [s]

Defaultsl Ay | Cancell Help |

Collapse

26
o4
05
05

05
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When setpoint explorer feature is needed?

Analyze the run data and need to modify default parameters
@ Peak height for individual samples
@ Enabling smear analysis
@ Align to upper and/or lower marker

@ Adding/deleting ribosomal fragments (for RNA
assays only)

Agilent Technologies



2100 Expert Software

Setpoint explorer-
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Changes in the setting will be recorded in

Setpoint explorer- the results
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