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ERRERNGBH 1 ERAREREYNETE, ELAMEX
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2013 3 A, REREY TSREAREMEELERHHRE
FRA, G1701FA. ENMMRAHIEK A MassHunter S & #1T
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BRI, ELER TIREE MassHunter SREXFI 8R4
HIIZFE X ChemStation 1\ #:2] T MassHunter 183X,
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GC MSD
Translator
Impert MSD ChemStation Data Files

Folder cortaining Data Files to Impert

C:\msdehem1'data\Grapes Browse..._|

nplace Trangation

Qutput Folder

\msdchen\ 1\ dat=\Grapes Browss.

Successtul Data s Nems Commert:

I \WSDCHEMNT \DATA\GRAPES\IDRLMTXD oK
CMSDCHEMM\DATAGRAPES\SRLNTX.D aK
CAMSDCHEM\T\DATAGRAPES\5RLEPK.D oK
[ CAMSDCHEM\WDATAVGRAPES'C 0107380 oK
CAMSDCHEMYT\DATAVGRAPES C3010795.0 oK
CAMSDCHEM\\DATAVGRAPES\C3010800.0 oK
7] CAMSDCHEM\I\DATA\GRAPES\STD_AD aK

| Clese |
MassHunter GC/MS Translater B05.02 1032 18-Jan-2012 | Trenslation session complete.
B 2. ¥ ChemStation #H#EX ¥ MassHunter 1§z
ChemStation
Quant
Method
Translator
Export M50 ChemStation Quant Database @

Options
Input MSD ChemStation Quant Database
C:'medchem™ 1'methods \TRI_PEST.M'qdb.mth

Qutput MassHunter Quartitation Method
TRI_PEST .quantmethad xml

Choose Folder...

[=- Phenanthrene-d10 (Intemal Standard #1)

- Phenanthrene-d10
Diethylene glycol

- Aniline

- Phenol

- 2Chlorophenal
1,3-Dichlorbenzens

- p-Dichlorobenzene

- Dicyclopentadiene

- Dimefox
o-Dichlorobenzens

. 3 Trifluormethylaniline

- 2-Methylphenol

"

Export to MassHunter Quantitation Method

MassHunter GC/MS Translator B.05.02 1032 18-Jan-2012 | Translation was successful.
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LEEE. EEFENRIESEERECRTER, T—FHH
% E MassHunter E2F R AT ERYBEROXESH,
R ANWEGRDYNSEILE.

iEE1RENE = 5 45| F MassHunter EE ST HER BERK
MEESSEREEHTER. RIMEERRLEERE (LMS) RE
# (outlier) EX TAHEZMR/IME, #H2H 1005, HBERM
MEESSERILEPHELMEE#ITILGEE, KT LMS 1
ANBASHNERLMN TD BERED, "EERRAENE"
(Library Search Pure Weight Factor) BIAZEH 0.7, X2 TD
ERREERREE.

Setup Reference Library @

() (btain reference spectra from sample
@ Obtain reference spectra from lookup library

Lookup library:

C\Database \RTLPEST3L
Create reference library at:

C:\MassHurter'Librany\RTLPEST 3 reflibrary 2aml Browse...
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RIRAE 50%

EERRAENE 0.7
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-.[#] Peal Not Found

-[] Peak Resolution Front
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-[] Relative Retention Time
-[¥] Integration Metric
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L:_I Qualifier

--[¥] Qualifier Ratio

B 8 [HTF CAG B MassHunter [RE#
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MassHunter & & 24204 B.06.00 RRAREL TRITE K pdf 515
W, ATRLVER BARYIARETR (Target Deconvolution) B4R E . pdf
i & 4% 7] 7€ \MassHunter\Report Templates\Quant\PDF-
Reporting XX H %8|, X% & A TargetedDeconvolution.
report.xml, BHR SR FAEIER TD #HITHAAEBHIXHS ER

Targeted Deconvolution Report

BERE — ERE TDREBENF/LYH. D BERER
GlINE 10 Frm. REPIHTEERELREENAEES T
MassHunter 87 % IR E £ 4% & P &/ MER BIR 2474,
H5— " 5EREEBFAFHERRGILHHEREN X BHRE
SEBTFHE, GEETURERANEEER. i, 4
EE{E 100 ARG MEERF TR,
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Sample Name:

Data File:

Quant Batch Name:
Last Calib Update:

1ul Splitless injection
C3010800.D

C:\Users\csandy\Desktop\LGC Grapes RTL 1x ESTD\GRAPES\QuantResults\TD_Grapes_II.batch.bin

7/18/2013 7:17:48 AM

R.T. Cas # Compound Name Amount/Conc LMS| R.T. Diff{sec) Purity
3.5532 108-95-2 Phenol 0.7064 79 0.3 100.0
4.3425 95-48-7 2-Methylphenol 0.0449 60 5.8 100.0
4.3792 106-44-5 4-Methylphenol 0.2901 73 -2.2 90.4
4.3792 108-39-4 m-Cresol 0.2939 70 -2.6 91.6
6.3705 003228-03-3 |Promecarb artifact [S-isopropyl-3- 2.1476 53 1.6 100.0
methylphenol]
7.6094 30560-19-1  |Acephate 1.9987 48 -4.8 100.0
7.8756 131-11-3 Dimethylphthalate 0.0915 53 -1.8 100.0
7.9582 85-41-6 Phthalimide 0.0609 66 -1.3 100.0
8.5730 33704619 |Cashmeran 0.8917 63 -2.8 96.1
8.7565 90-43-7 o-Phenylphenol 0.1026 62 -1.5 100.0
9.9587 84-66-2 Diethyl phthalate 0.4671 88 0.0 100.0
13.4184 115-96-8 Tris(2-chloroethyl) phosphate 0.0524 54 0.2 100.0
13.7947 85-01-8 Phenanthrene 0.0914 58 -1.6 100.0
14.1709 53112-28-0 | Pyrimethanil 0.0960 50 2.6 100.0
15.9329 84-69-5 Diisobutyl phthalate 27.8507 96 2.3 98.8
17.4195 111246-15-2 |Fipronil, Desulfinyl- 0.1065 60 1.8 100.0
18.4107 84-74-2 Di-n-butylphthalate 3.3477 94 -0.3 100.0
21.8153 120068-37-3 |Fipronil 0.1320 67 0.3 100.0
24.7978 120068-36-2 | Fipronil-sulfone 0.0298 46 2.7 100.0
26.5322 58810-48-3 |Ofurace 0.1045 56 -2.0 100.0
26.8809 126833-17-8 |Fenhexamid 6.8789 93 -0.5 100.0
29.6615 117-81-7 Bis(2-ethylhexyl)phthalate 6.8620 95 0.8 100.0
31.6805 117-84-0 Di-n-octyl phthalate 0.1157 48 0.4 100.0
36.6911 131860-33-8 | Azoxystrobin 1.6227 82 3.7 100.0
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